We claim:
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7-1. A method for determining the presence of an RSP composition consisting of YFAK peptides comprising

the steps:

a.

affixing one or more proteins selected from the group consisting of:

complement component C3, apolipoprotein A-1 preproprotein, apolipoprotein A-1l preproprotein
(apolipoprotein D), complement component C4A, trypsin inhibitor, inter- alpha-trypsin inhibitor
family heavy chain-related protein (IHRP), alpha- 1- B-glycoprotein, alpha- 1 -antitrypsin,
apolipoprotein A-IV, ceruloplasmin,-unnramed-protein-product{NCBlLocus/ Accession-No-
CAA34971); apolipoprotein E, complement factor B, prealbumin, apolipoprotein C-lll, alpha2-HS

glycoprotein, apolipoprotein J precursor,-Ghain-G;

Coagulation factor Il (thrombin), {g-kappa

histidine-rich glycoprotein

precursor, Alpha-2-HS- glycoprotein, gelsolin isoform a precursor, and inhibitor Kunitz type

proteinase, d
a means for quantitatively detecting said RSP composition in a sample; and

determining the level of said RSP composition in said sample.
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13- 2. A method for detecting the presence of an RSP composition eemprising consisting of YFAK er

¥EAK peptides in a biological sample, comprising:
a. contacting the biological sample with at least one capture polypeptide cemprising-a

peptide selected from the group consisting of: complement component C3, apolipoprotein

A-l preproprotein, apolipoprotein A-ll preproprotein (apolipoprotein D), complement
component C4A, trypsin inhibitor, inter- alpha-trypsin inhibitor family heavy chain-related
protein (IHRP), alpha- 1- B-glycoprotein, alpha- 1 -antitrypsin, apolipoprotein A-1V,

ceruloplasmin, &

apolipoprotein E, complement factor B, prealbumin, apolipoprotein C-llI,
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alpha2-HS glycoprotein, apolipoprotein J precursor, Chain-G;

Coagulation factor Il (thrombin),

histidine-

rich glycoprotein precursor, Alpha-2-HS- glycoprotein, gelsolin isoform a precursor, and
inhibitor Kunitz type proteinase-unnamed-protein-product{NCBHocus/-AccessionNo-
CAA28659)-and-lg-J-chain; and

detecting the presence or absence of binding of the capture polypeptide to the RSP

composition,

wherein the presence of binding indicates the presence of YFAK erYEAK peptides in the

biological sample.

A method for measuring an amount of an RSP composition eemprising consisting of YFAK er

¥EAK peptides in a biological sample, comprising:

a.

contacting the biological sample with at least one capture polypeptide selected from the

group consisting of:

comprising-a-peptide-selected-from complement component C3,

apolipoprotein A-l preproprotein, apolipoprotein A-Il preproprotein (apolipoprotein D),

complement component C4A, trypsin inhibitor, inter- alpha-trypsin inhibitor family heavy
chain-related protein (IHRP), alpha- 1- B-glycoprotein, alpha- 1 -antitrypsin,
apolipoprotein A-IV, ceruloplasmin, urhamed-protein-product(NCBl-Locust-Accession
No-CAA34971); apolipoprotein E, complement factor B, prealbumin, apolipoprotein C-IlI,
alpha2-HS glycoprotein, apolipoprotein J precursor, Chain-C;

Coagulation factor Il (thrombin),

histidine-

rich glycoprotein precursor, Alpha-2-HS- glycoprotein, gelsolin isoform a precursor, and

inhibitor Kunitz type proteinase;-unnamed-protein-product{NCBlocus/-Accession-No-
CAA28659)and-lg-J-chain;
quantifying a level of binding of the capture polypeptide to the RSP

composition;
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wherein the level of binding indicates the amount of the RSP composition in the biological

sample.
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45.4. A method for measuring bioavailability of an RSP composition eemprising consisting of YFAK er

¥EAK peptides in a mammal, comprising:

a.

b.

administering to a mammal a dose of a composition comprising the RSP composition;
removing a biological sample from the subject; and

contacting the biological sample with at least one capture polypeptide

selected from the group consisting of:

comprising-a-peptide-selected-from complement component C3, apolipoprotein A-I

preproprotein, apolipoprotein A-Il preproprotein (apolipoprotein D), complement

component C4A, trypsin inhibitor, inter- alpha-trypsin inhibitor family heavy chain-related
protein (IHRP), alpha- 1- B-glycoprotein, alpha- 1 -antitrypsin, apolipoprotein A-1V,

ceruloplasmin, 4

apolipoprotein E, complement factor B, prealbumin, apolipoprotein C-lll, alpha2-HS
glycoprotein, apolipoprotein J precursor, Ghain-C-lmmunoglebulin-M.-immuneoglobulin
lambdalightchain; Coagulation factor Il (thrombin), lg-kappa-chainM-H-{KAUJ-cold
agglutinin)—apolipoprotein-J-precursortg-ALBur; histidine-rich glycoprotein precursor,

Alpha-2-HS- glycoprotein, gelsolin isoform a precursor, and inhibitor Kunitz type

proteinase;

chain;

in an immunoassay that quantitatively detects the presence of the RSP composition;

thereby determining the bioavailability of the RSP composition in the biological sample, wherein

the level of the RSP composition in the biological sample is indicative of the bioavailability of the

RSP composition.

A method for determining a suitable dose of an RSP composition eemprising consisting of YFAK

or-YEAK peptides to administer to a subject in need thereof, comprising:

a.

b.

administering to the subject a dose of the RSP composition;
removing a biological sample from the subject;

contacting the biological sample with at least one capture polypeptide selected from the

group consisting of:
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comprising-a-peptide-selected-from complement component C3, apolipoprotein A-I
preproprotein, apolipoprotein A-Il preproprotein (apolipoprotein D), complement
component C4A, trypsin inhibitor, inter- alpha-trypsin inhibitor family heavy chain-related

protein (IHRP), alpha- 1-
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1~ 6.

B-glycoprotein, alpha- 1 -antitrypsin, apolipoprotein A-1V, ceruloplasmin, unnamed-protein
product-{(NCBl-Locus/-AccessionNo-CAA34971); apolipoprotein E, complement factor B,

prealbumin, apolipoprotein C-lll, alpha2-HS glycoprotein, apolipoprotein J precursor,

Coagulation factor Il (thrombin),

histidine-

rich glycoprotein precursor, Alpha-2-HS- glycoprotein, gelsolin isoform a precursor, and

inhibitor Kunitz type proteinase; unnamed-protein-product{NCBH-ocus/-Accession-No-
CAA28659)-and-lg-J-chain;

determining a level of the capture polypeptide in the biological sample;

optionally repeating steps (a) through (d) using a different dose; and

f. comparing the levels to a predetermined suitable level of the RSPcomposition in

the biological sample;
wherein the suitable dose is the dose that results in the predetermined suitable level of the RSP
composition in the biological sample.

A method for treating or preventing an unwanted immune response in a subject, comprising:

administering to the subject a suitable dose of an RSP composition consisting of
comprising YEAK-or YFAK peptides, wherein such suitable dose is determined by:

(i) administering to the subject a dose of the RSP composition; (ii) removing a biological

sample from the experimental subject; (iii) contacting the biological sample with at least one

capture polypeptide selected from the group consisting of:

complement component C3, apolipoprotein A-l preproprotein, apolipoprotein A-II
preproprotein (apolipoprotein D), complement component C4A, trypsin inhibitor, inter-
alpha-trypsin inhibitor family heavy chain-related protein (IHRP), alpha- 1 -B-glycoprotein,
alpha- 1- antitrypsin, apolipoprotein A-1V, ceruloplasmin, unnamed-protein-product{NCB}
Locus/-Accession-No-CAA34971); apolipoprotein E, complement factor B, prealbumin,
apolipoprotein C-lll, alpha2-HS glycoprotein, apolipoprotein J precursor, Chain-C;

| lobulin M- i bl
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lambda-light-chain; Coagulation factor Il (thrombin), lg-kappa-chainM-H-{KAUJ-cold
agglutinin)—apolipoprotein-J-precursorg-ALBur; histidine-rich glycoprotein precursor,
Alpha-2-HS-glycoprotein, gelsolin isoform a precursor, and inhibitor Kunitz type

proteinase, 4

chain;
(iv) determining a level of the capture polypeptide in the biological sample;
(v) optionally repeating steps (i) through (iv) using a different dose; and
(vi) comparing the level(s) against a predetermined suitable level of the RSP composition
in the biological sample;
wherein a suitable dose is the dose that results in the predetermined suitable level of the RSP
composition in said biological sample- ;

wherein a suitable level of the RSP composition is at a level of a functional read-out of immune

response enhancement or sequestering, wherein an increase or detection of TNFa, IL-6, CXCL1,

CXCL2 and IL-12p70 indicates an undesired immune stimulation, and an increase or detection of

11-1ra, CXCL13 and CCL22 indicates a desireable immune stimulation.

18- 7. The method of any-of claims43-17 2, wherein the capture polypeptide is labeled.

49-8. The method of any-of claims 43-17 2, wherein the capture polypeptide is affixed to a solid
support.

20-9. The method of any-ef claims 43-4£ 2, further comprising isolating a complex

comprising the capture polypeptide bound to the RSP composition.

2%+ 10. The method of any-of claims 43-47 2, further comprising detecting binding of the capture
polypeptide to the RSP composition with antibodies to the capture polypeptide.
22 11. The method of any-ef claims 43-147Z 2, wherein the composition is administered

subcutaneously.
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