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(57) Abstract: Methods for isolating
polypeptides and polypeptide complexes
that are associated with a target nucleic acid
sequence are provided. The methods comprise
the steps of obtaining a sample that comprises
a target nucleic acid sequence and one or
more polypeptides or proteins associated with
that target nucleic acid sequence; contacting
the sample with at least one oligonucleotide
probe that comprises a sequence that is
complimentary to and capable of hybridising
with at least a portion of the target nucleic
acid sequence, wherein the oligonucleotide
probe comprises at least one locked nucleic
acid (LNA) nucleotide and wherein the
oligonucleotide probe further comprises at
least one affinity label (e.g. biotin); allowing
the at least one oligonucleotide probe and
the target nucleic acid sequence to hybridise
with each other so as to form a probe-target
hybrid; isolating the probe-target hybrid from
the sample by immobilizing the probe-target
hybrid through a molecule that binds to
the at least one affinity label (e.g. using
streptavidin-coated magnetic beads); and
eluting the one or more polypeptides that
are associated with the target nucleic acid
sequence. Probes (e.g. with long spacer)
for use in the methods of screening are also
provided.
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