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Figure 1 - continued
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Figure 1 - continued
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Figure 1 - continued
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Figure 1 - continued
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Figure 3
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Figure 4
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Figure 6
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Figure 8
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Figure 8 — continued
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Figure 9
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Figure 13
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Figure 15

The amino acid sequence of the heavy chain of the humanized antibody N54Q (SEQ ID No:
22)

EVQLVESGGGLVQPGGSMRLSCVASGFPEF SNYWMNWVRQAPGKGLEWVGEIRLKSNQYTTHY
AESVKGREFTISRDDSKNSLYLOMNSLKTEDTAVYYCTRHYYEFDYWGQGTLVTVSSASTKGPS
VEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVV
TVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVELEFPPKPK
DTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
QDWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFELYSKLTVDKSRWQQGNVE SCSVMHEGLHN
HYTQKSLSLSPGK

variable region: aa 1-117, constant region: aa 118-447

Figure 16

The amino acid sequence of the light chain of the humanized antibodies N54Q and
PankoMab (SEQ ID No: 16)

DIVMTQSPLSNPVTIPGEPASISCRSSKSLLHSNGITYFFWYLQKPGOSPQLLIYQOMSNLASG
VPDREFSGSGSGTDFTLRISRVEAEDVGVYYCAQNLELPPTFGQGTKVEIKRTVAAPSVETIEP
PSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTL
SKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

variable region: aa 1-113, constant region: aa 114-219

Figure 17

The amino acid sequence of the heavy chain of the humanized antibody PankoMab (SEQ ID
No: 19)

EVQLVESGGGLVQPGGSMRLSCVASGFPEF SNYWMNWVRQAPGKGLEWVGEIRLKSNNYTTHY
AESVKGRFTISRDDSKNSLYLOQMNSLKTEDTAVYYCTRHYYEDYWGQGTLVTVSSASTKGPS
VEPLAPSSKSTSGGTAALGCLVKDYFPEPVTIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVV
TVPSSSLGTIQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVEFLFPPKPK
DTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE SCSVMHEGLHN
HYTQKSLSLSPGK

variable region: aa 1-117, constant region: aa 118-447
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Figure 18

The amino acid sequence of the heavy chain of chimeric antibody PM N54Q (SEQ ID No:
23)

MKHLWEFLLLVAAPRWVLSEVQLVESGGGLVQPGGSMRLSCVASGEPEF SNYWMNWVRQAPGK
GLEWVGEIRLKSNQYTTHYAESVKGRFTISRDDSKNSLYLOMNSLKTEDTAVYYCTRHYYED
YWGQGTLVIVSSAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFPEPVTVTWNSGSLSSGV
HTFPAVLOSDLYTLSSSVIVPSSTWPSQTVTCNVAHPASSTKVDKKIVPRDCGCKPCICTVP
EVSSVFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQESWEVDDVEVHTAQTKPREEQIN
STEFRSVSELPIMHQDWLNGKEFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMA
KDKVSLTCMITNFEFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYEFVYSKLNVQKSNWEAGN
TEFTCSVLHEGLHNHHTEKSLSHSPGK

secretory signal sequence: aa 1-19, variable region: aa 20-136, constant region: aa 137-460

Figure 19

The amino acid sequence of the light chain of chimeric antibody PM N54Q (SEQ ID No: 21)

MVLOQTQVFISLLLWISGAYGDIVMTQSPLSNPVTIPGEPASISCRSSKSLLHSNGITYFFWYL
QKPGQSPQLLIYQMSNLASGVPDRFSGSGSGTDFTLRISRVEAEDVGVYYCAQNLELPPTEG
QGTKVEIKRADAAPTVSIFPPSSEQLTSGGASVVCELNNFYPKDINVKWKIDGSERQNGVLN
SWTDODSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSENRNEC

secretory signal sequence: aa 1-20, variable region: aa 21-133, constant region: aa 134-239



