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Figure 2A
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FEATURES Length (bp)
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Figure 2C
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U937 transduction by EF1-GFP expressing lentiviral vector
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Figure 3A
Foreskin transduction by EF1-GFP expressing lentiviral vector
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PRODUCTION CLARIFICATION CONCENTRATION
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. Titer TU/tOt prot
% SVF P/TU (2
(ru/muu)}" M8 rumee)

10% 1,20E+06 | 192 3,90E+05
5% 8,00E+05 | 263 3,90E+05

0% 1,80E+06 | 161 1,90E+06

Figure 4C
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Figure 10
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Optical density at 450nm
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AMOI40

Figure 12B
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MTT Assay
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Figure 14A
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rLV-EF1 batchC MO140

Titer TU/ total DNA TU/ total proteins
(TU/mL) (1) {TU/ug) (2) (TU/mg)(3) PP/TU (4)
| rLV-EF1 batchB | 4. 7E+08 9,1E+06 4 3E+07 104
| rLV-EF1 batchC | 8.9E+09 2.0E+07 3,7E+08 67

Figure 15B
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rLV-EF1 batch B MOI 150 vs NT rLV-EF1 batch C MOt 150 vs NT
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rLV-EF1 batchCMOi40 vs NT
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Titer TU/ total DNA TU/ total proteins
(TUmL)(1) (TU/pg) (2) (TU/mg) (3) PP/TU (4)
|rLV-EF1 batch B-S 3,3E+07 4,7€+05 1,1E+05 1017

Figure 17B
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Process A B C D
7
Titer (TU/ml) 1x10° 1x10" - 1x10°® | 1x107 - 1x10® 11")(11008
Process recovery (%) 100% 45-55% 55-70% 10-20%
Concentration factor N/A 90-110 20-40 5-20
Proteins removal (%) N/A 55-65% upto98% | up to 99,9%
DNA removal (%) N/A 60-75% 70-90% up to 98,8%
PP/TU ratio 200-900 up to 600 200-600 100-400
_— Immortalized | Immortalized | Primary and in vivo
Applications . ) N
cell lines cell lines stem cells injection

Table 1
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Vectalys Batch A B C D
Volume (mi) 5200 1,3 171 40
Titre (TU/ml) 2,46E406 2,33E+08 4,86E+07 | 1,74E+07
Transduction Total TU 1,3E+10 3,0E+08 8,3E+09 6,9E+08
Unit Recovery (%) 100% 47% 69% 6%
Step Yield (%) 100% 47% 69% 24%
! I
Physical Titre p24 (PP/mi) 7,75E408 1,20E+11 1,46E+10 | 4,77E+09
;;articles Total PP 4,03E+12 1,56E+11 2,50E+12 1,91E+11
Recovery (%) 100% 77% 65% 5%
[DNA] (ng/ml) 589,6 33845,33 3010,44 909,03
Residual DNA Total DNA (pg) 3066 44 515 36
Recovery (%) 100% 29% 18% 1,25%
‘Removal Yield (%) 100% 71% 82% 68%
[Protein] (mg/ml) 0,14 12,4 0,061 0,01
.Total Protein Total Protein (mg) 728 16,1 10,4 0,4
Recovery (%) 100% 44% 2,1% 0,08%
Removal Yield (%) 100% 56% 98% 97%
__TU/ pg DNA 4,17€+06 6,88E+06 1,61E+07 | 1,91E+07
Specific TU/mg Protein 1,76E+07 1,88E+07 7,96E+08 3,47E+09
activity 5,70E+00 5,33E+00 1,26E-01 | 2,88E-02
PP/TU 315 515 301 275
e TU/ DNA 1 1,7 3,9 4,6
Purification =
TU/ Protein 1,1 32,4 141
Level
- PP/TU 1 1,6 1 0,9

Table 2
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