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SEQUENCE LISTING 

<110> 	CHUGAI SEIYAKU KABUSHIKI KAISHA 

<120> 	CELL CULTURE METHOD USING AMINO ACID—ENRICHED MEDIUM 

<130> 	FA0001-08015 

<150> 	JP 2007-117426 
<151> 	2007-04-26 

<160> 	2 

<170> 	Patentln version 3.1 

<210> 	1 
<211> 	1869 
<212> 	DNA 
<213> 	Cricetulus griseus 

<400> 	1 
atggccacca aggagaagct gcagtgtctg aaagacttcc acaaagacat cctgaagcct 60 

tctccaggga agagcccagg cacacggcct gaggatgagg ctgaggggaa gccccctcag 120 

agggagaagt ggtccagcaa gattgacttt gtgctgtctg tggccggagg cttcgtgggt 180 

ttgggcaacg tttggcgttt cccgtacctc tgctacaaaa atggtggagg tgctttcctc 240 

ataccgtatt 	ttattttcct gtttgggagt ggcctgcctg 	ttattttcct ggaggtcata 300 

ataggccagt acacctcaga agggggaatc acctgctggg agaagatctg ccccttgttc 360 

tctggcattg gctacgcatc catcgtcatc gtgtccctcc 	tgaatgtgta ctacattgtc 420 

atcctggcct gggccacata ctacctattt cactccttcc agacagagct tccctgggcc 480 

cactgcaacc acagctggaa cacaccacat tgcatggagg acaccctgcg taggaatgag 540 

agtctctggg tctcccttag cgcctccaac ttcacctcgc ctgtcatcga gttctgggag 600 

cgcaatgtac 	tcagcctgtc 	ttccggaatc gacgaaccag gcgctctgaa atgggacctt 660 

gcgctctgcc 	tcctcttagt ctggcttgtc tgttttttct 	gcatatggaa gggtgttcga 720 

tccacaggca aggttgtcta cttcaccgcc actttcccgt 	ttgccatgct tctggtgctg 780 

ctggtccgtg gactgaccct gccgggtgct ggcgaaggca tcaaattcta cctgtaccct 840 

gacatcagcc gccttgagga cccacaggtg tggatcgacg ccggaaccca gatattcttt 900 

tcctatgcca tctgcctggg ggccatgacc tcactgggaa gctacaacaa gtacaagtat 960 

aactcgtaca gggactgtat gctgctggga tgcctgaaca gtggtaccag ttttgtgtct 1020 

ggcttcgcag 	ttttttccat 	cctgggcttc atggcacaag agcaaggggt ggacattgct 1080 

gatgtggctg agtcaggtcc tggcttggcc ttcattgcct atccaaaagc tgtgactatg 1140 

atgccgctgc ccaccttttg gtccattctg ttttttatta 	tgctcctctt gcttggactg 1200 

gacagccagt 	ttgttgaagt cgaaggacag atcacatcct 	tggttgatct ttacccgtcc 1260 

ttcctaagga agggttatcg tcgggaagtc ttcatcgcca 	tcctgtgtag catcagctac 1320 

ctgctggggc tgtcgatggt gacggagggt ggcatgtatg tgtttcaact ctttgactac 1380 

tatgcagcta gtggtgtatg ccttttgtgg gttgcattct 	ttgaatgttt tgttattgcc 1440 

tggatatatg gtggtgataa cttatatgac ggtattgagg acatgattgg ctatcggcct 1500 

gggccctgga tgaagtacag ctgggctgtc atcactccag ttctctgtgc tggatgtttc 1560 

atcttctctc 	ttgtcaagta 	tgtacccctg acctacaaca aagtctacgt gtatcctgat 1620 

tgggcaattg ggctgggctg gggcctggcc ctatcctcca tggtgtgtat ccccttggtc 1680 



attgccatcc 	tcctctgccg gacggaggga ccgttccgcg tgagaatcca atacctgata 1740 

acccccaggg agcccaaccg ctgggctgtg gagcgtgagg gggccacacc cttccactcc 	1800 

cgcacaagcc tcgtcatgaa cggcgcactc 

atgatgtga 

atgaaaccca gtcacgtcat tgtggagacc 1860 

1869 

<210> 	2 
<211> 	622 
<212> 	PRT 
<213> 	Cricetulus griseus 

<400> 	2 

Met Ala Thr Lys Glu Lys Leu Gln Cys Leu Lys Asp Phe His Lys Asp 
1 	 5 10 15 

Ile Leu Lys Pro Ser Pro Gly Lys Ser Pro Gly Thr Arg Pro Glu Asp 
20 25 30 

Glu Ala Glu Gly Lys Pro Pro Gln Arg Glu Lys Trp Ser Ser Lys Ile 
35 40 45 

Asp Phe Val 	Leu Ser Val Ala Gly Gly Phe Val Gly Leu Gly Asn Val 
50 55 60 

Trp Arg Phe Pro Tyr Leu Cys Tyr Lys Asn Gly Gly Gly Ala Phe Leu 
65 70 75 80 

Ile Pro Tyr Phe 	Ile Phe Leo Phe Gly Ser Gly Leu Pro Val Phe Phe 
85 90 95 

Leu 	Glu Val 	Ile 	Ile Gly Gin Tyr Thr Ser Glu Gly Gly Ile Thr Cys 
100 105 110 

Trp Glu Lys 	Ile Cys Pro Leu Phe Ser Gly Ile Gly Tyr Ala Ser Ile 
115 120 125 

Val 	Ile Val 	Ser 	Leu Leu Asn Val Tyr Tyr Ile Val Ile Leu Ala Trp 
130 135 140 

Ala Thr Tyr Tyr Leu Phe His Ser Phe Gin Thr Glu Leu Pro Trp Ala 
145 150 155 160 

His Cys Asn His Ser Trp Asn Thr Pro His Cys Met Glu Asp Thr Leu 
165 170 175 

Arg Arg Asn Glu Ser Leu Trp Val Ser Leu Ser Ala Ser Asn Phe Thr 
180 185 190 

Ser 	Pro Val 	Ile Glu Phe Trp Glu Arg Asn Val Leu Ser Leu Ser Ser 
195 200 205 

Gly 	Ile Asp Glu Pro Gly Ala Leu Lys Trp Asp Leu Ala Leu Cys Leu 
210 215 220 

Leu Leu Val 	Trp Leu Val Cys Phe Phe Cys Ile Trp Lys Gly Val Arg 
225 230 235 240 



3 

Ser Thr Gly Lys Val Val Tyr Phe Thr Ala Thr Phe Pro Phe Ala Met 
245 250 255 

Leu Leu Val Leu Leu Val Arg Gly Leu Thr Leu Pro Gly Ala Gly Glu 
260 265 270 

Gly Ile Lys Phe Tyr Leu Tyr Pro Asp Ile Ser Arg Leu Glu Asp Pro 
275 280 285 

Gln Val Trp Ile Asp Ala Gly Thr Gln Ile Phe Phe Ser Tyr Ala Ile 
290 295 300 

Cys Leu Gly Ala Met Thr Ser Leu Gly Ser Tyr Asn Lys Tyr Lys Tyr 
305 310 315 320 

Asn Ser Tyr Arg Asp Cys Met Leu Leu Gly Cys Leu Asn Ser Gly Thr 
325 330 335 

Ser Phe Val Ser Gly Phe Ala Val Phe Ser Ile Leu Gly Phe Met Ala 
340 345 350 

Gin Glu Gln Gly Val Asp Ile Ala Asp Val Ala Glu Ser Gly Pro Gly 
355 360 365 

Leu Ala Phe Ile Ala Tyr Pro Lys Ala Val Thr Met Met Pro Leu Pro 
370 375 380 

Thr Phe Trp Ser Ile Leu Phe Phe Ile Met Leu Leu Leu Leu Gly Leu 
385 390 395 400 

Asp Ser Gln Phe Val Glu Val Glu Gly Gin Ile Thr Ser Leu Val Asp 
405 410 415 

Leu Tyr Pro Ser Phe Leu Arg Lys Gly Tyr Arg Arg Glu Val Phe Ile 
420 425 430 

Ala Ile Leu Cys Ser Ile Ser Tyr Leu Leu Gly Leu Ser Met Val Thr 
435 440 445 

Glu Gly Gly Met Tyr Val Phe Gln Leu Phe Asp Tyr Tyr Ala Ala Ser 
450 455 460 

Gly Val Cys Leu Leu Trp Val Ala Phe Phe Glu Cys Phe Val Ile Ala 
465 470 475 480 

Trp Ile Tyr Gly Gly Asp Asn Leu Tyr Asp Gly Ile Glu Asp Met Ile 
485 490 495 

Gly Tyr Arg Pro Gly Pro Trp Met Lys Tyr Ser Trp Ala Val Ile Thr 
500 505 510 

Pro Val Leu Cys Ala Gly Cys Phe Ile Phe Ser Leu Val Lys Tyr Val 
515 520 525 

Pro Leu Thr Tyr Asn Lys Val Tyr Val Tyr Pro Asp Trp Ala Ile Gly 
530 535 540 



4 

Leu Gly Trp Gly Leu Ala Leu Ser Ser Met Val Cys Ile Pro Leu Val 
545 550 555 560 

Ile Ala Ile Leu Leu Cys Arg Thr Glu Gly Pro Phe Arg Val Are Ile 
565 570 575 

Gln Tyr Leu Ile Thr Pro Arg Glu Pro Asn Arg Trp Ala Val Glu Arg 
580 585 590 

Glu Gly Ala Thr Pro Phe His Ser Arg Thr Ser Leu Val Met Asa Gly 
595 600 605 

Ala Leu Met Lys Pro Ser His Val Ile Val Glu Thr Met Met 
610 615 620 


