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The samples were analyzed by SDS-PAGE on 8% gels. The separated polypeptides were
visualized by silver staining

ORFU06002: ORFUQ7002:

Lane |: MMC 01 Lane 9 MMC 01
Lane 2: MMC 02 Lane 10: MMC 02
Lane 3. MMC 03 Lane 11 MMC 03
Lane 4: MMC 04 Lane 12: MMC 04
Lane 5: MMC 05 Lane 13: MMC 05
Lane 6: MMC 06 Lane 14; MMC 06
Lane 7. MMC 07

Lane 8; MMC 08

FIG. 12
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{The samples were analyzed by SDS-PAGE on 8% gels. The separaféti :

polypeptides were visualized by Western blot, using a monoclonal
Goat-anti Furin antibody (Alexis Mon-148) as first antibody.

ORFU06002:

Lane I MMC 01
Lane 2: MMC 02
Lane 3: MMC 03
Lane 4: MMC 04
Lane 5: MMC 05
Lane 6: MMC 06
Lane 7: MMC 07
L.ane 8: MMC 08

FIG. 13

ORFU07002:;

Lane 9; MMC 01
Lane 10: MMC 02
Lane 11: MMC 03
Lane 12: MMC 04
Lane 13: MMC 05
Lane 14: MMC 06
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The samples were analyzed on vertical IEF using a pH gradient of PH 7.0 — pH 3.0. The
separated polypeptides were visualized by Western blotting using a monocional Goat-anti
Furin antibody (Alexis Mon-148) as first antibody.

ORFU06002:
Lane 1: MMC Qi

Lane 2: MMC 02
Lane 3: MMC 03
Lane 4: MMC 04
Lane 5: MMC 05
Lane 6: MMC 06
Lane 7: MMC 07
Lane §: MMC 08

FIG. 14
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! The samples were analyzed by vertical IEF pH 7.0 — 3.0. The separatéd polypeptides were
visualized by Coomassie staining.

ORFU07002:
Lane 1: MMC 01

Lane 2: MMC (02
Lane 3: MMC 03
Lane 4: MMC 04
Lane 5: MMC 05
Lane 6: MMC 06

FIG. 15
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The samples were analyzed by vertical IEF pH 7.0 — 3.0. The separated polypeptides were

visualized by Western blcttir}]%, using 2 monoclonal Goat-anti Furin antibody (Alexis Mon-
148) as first antibody. e

ORFU(7002:

Lane 1: MMC 01
Lane 2: MMC 02
Lane 3: MMC (3
Lane 4: MMC 04
Lane 5: MMC 05
Lane 6: MMC 06

FIG. 16
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