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Trp

ctg
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ctg
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caa
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tac
Tyr
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cys
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cag
GlIn

gct
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tac
Tyr
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ctc
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ctc
Leu
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ctt

Z
7

Ala

Asp

Ile

Asn

Lys
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Trp
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Ser
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<212>
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Cys

Asn

GIn val GIn Leu Lys
Al 5

ser

Gly

Gly

ser

65

Lys

Arg

Leu

val
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Trp
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Trp
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Thr
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Trp
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Tyr

Gln

Asp

His
225

Lys

Tyr

Ser

Ser

Thr

Lys

210

His

<210>
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10

Ser Gly Pro

Thr

GlIn

Gly

55

Lys

Thr

Tyr

val

Pro

40

Ser

Asp

ASp

Trp
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Page 13

Gly

140

Asn

Gln

ser

Ser

Ala
220

val

Ser

Gly

Gln

60

ser

Arg

Thr

Leu

125
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val




= e RS e RS e e e S

ser

ser

| ASp

ser

Lys

Tyr

Ser

ser

Thr

Lys
2{0

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala
115

ser

Phe

Gly

Leu

Tyr

195

Lys

11
222
PRT

100

sSer

Thr

Pro

val

Ser

180

val

Thr

ser

Glu

His

165

Ser

Cys

Artificial

LYS

Gly

Pro

150

Thr

val

Asn

Pro

Phe

val

val

Lys
215

pctib2010055917-seql
105

Pro ser val Phe

120

Thr Ala

Thr val

Pro Ala

Thr val
185

Asn His
200

ser cys

Mouse-human hybrid sequence

L

GIn val GIn Leu
5 )

Ser

Gly

Gly

ser

65

Lys

Arg

Leu

val

Met

50

Arg

Met

Asp

sSer

Asn

35

Ile

Leu

Asn

Leu

Ile

20

Trp

Trp

Ser

ser

Pro
100

g]n Glu ser

Thr

va'l

Gly

Ile

Leu

85

Met

Cys

Arg

Asp

ser

70

Thr

Asp

Thr

Gln

Gly

55

Lys

Thr

Tyr

Gly Pro
val ser

25

Pro Pro

40

Ser Thr

Asp Asn

Asp Asp

Trp Gly

Ala

Ser

val

170

Pro

Lys

Asp

Gly

10

Gly

ser

AsSp

ser

Thr
90

Leu

Trp

155

Leu

sSer

Pro

Lys

Leu

Phe

Arg

TYyr

Lys

75

Ala

Pro

Gly

Asn

GIn

Ser

ser

Thr
220

val

Ser

Gly

Gln

60

Ser

Arg

Gin Gly Thr

Page 14

Leu

125

Cys

Ser

Ser

Ser

Asn

205

His

Ala

Leu

Leu

45

Ser

Gln

Tyr

Ser

110

Ala

Leu

Gly

Ser

Leu

190

Thr

Thr

Pro

Thr

30

Glu

Thr

val

TYr

val
110

PO

val

Ala

Gly

Gly

Lys

ser

15

Gly

Trp

Leu

Phe

Cys

95

Thr

sSer

Lys

Leu

160

Leu

Thr

val

Tyr

Leu

Lys

Leu

80

Ala

val




Ser Lys

pctib2010055917-seq]

Ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro

115 120

ser Thr Ser Gly Gly Thr Ala

Asp Tyr Phe Pro Glu Pro val Thr val

150

Thr Ser Gly val His Thr Phe Pro Ala

Tyr Ser

GIn Thr

Asp Lys

165

Leu Ser Ser Vval val Thr val
180 185

Tyr Ile Cys Asn val Asn His
195 200

Lys val Glu Pro Lys Ser Cys

210 215

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu val
1

Ser Leu
Gly val
Gly Met

50

Sser Arg
65
Lys Met

Arg Asp

Ser Ser

12

222

PRT

Artificial

Mouse-human hybrid sequence
12

Gln Leu %eu Glu Ser Gly Pro

Ser Ile Thr Cys Thr val Ser
20 25

Asn Trp val Arg Gln Pro Pro
35 40

Ile Trp Gly Asp g;y ser Thr

Leu Ser ITe Ser Lys Asp Asn
70

Asn Ser L?“ Arg Thr Asp Asp
8

Leu Pro Met Asp Tyr Trp Gly
100 105

Ala Ser Thr Lys Gly Pro Ser

Ala Leu

Ser Trp

val Leu

170

Pro Ser

Lys Pro

Asp Lys

Gly Leu
10

Gly Phe

Gly Lys

ASp Tyr

ser Lys
75

Thr Ala
90

Leu Gly

val Phe
Page 15

Gly

140

Asn

Gln

Ser

ser

Thr
220

val

Ser

Gly

Gln

60

ser

Arg

Thr

Pro

Leu

125

Cys

Ser

ser

ser

Asn

205

His

Ala

Leu

Leu

45

ser

GIn

Tyr

ser

Leu

Ala

Leu

Gly

Ser

Leu

190

Thr

Thr

Pro

Thr

30

Glu

Thr

val

Tyr

val

110

Ala

Pro

val

Ala

Gly

Gly

Lys

Ser

15

Gly

Trp

Leu

Phe

cys

95

Thr

Pro

Ser

Lys

Leu

160

Leu

Thr

val

Gly

Tyr

Leu

Lys

Leu

80

Ala

val

Ser




ser Lys

145

Asp Lys

<210>
«211
<212>
<213>

<220>
<223>

<400>

Gln val
1

Ser Leu

Gly val

Gly Met

50

Ser Arg
65
Lys Met

Arg Asp

Ser Ser

Thr Ser

Tyr Ser

Gln Thr

210

115

pctib2010055917-seql
20 125

Ser Thr Ser Gly Gly Thr Ala Ala Leu gl% Cys

Asp Tyr Phe Pro Glu Pro val Thr val

150

Gly val His Thr Phe Pro Ala
165

Leu Ser Ser val val Thr val
180 185

Tyr Ile Cys Asn val Asn His
195 200

Lys val Glu Pro Lys Ser Cys

13

222

PRT
Artificial

Mouse-human hybrid sequence

13

GIn Leu GIn Glu Ser Gly Pro
5

Ser Ile Thr Ccys Thr val Ser
20 25

Asn Trp val Arg GIn Pro Pro
35 40

Ile Trp Gly Asp Gly Ser Thr
55

Leu Ser Ile Ser Lys Asp Asn
70

Asn Ser Leu Thr Thr Asp Asp
85

Leu Pro Met Asp Tyr Trp Gly
100 105

Ala ser Thr Lys Gly Pro Ser
115 120

ser

val

170

Pro

Lys

Asp

Gly

10

Gly

Ser

Asp

Ser

Thr

90

GIn

Trp

155

Leu

Ser

Pro

Lys

Leu

Phe

Arg

Tyr

Lys

75

Ala

Gly

Asn

Glin

Ser

Ser

Thr
220

val

Ser

Gly

GIn

60

Ser

Arg

Thr

val Phe Pro

Page 16

Ser

sSer

Ser

Asn

205

His

Ala

Leu

Leu

45

Ser

GlIn

Tyr

Ser

Leu
125

Leu

Gly

Ser

Leu

190

Thr

Thr

Pro

Thr

30

Glu

Thr

val

Tyr

val

110

Ala

val

Ala

Gly

Gly

Lys

Ser

15

Tyr

Trp

Leu

Phe

Cys

Thr

Pro

Lys

Leu

160

Leu

Thr

val

Gln

Tyr

Leu

Lys

Leu

80

val

ser




ser

Asp

145

Thr

Tyr

Gln

Asp

Lys

Tyr

ser

ser

Thr

Lys
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser

Phe

Gly

Leu

Tyr

195

Lys

14
222
PRT

Thr

Pro

val

Ser

180

Ile

val

Ser

Glu

His

165

Ser

Cys

Glu

Artificial

Gly

Pro

150

Thr

val

Asn

Pro

Phe

val

val

pctib2010055917-seq]

Thr Ala Ala Leu Gly Cys

Thr

Pro

Thr

Asn

200

ser

val

Ala

val

185

His

Cys

Mouse-human hybrid sequence

14

GIn val Gln Leu
1L

Ser

Gly

Gly

ser

65

Lys

Arg

Ser

Ser

Leu

val

Met

50

Arg

Met

Asp

ser

Lys

Ser

Asn

35

Ile

Leu

Asn

Leu

Ala

115

Ser

Ile

20

Trp

Trp

Ser

ser

Pro

100

ser

Thr

§1n Glu Ser Gly Pro

Thr

val

Gly

Ile

Leu

85

Met

Thr

Ser

Cys

Arg

Asp

ser

70

Thr

Asp

Lys

Gly

Thr

GlIn

Gly

55

Lys

Thr

Glu

Gly

Gly

val

Pro

40

ser

Asp

Asp

Trp

Pro

120

Thr

Ser

25

Pro

Thr

Asn

Asp

Ala

Ser

val

170

Pro

Lys

Asp

Gly

10

Gly

Ser

Asp

Ser

Thr

90

Gln

val

Ser

Pro

Lys

Leu

Phe

Arg

Tyr

Lys

75

Ala

Gly

Phe

140

Asn

Gln

Ser

ser

Thr
220

val

Ser

Gly

Gln

60

Ser

Arg

Thr

Pro

Ala Leu Gly

Page 17

Ser

Ser

Ser

Asn

205

His

Ala

Leu

Leu

45

ser

Gln

TYr

seép

Leu

125

Ccys

Leu

Gly

ser

Leu

190

Thr

Thr

Pro

Thr

30

Glu

Thr

val

TYyr

val

110

Ala

Leu

val

Ala

Gly

Gly

Lys

Ser

15

Gly

Trp

Leu

Phe

cys

95

Thr

Pro

val

Lys

Leu

160

Leu

Thr

val

Gln

Tyr

Leu

Lys

Leu

80

Ala

val

ser

LysS




pctib2010055917-seq]
140

130 135

Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu
145 150 155 160

Thr Ser Gly val His Thr phe Pro Ala val Leu GIn Ser Ser Gly Leu
165 170 175

Tyr Ser Leu Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly Thr
180 185 190 |

GIn Thr Tyr Ile Cys Asn val Asn His Lys Pro Ser Asn Thr Lys val
195 200 205

Asp Lys Lys val Glu Pro Lys Ser Cys Asp Lys Thr His Thr
210 215 220

<210> 15

<211> 213

<212> PRT

<213> Artificial

<220>
<223> Mouse-human hybrid sequence

<400> 15

Asp Ile GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser val Gly
i 5 10 15

Gly Arg val Thr Ile Thr Cys Lys Ala Ser GIn Asp Ile Asn Lys Tyr
20 25 30

ITe Ala Trp Tyr GIn His Lys Pro Gly Lys Gly Pro Ser Leu Leu Ile
35 40 45

His Tyr Thr Ser Thr Leu GIn Pro Gly val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Arg Asp Tyr Ser Phe Ser Ile Ser Asn Leu Gln Pro
65 70 75 80

Glu Asp Ile Ala g?r Tyr Tyr Cys Leu Gln Tyr Ala Asn Leu ;gu Thr
90

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

Ser val Phe ITe Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

Page 18



val

145

Ser

Thr

Cys

Asn

Gln

val

Leu

Glu

Arg
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Trp

Thr

Thr

val
195

Gly

16
213
PRT

Lys

Glu

Leu

180

Thr

Glu

val

Gln

165

Ser

His

Cys

Artificial

Asp Asn Ala Leu Gln
150

pctib2010055917-seql

ASp Ser Lys Asp

Lys Ala Asp Tyr
185

Gln Gly Leu Ser
200

Mouse-human hybrid sequence

16

Qsp ITe Gln Met Ehr Gln Ser Pro Ser

Gly

Ile

His

ser

65

Glu

Phe

ser

Ala

val

Arg

Ala

TYyr

50

Gly

Asp

Gly

val

Ser

130

Gln

val
Trp
35

Thr
ser
Ile
Gly
Phe
115

val

Trp

Thr

20

Tyr

ser

Gly

Ala

Gly

Ile

val

Lys

Ile

GIn

Thr

Arg

Thr

85

Thr

Phe

cys

val

Thr

His

Leu

ASp

70

Tyr

Lys

Pro

Leu

Asp

Cys

Lys

GIn

55

Tyr

Tyr

Leu

Pro

Leu

135

Asn

Lys
Pro
40

Pro
ser
cys
Glu
Ser
120

Asn

Ala

Ala

25

Gly

Gly

Phe

Leu

Ile

105

Asp

Asn

Leu

155

Ser Thr
170

Glu Lys

Ser Pro

Ser Leu
10

Ser Gln

Lys Gly

val Pro

Ser Ile

75
Gln Tyr
90
Lys Arg
Glu GlIn

Phe Tyr

Gln Ser
Page 19

Tyr

His

val

ser

Asp

Pro

Ser

60

Ser

Ala

Thr

Leu

Pro

140

Gly

Ser Gly Asn

Ser

Lys

Thr
205

Ala

Ile

Ser

45

Arg

Asn

His

val

Arg

Asn

Ser

Leu

val

190

Lys

ser

Asn

30

Leu

Phe

Leu

Leu

Ala

110

Ser

Glu

ser

Gln
Ser
175

Tyr

Ser

val

15

Lys

Leu

ser

Gln

Leu

95

Ala

Gly

Ala

Gln

Glu
160
Ser

Ala

Phe

Gly

Tyr

Gly

Pro

80

Thr

Pro

Thr

Lys

Glu




145

Ser val Thr Glu

Thr Leu Thr Leu

180

Cys Glu val Thr
195

Ash Arg Gly Glu
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

150

pctib2010055917-seq]
155

Gln Asp Ser Lys Asp

165

Ser Lys Ala Asp Tyr

185

His GIn Gly Leu Ser

cys
17
213
PRT
Artificial

200

Mouse-~human hybrid sequence

17

Asp Ile GIn Met Thr
1 5

Gly

Ile

His

ser

65

Glu

Phe

sSer

Ala

val
145

Arg

Ala

Tyr

50

Gly

Asp

Gly

val

ser

130

GlIn

val

Trp

35

Thr

Ser

Ile

Gly

Phe

115

val

Trp

Thr

20

Tyr

ser

Gly

Ala

Gly

Ile

val

Lys

Ile

GIn

Thr

Arg

Thr

85

Thr

Phe

Cys

val

Gln

Thr

His

Leu

Asp

70

Tyr

Lys

Pro

Leu

Ser

Cys

Lys

Gln

55

TYr

Tyr

Leu

Pro

Leu

135

Asn

Pro

Lys

Pro

40

Pro

saer

Cys

Glu

ser

120

Asn

Ala

Ser

Ala

25

Gly

Gly

Phe

Leu

Ile

105

Asp

Asn

Leu

Ser Thr Tyr ser

170

Glu Lys His Lys

Ser Pro val Thr

Ser Leu
10

Ser GlIn

Lys Gly

val Pro

Ser Ile

75

Glin Tyr
90

Lys Arg

Glu Gln

Phe Tyr

Gln Ser
155

pPage 20

ser

Asp

Pro

Ser

60

ser

Ala

Thr

Leu

Pro

140

Gly

205

Ala

Ile

ser

45

Arg

Asn

Leu

val

Asn

Leu
val

190

LyS

Ser

Asnh

30

lLeu

Phe

Leu

Leu

Ala

110

Ser

Glu

ser

gsep
175

Tyr

Ser

val

15

Lys

Leu

Ser

GlIn

Leu

95

Ala

Gly

Ala

GlIn

160

Ser

Ala

Phe

Gly

Tyr

Ile

Gly

Pro

80

Thr

Pro

Thr

Lys

Glu
160




pctib2010055917-seq]

Ser val Thr Glu GlIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170

Thr Leu Thr Leu Ser
180

Cys Glu val Thr His
195

Asn Arg Gly Glu Cys
210

<210>
<211>
<212>
<213>

<400>

18

10

PRT

Mus musculus

18

Gly Phe Ser Leu Thr
1 5

<210>
<211>
<212>
<213>

<400>

19
16
PRT
Mus musculus

19

Met ITe Trp Gly Asp
i 5

<210>
<211>
<212>
<213>

<400>

20

5

PRT

Mus musculus

20

Leu Pro Met Asp Tyr
1 5

<210>
<211>
<212>
<213>

<400>

21
11
PRT
Mus musculus

21

Lys Ala Ser GIn Asp
1 5

<210>
<211>
<212>
<213>

<400>

22

7

PRT

Mus musculus

22

175

Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
185 190

GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
200 205

Gly Tyr Gly val Ash
10

Gly Ser Thr Asp Tyr GIn Ser Thr Leu Lys Ser
10 15

Ile Asn Lys Tyr {ge Ala

Page 21



pctib2010055917-seq]
Ihr Ser Thr Leu §1n Pro Gly

<210> 23

<211> 8

<212> PRT

<213> Mus musculus

<400> 23

Leu GIn Tyr Ala Asn Leu Leu Thr
1 5

<210> 24

<211> 23

<212> DNA

<213> Artificial

<220>

<223> Primer 5'-GeneRacer
<400> 24

cgactggagc acgaggacac tga

<210> 25

<211> 21

<212> DNA

<213> Artificial

<220>

<223> Primer RACEMOG1-3'
<400> 25

tatgcaaggc ttacaaccac a

<210> 26

<211> 24

<212> DNA

<213> Artificial
<220>

<223> Primer CKFOR-3'
<400> 26

ctcattcctg ttgaagctct tgac

<210> 27
<211> 615
<212> DNA
<213> Macaca fascicularis

<220>
<221> CDS
<222> (1)..(615)

<400> 27

atg tct cca tcc ccg acc goc ctc ttc tgt ctt ggg ctg tgt ctg g?g
Met Ser Pro Ser Pro Thr Ala Leu Phe g%s Leu Gly Leu Cys igu Gly
1 5

cgt gt? cca gcg cag agt gga ccg ctc ccc aag ccc tec ctc cag get
Arg val Pro Ala GIn Ser Gly Pro Leu Pro Lys Pro Ser Leu Gln Ala

Page 22

23

2.

24

48

96




ctg ccc
Leu Pro

cag gga
Gln Gly
50

agc agg
ser Arg
65

agt ctg
Ser Leu

tcc ceg
ser Pro

ddd CCC
Lys Pro

gac gta
Asp val
130

ctg tac
Leu Tyr
145

tac cgg
Tyr Arg

acc tac
Thr Tyr

gcc ccc
Ala Pro

<210>
<211>
<212>
<213

agc
ser
35

cct
Pro

tac
Tyr

gct
Ala

cce
Pro

tcg
Ser
115

acc
Thr

aag
Lys

gct
Ala

cga
Arg

agc
Ser
195

28
205
PRT

<400> 28

20

tcc
ser

ccg
Pro

agc
Ser
100

ctc
Leu

cta
Leu

gaa
Glu

agt
Ser

tgc
Cys
180

gac
Asp

ctg
Leu

ety

gat
Asp

cgc
Arg
85

gac
Asp

tca
Ser

cag
GIn

ety

ttc
Phe
165

tac
TYr

ccc
Pro

gt
Va

gt
va

cag
GlIn
70

tac
Tyr

cag
GIn

gcc
Ala

tgt
Cys

gac
Asp
150

ol N
Pro

agc
ser

ctg
Leu

CcCccC
Pro

gac
Asp
55

gca
Ala

cgc
Arg

cty
Leu

cag
GlIn

cag
Gln
135

cct
Pro

atc
Ile

ttc
Phe

gag
Glu

Macaca fascicularis

Met Ser Pro Ser Pro Thr Ala
1 5

Arg val Pro Ala G1n Ser Gly

20

Leu Pro Ser Ser Leu val Pro

GIn Gly Pro Pro Gly val Asp
50 55

pctib2010055917-seq]
25

ctg
Leu
40

ctg
Leu

gtc
val

tgc
Cys

gag
Glu

cce
Pro
120
act
Thr

gcg
Ala

atc
Ile

tcc
ser

ctt
Leu
200

Leu

Pro

Leu

40

Leu

gag
Glu

tac
Tyr

ctc
Leu

tce
ser

ctc
Leu
105

sty

cgg
Arg

cccC
Pro

acg
Thr

agc
Ser
185

atg
Met

Phe
Leu
25

Glu

Tyr

aag
Lys

cgc
Arg

TTHE
Phe

tac
Tyr
90

gtt
val

ccg
Pro

tat
Tyr

tac
Tyr

gt
va
170

o1y

gtc
val

Cys
10

Pro

Lys

cca
Pro

ctg
Leu

atc
Ile
75

cag
GIn

gce
Ala

gcg
Ala

ety

aag
LysS
155

acc
Thr

gac
Asp

aca
Thr

Leu
Lys

Pro

gt
va

gag
Glu
60

ccyg
Pro

aac
Asn

acg
Thr

gt
va

ttt
Phe
140

aat
Asn

gcc
Ala

cca
Pro

gga
Gly

Gly

Pro

val

Arg Leu Glu
60

Page 23

acc
Thr
45

aag
Lys

gcc
Ala

oty
STy

tcg
ser
125
gac
Asp

cccC
Pro

gcc
Ala

tac
TYr

acc
Thr
205

Leu
Ser
Thr
45

Lys

30

ctC
Leu

ctg
Leu

atg
Met

agc
Ser

gtt
val
110

tca
Ser

caa
GIn

gag
Glu

cac
H1s

ctg
Leu
190

Cys

Leu

30

Leu

Leu

cgg
Arg

agt
ser

aag
Lys

crc
Leu
95

Tttt
Phe

oty

ttt
Phe

aga
Arg

agc
Ser
175

tgg
Trp

Leu
15
Gln

Arg

Ser

tgc
cys

tcc
ser

aga
Arg
80

tgg
Trp

gcc
Ala

sty

gct
Ala

tag
Trp
160

oty

tca
Ser

Gly
Ala
Cys

ser

144

192

240

288

336

384

432

480

528

576

615




ser Arg Tyr
65

Ser Leu Ala

Ser Pro Pro

Lys Pro Ser
115

Asp val Thr
130

Leu Tyr Lys
145

Tyr Arg Ala

Thr Tyr Arg

Ala Pro Ser
195

<210> 29
<211> 228
<212> PRT

Gln

Gly

Ser

100

Leu

Leu

Glu

Ser

Cys

1380

Asp

Asp

Arg

85

Asp

ser

Gln

Gly

Phe

165

Tyr

Pro

<213> Artificial

<220>

Gln

70

Tyr

GIn

Ala

Cys

ser

Leu

Ala

Arg

Leu

Gln

Gln

135

Pro

Ile

Phe

Glu

pctib2010055917-seq]

val Leu Phe §1e Pro Ala
5

Cys ser

Glu Leuy
105

Pro Gly
120

Thr Arg

Ala Pro

Ile Thr

ser Ser

185

Leu Met
200

<223> Mouse-human hybrid sequence

<400> 29

Glu val Gln
1
Ser Leu Ser

Gly val Asn
35

Gly Met Ile
50

Ser Arg Leu
65

Leu Leu Glu Ser
5

Ile Thr cys Thr

20

Trp val Arg Gln

Trp Gly Asp Gly
55

Ser Ile Ser Lys
70

Gly Pro

val Ser
25

Pro Pro
40

Ser Thr

Asp Asnh

Tyr Gln
90

val Ala
Pro Ala
Tyr Gly
Tyr Lys
val Thr
170

Gly Asp

val Thr

Gly Leu

10

Gly Phe

Gly Lys

Asp Tyr

ser Lys

Page 24

Asn

Thr

val

Phe

140

Asn

Ala

Pro

Gly

val

Ser

Gly

Gln

60

ser

Gly

Gly

ser

125

AsSp

Pro

Ala

Tyr

Thr
205

Ala

Leu

Leu

45

ser

Gln

Met

Ser

val

110

Ser

GIn

Glu

His

Leu
190

Pro

Thr

30

Glu

Thr

val

Lys

Leu

95

Phe

Gly

Phe

Arg

Ser

175

Trp

sSer

1.5

Gly

Trp

Leu

Phe

Arg

80

Trp

Ala

Gly

Ala

Ser

Gly

Tyr

Leu

Lys

Leu
80




Lys

Arg

Ser

ser

As

14

Thr

Tyr

Gln

Asp

His
225

Met Asn

Asp Leu

Ser Ala

115

Lys Ser

Tyr Phe

Ser Gly

Ser Leu

Thr Tyr

195

Lys LysS
210

His His

<210> 30
<211> 227
<212> PRT

<213>

<220>

<223>

<400> 30

Ser

Pro

100

Ser

Thr

Pro

val

Ser

180

Ile

val

His

Leu

85

Met

Thr

Ser

Glu

His

165

Ser

Cys

Glu

Artificial

Asp

Lys

Gly

Pro

150

Thr

val

Asn

Pro

Thr

Tyr

Gly

Phe

val

val

§1u val 6In Leu Leu Glu Ser
5

Ser Leu Ser Ile Thr Cys Thr
20

Gly val gsn Trp val Arg Gln
>

Gly Met Ile Trp Gly Asp Gly
50 ah

Ser Arg Leu Ser Ile Ser Lys
65 70

pctib2010055917-seql
Asp Asp ggr Ala Arg Tyr

Trp

Pro

120

Thr

Thr

Pro

Thr

Asn

200

ser

Gly
val
Pro
40

ser

ASp

Ala

val

Ala

val

185

His

cys

Mouse-human hybrid sequence

Pro

Ser

25

Pro

Thr

Ash

Leu Gly Thr

val pPhe Pro

Ala Leu Gly

Ser Trp Ash

val Leu Gln

170

Pro Ser Ser

Lys Pro Ser

Asp Lys Thr
220

Gly Leu val
10

Gly Phe ser

Gly Lys Gly

Asp Tyr Gln
60

ser Lys Ser
75

Page 25

Ser

Leu

125

Cys

ser

ser

ser

Asn

205

His

Ala

Leu

Leu

45

sep

Gln

val
110
Ala
Leu
Gly
Ser
Leu
190

Thr

Thr

Pro
Thr
30

Glu

Thr

val

Pro

val

Ala

Lys

His

Ser
15

Gly
Trp

Leu

Phe

Ala

val

ser

Lys

Leu

160

Leu

Thr

val

His

Gly

Tyr

Leu

Lys

Leu
80




Lys

Arg

Ser

Ser

Tyr

GIn

Asp

Gly
225

Met

Asp

ser

Lys

Tyr

ser

ser

Thr

Lys

210

Gly

<210>
<211>
<212>

<213>

<220>
<223>

<400>

Asn

Leu

Ala

115

ser

Phe

Gly

Leu

TYyr

195

Lys

Ser

31

232
PRT
Artificial

Ser

Pro

100

Ser

Thr

Pro

val

ser

180

Ile

val

Leu

85

Met

Thr

Ser

Glu

His

165

ser

Cys

Glu

Arg

Asp

Lys

Gly

Pro

150

Thr

val

Asn

Pro

Thr

Tyr

Gly

Phe

val

val

Lys

pctib2010055917-seql

Asp Asp ggr Ala Arg Tyr

Trp

Pro

120

Thr

Thr

Pro

Thr

Asn

200

ser

Ala

val

Ala

val

185

His

Cys

Mouse-human hybrid sequence
31

Glu val Gin Leu geu Glu ser Gly Pro
1

Ser Leu Ser Ile Thr Cys Thr val Ser
25

Gly val ggn Trp val Arg Gln :ro Pro

Gly Met Ile Trp Gly Asp Gly Ser Thr
50 55

Leu

val

Ala

Ser

val

170

Pro

Lys

Asp

Gly
10
Gly

Gly

Asp

Page 26

Gly

Phe

Leu

Ser

Pro

Lys

Leu

Phe

Lys

Tyr

Thr

Pro

Gly

AsSn

GlIn

Ser

ser

Thr
220

val

ser

Gly

Gln
60

ser

Leu

125

Cys

ser

ser

Ser

Asn

205

His

Ala

Leu

Leu

45

Ser

Tyr

val

110

Ala

Leu

Gly

ser

Leu

190

Thr

Thr

Pro
Thr
30

Glu

Thr

Cys
95

Thr
Pro

val

Ala

Lys

Gly

ser
15
Gly

Trp

Leu

Ala

val

ser

Lys

Leu

160

Leu

Thr

val

Gly

Gly

Tyr

Leu

Lys




ser
65

Lys
Arg

Ser

Ser

TYr

Gln

ASp

Gly
225

Arg

Met

Asp

Ser

Tyr

ser

ser

Thr

Lys

210

Gly

<210>
<211>
<?212>
<213>

<400>

Leu

AsSh

Leu

Ala

115

Ser

Phe

Gly

Leu

Tyr

195

Lys

Ser

32
319
PRT
Homo

32

Gln Ser Gly
1

Leu val Pro

Gly val Asp
35

Asp GIn Ala
50

Arg Tyr Arg

Ser

ser

Pro

100

Ser

Thr

Pro

val

ser

180

Ile

val

Gly

Ile

Leu

85

Met

Thr

ser

Glu

His

165

ser

cys

Glu

Gly

sapiens

Pro

Leu

20

Leu

val

cys

Leu

Glu

Tyr

Leu

ser

ser

70

Arg

Asp

Lys

Gly

Pro

150

Thr

val

Ash

Pro

Gly

Pro

Lys

Arg

Phe

Tyr

Lys

Thr

TYyr

Gly

Gly

val

Phe

val

val

Lys

Pro

Leu

Ile

55

Gln

pctib2010055917-seql
Asp Asn Ser Lys Ser Gln
75

Asp

Trp

Pro

120

Thr

Thr

Pro

Thr

Asn

200

Ser

Ser

Pro

val

Glu

40

Pro

AsSn

Asp

Gly

Ser

Ala

val

Ala

val

185

His

Cys

Ser

Thr

25

Lys

Ala

Gly

Thr Ala

90

Leu Gly

val phe

Ala Leu

ser Trp

val Leu

170

Pro Ser

Lys Pro

Asp Lys

Leu Gln

10

Leu Arg

Leu Ser

Met Lys

Ser Leu
Page 27

Arg Tyr
Thr ser
Pro Leu

125
Gly Cys
Asn Ser
GIn Ser
Ser Ser
Ser Asn

205

Thr His
220

Ala Leu

Cys Gln

ser ser
45

Arg ser
60

Trp Ser

val

Tyr

val

110

Ala

Leu

Gly

Ser

Leu

190

Thr

Thr

Pro
Gly
30

Arg

Leu

Leu

Phe

Cys

95

Thr

Pro

val

Ala

Gly

Gly

Lys

Gly

Ser
15

Pro
Tyr

Ala

Pro

Leu

80

Ala

val

Ser

Lys

Leu

160

Leu

Thr

val

Gly

ser

Pro

Gly

Ser




65

Asp

sSer

Gln

Gly

Phe

145

Tyr

Pro

Pro

Glu

Arg

Ala

Ala

Ser

Leu

Gln
305

Gln

Ala

Cys

Asp

130

Pro

Ser

Leu

Thr

Leu

210

Ser

Arg

val

Arg

Pro

290

Asp

<210>
<211>
<212>
<213>

Leu

Gln

GIn

115

Pro

Ile

Phe

Glu

Glu

195

Thr

Ile

Glin

Ile

Arg

Pro

Gly

33

226
PRT
Mus musculus

Glu

Pro

100

Thr

Ala

Ile

Ser

Leu

180

Pro

val

Thr

Tyr

Leu

260

Lys

Leu

Gly

Leu

85

Gly

Arg

Pro

Thr

ser

165

val

Pro

Ser

Thr

TYyr

Ile

Arg

Pro

Arg

70

val

Pro

Tyr

TYyr

val

150

Arg

val

Ser

Phe

Ser

230

Thr

Ile

Leu

Pro

Gln
310

Ala

Ala

Gly

Asp

Thr

Ser

Thr

215

Pro

Lys

Leu

Arg

Leu

295

Asp

pctib20100;§917—seq1

Thr

val

Phe

120

Asn

Ala

Pro

Gly

val

200

Asn

Lys

Gly

Ala

His

280

Pro

val

Gly

Ser

105

Asp

Pro

Ala

Tyr

Thr

185

Ala

Lys

Glu

Asn

Gly

Arg

Gln

His

val Phe Ala Lys

90

Ser

Gln

Glu

His

Leu

170

Ser

Glu

val

Ser

Leu

250

Phe

Gly

Thr

Ser

Page 28

Gly
Phe
Arg
Ser
155
Trp
val
Phe
Phe
Asp
235
val
Leu

Arg

Arg

318

Gly

Ala

Trp

140

Gly

Ser

Thr

Ser

Thr

220

Ser

Arg

Ala

Ala

Lys

Gly

Asp

Leu

125

Tyr

Thr

Ala

Pro

Glu

205

Thr

Pro

Ile

Glu

val

285

Ser

Leu

Pro

val

110

TYyr

Arg

Tyr

Pro

Ser

190

Ala

Glu

Ala

Cys

His

Cys

ser

95

Thr

Lys

Ala

Arg

ser

175

Arg

Thr

Thr

Gly

Leu

255

Trp

Arg

Gly

Ser

80

Leu

Leu

ser

cys

Asp

Leu

Ala

Ser

Pro

240

Gly

Pro

Gly




<400>
Gln val Gln
1

ser

Gly

Gly

ser

65

Lys

Arg

Ser

ser

AS

14

Thr

Tyr

GlIn

Asp

His
225

Leu

val

Met

50

Arg

Met

Asp

ser

Tyr

ser

Ser

Thr

Lys

210

His

<210>
<211>
<212>

<213>

<400>

33

Ser

Asn

35

Ile

Leu

Asn

Leu

Ala

115

Ser

Phe

Gly

Leu

Tyr

195

Lys

34
213
PRT
Mus musculus

34

Leu

Ile

20

Trp

Trp

sep

Ser

Pro

100

Ser

Thr

Pro

val

Ser

180

Ile

val

Lys
5
Thr
val
Gly
Ile
Leu
85
Met
Thr
ser
Glu
His
165
ser

cys

Glu

Glu

Cys

Arg

Asp

ser

70

Gln

Asp

Lys

Gly

Pro

150

Thr

val

Asn

Pro

Ser

Thr

Gln

Gly

55

Lys

Thr

Tyr

Gly

Phe

val

val

Lys
215

pctib2010055917-seql

Gly Pro Gly Leu val Ala
10

val

Pro

40

Ser

Asp

Asp

Trp

Pro

120

Thr

Thr

Pro

Thr

Asnh

200

Ser

Ser

25

Pro

Thr

Asn

Asp

Ala

val

Ala

val

185

His

cys

Gly Phe

Gly Lys

Asp Tyr

ser Lys

75

Thr Ala
90

Gln Gly
val Phe
Ala Leu
ser Trp
val Leu
170

Pro Ser

Lys Pro

Ala Ala

Page 29

Ser

Gly

Gln

60

ser

Arg

Thr

Pro

Gln

ser

ser

Ala
220

Leu

Leu

45

ser

GlIn

Tyr

Ser

Leu

125

cys

ser

Ser

Ser

Asn

205

His

Pro

Thr

30

Glu

Thr

val

Tyr

val

110

Ala

Leu

Gly

ser

Leu

190

Thr

His

Ser

15

Gly

Trp

Leu

Phe

Cys

Thr

Pro

val

Ala

Gly

Gly

Lys

His

Gln

Tyr

Leu

Lys

Leu

80

Ala

vai

Ser

Lys

Leu

160

Leu

Thr

val

His



130

val Gln

145

Trp

ser val Thr

Thr Leu Thr

val
195

Cys Glu

ASh Arg

210

Gly

<210> 35
<211ls 5
<212> PRT
<213>

<220>
<223>

<400> 35

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly

Ile

val

Lys

Glu

Leu

180

Thr

Glu

Thr

Ile

Gln

Thr

Arg

Thr

85

Thr

Phe

Cys

val

Gln

165

Ser

His

Cys

Artificial

His His His His His

Gln

Thr

His

Leu

Asp

70

Tyr

Lys

Pro

Leu

150

Asp

Lys

Gln

Sek

Cys

Lys

Gln

55

Tyr

Tyr

Leu

Pro

Leu

135

Asn

Ser

Ala

Gly

pctib2010055917-seq]

Pro Ser Ser Leu Ser Ala

Lys

Pro

40

Pro

Ser

Cys

Glu

ser

120

Asn

Ala

Lys

Asp

Leu
200

Ala

25

Gly

Gly

Phe

Leu

Ile

105

Asp

Asn

Leu

Asp

Mouse-human hybrid sequence

Ser

Lys

Ile

Ser

Gln

90

Lys

Glu

Phe

Gln

ser

170

Glu

ser

Page 30

Gln

Gly

Pro

Ile

75

Tyr

Arg

Gln

Tyr

Ser

155

Thr

Lys

Pro

Asp

Pro

ser

60

Ser

Ala

Thr

Leu

Pro

140

Gly

TYyr

His

val

Ile

Ser

45

Arg

Asn

Asn

val

Asn

Ser

Lys

Thr
205

Ser

Asn

30

Leu

Phe

Leu

Leu

Ala

110

Ser

Glu

ser

Leu

val

190

Lys

Leu

15

Lys

Leu

Ser

Glu

Leu

95

Ala

Gly

Ala

Gln

ser

175

Tyr

ser

Gly

Tyr

Ile

Gly

Pro

80

Thr

Pro

Thr

Lys

Glu

160

Ser

Ala

Phe
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<210> 36

<211> 5

<212> PRT

<213> Artificial

<220>
<223> Mouse-human hybrid sequence

<400> 36
Gly Gly Gly Gly Ser
1 5

<210> 37

<211> 10

<212> PRT

<213> Artificial

<220>
<223> Mouse-human hybrid sequence

<400> 37
Gly Gly Gly Gly ser Gly Gly Gly Gly Ser
1 5 10

<210> 38

<211> 6

<212> PRT

<213> Mus musculus

<400> 38
ésp Leu Pro Met ésp Tyr

<210> 39

<211> 8

<212> PRT

<213> Mus musculus
<400> 39

Iyr Thr ser Thr Eeu Gln Pro Gly
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