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AGAGGTACCC
CATAARAGTT
TTCACCTACT
TGGATGATAA
CATTTGAGAA
AGAGAGAAAA
GRAAGTTGTA
ARTTTGACAA
GATGACGCAT
AAPAGAAAGA
AACATGTGAT
TAGTRAATTAG
ATATATTGCC
ARTAAGAGAA
ATTTACTAAR
AGGATAACAT
CTTTAAGCCC
CTTCCACACA
TTCTATAAAA
ACATACAARG
IG

CGGGCTGGTA
TAAGTTAGCA
ACTGTTATAA
GAACAAGAGT
AATTTTGTTG
AGGAAGAGGG
CARAAGTTGT
AAGCTACACA
TAGAGAGATG
ATAAATTATT
TATTTAATGA
AATTTGGTGT
CCATAGAGTC
ATAACGGTAT
ADMATCTRAGC
CCAATCCARC
ACGCATCTGT
TCTGAGCCAC
AATCACACTT
AGAAGAGACT

TATTTATATG
AGTGTGTACA
ATCATTATTA
AGTGATATTT
TTCTCTCTTT
AGAATAMARR
ACCADARTAG
AATAAGGGETT
TACCATTAGA
TTTABAATTA
ATTGATGAAR
CBAATTTAAT
AGTTAACTCA
ATTAATCCCT
CACGTAGGAG
CAATCACAAC
GGCACATCTA
ACARAAAMCCA
TGTGAGTCTA
AATTAATTAA

Figure 1B
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TTGTCAAATA
TTTTTACTTG
AACATTAGAG
TGACAACAAT
TCATTGGTCA
CATAATGTGA
TTGTACAAAT
AATTGCTGTA
GAATTTTTGG
AAAGTTGAGT
GAGTTGGATT
TTGACATTTG
TTTTTATATT
CCAARAABAL
GATAACAGGA
AATCCTGATG
CATTATCTAA
ATCCACATCT
CACTTTGATT
TTAATCATCT
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ACTCAARRAC
AACAABRAATA
TAAAGRAATA
TTTGTTGCAA
AAANCAATAG
GTATGAGAGA
ATCATTGAGG
AATARATRAG
CRAAGTCATTA
CATTTGATTA
AAAGTTGTAT
ATCTTTTCCT
TCATAGATCA
AAMACGGTAT
TCCCCGTAGG
AGATAACCCA
ATCACACATT
TTATCACCCA
CCCTTCAAAC
TGAGAGAARA
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TAAGTTAAAR
TAATTTTGTT
CTATTTGTAT
GTCAGAATCA
GCGTACAATT
CAACTTTATA
ATTAATAATG
GTTATTAACT

TGCTTCTTCG
CTTGTAGAAG
GAGATGAACT
GAATGTTTCC
GTCTTATATT
AGTGGTTAAT
GAAATATCAG
ACTAATTTTA

TCTCCTATTT
AGCTTAATTA
GGTGTAATGT
TCCATAACTA
TGAACAACTA
ATAGCTCAAA
TTATCGRAAT
TATCATCCCC

ATARATATGGT
ATCGTTGTTG
AATTCATTTA
ACTAGACATG
ALATTGALCA
TATATGGTCA
TCATTAACAR
TTTGATAAAT

Figure 1C
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TTGTTATTGT
TTATGAAATA
CATAAGTGGA
AAGACCTGCC
TCTTTTGCCA
AGTTCAATAG
TCAACTTAAC
GATAGTACA
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Figure 3A
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Figure 3B
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Figure 4A
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ATGAGGCTTCGGGAGCCGCTCCTGAGCGGCAGCGCCGCGATGCCAGGCGCGTCCCTACAGCGGGE
CTGCCGCCTEGCTCGTEEGCLGTCTEGCGCTCTGCACCTTIGGCGTCACCCTCGTTTACTACCTGGCTGGE
CGCGACCTGAGCCBCCTGCCCCAACTGGTCGGAGTCTCCACACCGCTGCAGGGCGGCTCGAACAGT
GCCGCCGCCATCGGGCAGTCCTCCGGGGAGCTCCGGACCGGAGGBGCCCGGCCGCCGCCTCCTCT
AGGCGCCTCCTCCCAGUCGCGCCCGGGTEGGCGACTCCABCCCAGTCGTGGATTCTGGCCCTGGCCC
CGCTAGCAACTTGACCTCGGTCCCAGTGCCCCACACCACCGCACTGTCGCTGCCCGCCTGCCCTGA
GGAGTCCCCGCTGCTIGTGGGCCCCATGCTGATTGAGTTITAACATGCCTGTGGACCTGGAGUTCGT
GGCAAAGCAGAACCCAAATGTGAAGATGGGCGGCCGCTATGCCCCCAGGGACTGCGTCTCTCCTE
ACAAGGTGGCCATCATCATTCCATTCCGCAACCGGCAGGAGCACCTCAAGTACTGGCTATATTATTT
GCACCCAGTCCTGCAGCGCCAGCAGCTGGACTATGGCATCTATGTTATCAACCAGGCGGGAGACAC
TATATTCAATCGTGCTAAGCTCCTCAATGTTGGCTTTCAAGAAGCCTTGAAGGACTATGACTACACCT
GCTITGIGTITAGTGACGTGGACCTCATTCCAATGAATGACCATAATGCGTACAGGTGTITITCACAG
CCACGGCACATITCCGTTGCAATGGATAAGTTTGGATTCAGCCTACCTTATGTTCAGTATTITGGAGG
TGTCTCTGCTCTAAGTAAACAACAGTTTCTAACCATCAATGGATTTCCTAATAATTATIGGGGCTGGS
GAGGAGAAGATGATGACATTTTTAACAGATTAGTTITTAGAGGCATGTCTATATCTCGCCCAAATGC
TGTGGTCGGGAGGTGTCGCATGATCCGCCACTCAAGAGACAAGAAAAATGAACCCAATCCTCAGAG
GTTIGACCGAATTGCACACACAAAGGAGACAATGCTCTCTGATGGTTTGAACTCACTCACCTACCAG

GGGCTGGATGTACAGAGATACCCATTGTATACCCAAATCACAGTGGACATCGGGACACCGAGCGAT
TACAAGGATGACGATGACAAGATCGATTAG

Figure 5B

MRLREPLLSGSAAMPGASLQRACRLLVAVCALHIL GVTLVYYLAGRDLSRLPQLVGYSTPLQGGSNSAAAS

GQSSGELRTGGARPPPPLGASSQPRPGGDSSPVVDSGPGPASNLTSYPVPHT TALSLPACPEESPLLVG
PMLIEFNMPVDLELVAKONPNVKMGGRYAPRDCVSPHKVAIIPFRNRQEHLKYWLYYLHPVLQRQQLD
YGIYVINQAGDTIFNRAKLLNVGFGEALKDYDYTCFVFSDVOLIPMNDHNAYRCFSQPRHISVAMDKFGF

SLPYVQYFGGVSALSKQQFLTINGFPNNYWGWGGEDDDIFNRLVFRGMSISRPNAVVGRCRMIRHSRD

KKNEPNPQRFDRIAHTKETMLSDGLNSLTYQGLDVQRYPLYTQITVDIGTPSDYKDDDDKID*

Figure 5C
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ATGAGAGGGTACAAGTTTTGCTGTGATTTCCGGTACCTCCTCATCTIGGCTGCTGTCGCCTTCATCTAC
ATACAGATGCGGCTITTTGCGACACAGTCAGAATATGCAGATCGCCTTGCTGCTGCAATTGAAGCAGAA
AATCACTGTACAAGTCAGACCAGATTGCTTATTGACCAGATTAGCCAGCAGCAAGGAAGAATAGTTGCT
CTTGAAGAACAAATGAAGCGTCAGACTAGTGCACTGTCGCTGCLCGUCTGCCCTGAGGAGTCCCCGC
TGCTTGTGGGCCCCATGCTGATTGAGTTTAACATGCCTGTGGACCTGGAGCTCGTGGCAAAGCAGAA
CCCAAATGTGAAGATGGGCGGCCGCTATGCCCCCAGGGACTGCGTCTCTCCTCACAAGGTGGCCAT
CATCATTCCATTCCGCAACCGGCAGGAGCACCTCAAGTACTGGCTATATTATITGCACCCAGTCCTG
CAGCGCCAGCAGCTGGACTATGGCATCTATGTTATCAACCAGGCGGGAGACACTATATTCAATCGTG
CTAAGCTCCTCAATGTTGGCTTTCAAGAAGCCTTGAAGGACTATGACTACACCTGCTTTGTGTITAGT
GACGTGGACCTCATTCCAATGAATGACCATAATGCGTACAGGTGTTTTTCACAGCCACGGCACATTT
CCGTTGCAATGGATAAGTTITGGATTCAGCCTACCTTATGTTCAGTATTITGGAGGTGTCTCTGCTCTA
AGTAAACAACAGTTTICTAACCATCAATGGATTTCCTAATAATTATTGGGGCTGGGGAGGAGAAGATG
ATGACATTTTITAACAGATTAGTTTTTAGAGGCATGTCTATATCTCGCCCAAATGCTGTGGTCGGGAGG
TGTCGCATGATCCGCCACTCAAGAGACAAGAAAAATGAACCCAATCCTCAGAGGTTTGACCGAATTG
CACACACAAAGGAGACAATGCTCTCTGATGGTTTGAACTCACTCACCTACCAGGGGCTGGATGTACA

GAGATACCCATTGTATACCCAAATCACAGTGGACATCGGGACACCGAGCGATTACAAGGATGACGAT
GACAAGATCGATTAG

Figure 5D

MRGYKFCCDFRYLLILAAVAFIYIQMRLFATQSEYADRLAAAIEAENHCTSQTRLLIDQISQQQAGRIVALEEQ
MKRQTSALSLPACPEESPLLVGPMLIEFNMPVDLELVAKQNPNVKMGGRYAPRDCVSPHKVAIIIPFRNR
QEHLKYWLYYL.HPVLOQRQQLDYGIYVINQAGDTIFNRAKLLNVGFQEALKDYDYTCFVFSDVDLIPMNDH
NAYRCFSQPRHISVAMDKFGFSLPYVQYFGGVSALSKQQFLTINGFPNNYWGWGGEDDDIFNRLVFRG

MSISRPNAVVGRCRMIRHSRDKKNEPNPQRFDRIAHTKETMLSOGLNSLTYQGLDVQRYPLYTQITVDIG
TPSDYKDDDDKID*

Figure S5E
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TACCTCCTCATCTTGGCTGCTGTCGCCTTCATCTACATACAGATGCGGCTTTTT

Figure 5F

YLLILAAVAFIYIQMRLF

Figure 5G
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GNTI-GNTIII nucleotide sequence

ATGAGAGGGA
TGCTETCGCC
AATATGCAGA
AGCCAGACCA
AGTTGCTCTT
AGCCGECTGCC
GTGCTGCCCG
CGTCTGCTTC
GGCCGGAGGA
CCCCGGETACC
GCGCAAGTGG
GCGGCGTGECC
CTGGTGCCCA
CCACGAGTTC
TGGACGCCTT
CGGCCGCTCA
CCGCCACAAG
GGCAGGACGG
GACGGCGETCT
TGACGATGCG
TCTACGATGG
TACGGCTTCT
CACGGTGGAC
GCCECCGCCAa
ACCGGCCACA
CGGCTGGCAC
TCGTGTCCGC
AAGCGGGACC
CGACGGCACG
ATGCGCCCAA
GACAACCCCT
CAGGGGETCCC
AAGTCGAACA

ACAAGTTTTG
TTCATCTACA
TCGCCTTGCT
GATTGCTTAT
GAAGAACAAR
GCCCAGCAAG
AGGACACCAC
ADDCCCGGCA
GAAGCCTGAG
TCCTGAGCGC
GTGEAGTGCG
CACTGTGGTG
GGGAGGTGCC
GACCTGCTGG
TGTGGTGTGC
AGTTCCGGGA
GTGCTCTATG
CTGGATCGCC
CECGECTGCG
GACGAGATCC
CTGGACCGAG
TCTGGAAGCA
ATGCTGCAGG
GTACTACACC
TCCTGGTGCA
TGCTCCTGGT
CCAGAATGGC
TGAACTACAT
CAGCAGGAGT
GTACCTGCTG
ACCAGGAGCC
GAGGGAAGGC
ARAACTCATC

CTGTGATTTC
CACAGATGCG
GCTGCRATTG
TGACCAGATT
TGAAGCGTCA
GCGGCCGAGG
CGAGTATTTC
CCAAGATGCT
GGGGCCAACG
CCGGGAGCGC
TGTGCCTGCC
CAGTACTCCA
GCGCCGCGTC
ACGTGCGCTT
GAGTCCAACT
GATGCTGACC
TCTTCCTGGA
GACGACTACC
CARCCTGCGG
CGGCCCGTGA
CCCTTCGCCT
GCCGGGECACC
CAGTGTATGG
ATGCCCAACT
GTGGETCGCTG
GCTTCACGCC
GACTTCCCAC
CCGCGECCTG
ACCCGCCTGC
AAGADCTACG
CAGGAGCACG
CGCCCGCCCG
TCAGAAGAGG

CGGTACCTCC
GCTTTTTGCG
AAGCAGAARRA
AGCCTGCAGC
GACTAGTTCG
AGCTCCACCG
GTGCGCACCA
GGRGAGGCCG
GCTCCTCGGC
ACGGGGGGCC
CGGCTGGCAC
ACCTGCCCAC
ATCAACGCCA
CCACGAGCTG
TCACGGCTTA
AATGGCACCT
CCACTTCCCG
TGCGCACCTT
CCCGACGACG
CGGCGTCCTT
TCCACATGCG
CTGGAGGTGG
GCTGGACGGC
TCAGACAGTA
GGCAGCCCCC
CGAGGGCATC
GCTGGGGTGA
ATCCGCACCG
AGACCCCAGC
ACCGGTTCCA
GCEGECEGEGECE
GGGCAAACTG
ATCTGAATTA

Figure 5H
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TCATCTTGGC
ACACAGTCAG
TCATTGTACA
ADAGGAAGAAT
CCCCTGCTGC
GGTGGACTTG
AGGCCGGCGG
CCCCCGGGAC
CCGGECEECCA
GAGGCGCCCG
GGACCCAGCT
CAAGGAGCGE
TCAACGTCAA
GGCGACGTGG
TGGGGAGCCG
TCGAGTACAT
CCCGGECGGCC
CCTCACCCAG
TCTTCATCAT
TTCCTCAAGC
CARAGTCGCTC
TGETCAGGCTG
ATCCGCCTGC
TGAGAACCGC
TGECACTTCGC
TACTTCAARGC
CTACGAGGAC
GGGGCTGGTT
GAGCACATGT
CTACCTGCTG
GGTGGCGCCA
GACGAGGCGG
G

50
100
150
200
250
300
350
400
450
500
550
600
650
700
750
800
850
900
950
1000
1050
1100
1150
12060
1250
1300
1350
1400
1450
1500
1550
1600
1641



WO 2008/151440 PCF/CA2008/001139

GNTIGNTIII peptide sequencs

MRGNKFCCDFRYLLILAAVAFIYTOMRLFATQSEYADRLAAATEABENHCTSQTRLLIDY
ISLQQGRIVALEEQMKRQTSSPLLOPLPPSKAAEELHRVDLVLPEDTTEYFVRTKAGGV
CFKPGTKMLERPPPGRPEEKPEGANGSSARRPPRYLLSARERTGGRGARRKWVECVCLP
GWHGPSCGVPTVVQYSNLPTKERLVPREVPRRVINAINVNHEFDLLDVRFHELGDVVDA
FVVCESNFTAYGEPRPLKFREMLTNGTFEY IRHKVLYVFLDHFPPGGROQDGWIADDYLR
TFLTQDGVSRLRNLRPDDVFIIDDADEI PARDGVLFLKLYDGWTEPFAFHMRKSLYGFF
WKQPGTLEVVSGCTVDMLOAVYGLDGIRLRRRQYYTMPNFRQYENRTGHILVQWSLGSP
LHFAGWHCSWCFTPEGIYFKLVSAQNGDFPRWGDYEDKRDLNY IRGLIRTGGWFDGTQQ
EYPPADPSEHMYAPKYLLEKNYDRFHYLLDNPYQEPRSTAAGGWRHRGPEGRPPARGKLD
EAEVEQKLISEEDLN*

Figure 51

GNTIII peptide sequence

TSSPLLOPLPPSKAARELHERVDLVLPEDTTEYFVRTKAGGVCFRKPGTRKMLERPPPGRPE
EKPEGANGSSARRPPRYLLSARERTGGRGARRKWVECVCLPGWHGPSCGVPTVVQYSNL
PTKERLVPREVPRRVINAINVNHEFDLLDVRFHELGDVVDAFVVCESNFTAYGEPRPLK
FREMLTNGTFEY IRHKVLYVFLDHFPPGGRODGWIADDYLRTFLTQDGVSRLRNLRPDD
VFIIDDADEIPARDGVLFLKLYDGWIEPFAFHMREKSLYGFFWKQPGTLEVVSGCTVDML
QAVYGLDGIRLRRRQYYTMPNFROYENRTGHILVOWSLGSPLHFAGWHCSWCFTPEGIY
FKLVSAQNGDFPRWGDYEDKRDLNYIRGLIRTGGWFDGTQQEYPPADPSEHMYAPKYLL
KNYDRFHYLLDNPYQEPRSTAAGGWRHRGPEGRPPARGKLDEAEVEQKLISEEDLN*

Figure 5K
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GNT I11

ACTAGTTCGC
GCTCCACCGG
TGCGCACCAA
GAGAGGCCGC
CTCCTCGGCC
CEGGGEECCG
GGCTGGCACG
CCTGCCCACC
TCAACGCCAT
CACGAGCTGG
CACGGCTTAT
ATGGCACCTT
CACTTCCCGEC
GCGCACCTTC
CCGACGACGT
GGCGTCCTTT
CCACATGCGC
TGGAGGETGGT
CTGGACGGCA
CAGACAGTAT
GCAGCCCCCT
GAGGGCATCT
CTGGGGTGAC
TCCGCACCGGE
GACCCCAGCG
CCGGTTCCAC
CEECGBGCGG
GGCAAACTGG
TCTGAATTAG

CCCTGCTGECA
GTGGACTTGG
GECCEECEGEC
CCCCGGGACG
CGGCGGCCAC
AGGCGCCCGG
GACCCAGCTG
AAGGAGCGGC
CAACGTCARAC
GCGACGTGGT
GGGGAGCCGC
CGAGTACATC
CCGGCEGCCG
CTCACCCAGG
CTTCATCATT
TCCTCAAGCT
AAGTCGCTCT
GTCAGGCTGC
TCCGCCTGCG
GAGARCCGCA
GCACTTCGCC
ACTTCAAGCT
TACGAGGACA
GGGCTGETTC
AGCACATGTA
TACCTGCTGG
GTGGECGECCAC
ACGAGGCGGA

GCCGCTGCCG
TGCTGCCCGA
GTCTGCTTCA
GCCGGAGGAG
CCCGGTACCT
CGCAAGTGGGE
CGGCGTGECCT
TGGTGCCCAG
CACGAGTTCG
GGACGCCTTT
GGCCGCTCAA
CGCCACAAGG
GCAGGACGGC
ACGGCGTCTC
GACGATGCGG
CTACGATGGC
ACGGCTTCTT
ACGGTGGACA
CCGCCGCCAG
CCGGCCACAT
GGCTGGECACT
CGTETCCGCC
AGCGGGACCT
GACGGCACGC
TGCGCCCRAG
ACAMCCCCTA
AGGGGETCCCG
AGTCGAACAA

CCCAGCAAGG
GGACACCACC
AACCCGGCAC
RAAGCCTGAGG
CCTGAGCGCC
TGGAGTGCGET
ACTGTGGTGC
GGAGGTGCCG
ACCTGCTGGA
GTGGTGTGCG
GTTCCGGGAG
TGCTCTATGT
TGGATCGCCG
GCGGCTGCGC
ACGAGATCCC
TGGACCGAGC
CTGGAAGCAG
TGCTGCAGGC
TACTACACCA
CCTGGTGCAG
GCTCCTGGTG
CAGAATGGECG
GAACTACATC
AGCAGGAGTA
TACCTGCTGA
CCAGGAGCCC
AGGGAAGGCC
ABARCTCATCT

Figure 5J
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CGGCCGAGGA
GAGTATTTCG
CAAGATGCTG
GGGCCAACGG
CGGGAGCGCA
GTGCCTGCCC
AGTACTCCAA
CGCCGCGTCA
CGTGCGCTTC
AGTCCAACTT
ATGCTGACCA
CTTCCTGGAC
ACGACTACCT
AACCTGCGGC
GGCCCGTGAC
CCTTCGCCTT
CCeGGECACCC
AGTGTATGGG
TGCCCAACTT
TGGTCGCTGG
CTTCACGCCC
ACTTCCCACG
CGCGGCCTGA
CCCGCCTGCA
AGARCTACGA
AGGAGCACGG
QCCCECCCEE
CAGAAGAGGA
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Figure 7A
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Figure 7C insert
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