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FIGURE 2 (continued)

e

f

Eiﬁ_ie%}
§ 30 °C
§ 2.0- ) === 42°C
5 21X ._L
C 15w
o b
S
Q3
8 \1){}_ 55X
Q3
2
@
§ 1.5+
ﬁ -------- frececeeeeeeed
123101 123101 gabDP2
(Configuration B)

W
1

Unbounded proteins (M/OD)
- o

<

¥
1

Thermal-T7RNAPs(v3,v2 and v1)

te-5

123101 123101

(Configuration B)

Thermal-T7RNAPs(v3,v2 and v1)

PCT/SG2021/050744



WO 2022/119505 PCT/SG2021/050744

5/34
FIGURE 2 (continued)
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FIGURE 3
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FIGURE 4

a

[

Pagyy ThsD

Piasyoy rbs3 15RO
‘ e i = i ., PLZAUMR
NT7-Tipa coil CT2-Thoa coil

Colfl-KanR

P rhis3d

fox ek

LHO

Yanillin

i Thermal
. induction B conversion
CIEE Y A 30/ 37 7407°C
3 hours ;;;; 1% 5 howrs

Forulio said
Aadded

[ Overnight Bic-
Culture

S0 70




WO 2022/119505 PCT/SG2021/050744

8/34
FIGURE 4 (continued)
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FIGURE 5
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FIGURE 5 (continued)
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FIGURE 5 (continued)
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FIGURE 6
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FIGURE 7
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FIGURE 7 (continued)
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FIGURE 7 (continued)
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FIGURE 7 (continued)
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FIGURE 7 (continued)
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FIGURE 9 (continued)
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FIGURE 10 (continued)
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FIGURE 10 (continued)
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FIGURE 10 (continued)
! I G100%(30°C) = predicted
| §OR100%{30°C) s prpdicted
1.0 1 GSORSRS0% (30°C) ~~ - predicted
 G2OWHRIG T e predicten
I GI5%IRTS{30°0) dicted
- § GA0%+RE0N (30 °C) «voo predicted
- I GE0%+RA0% (30 °C) ~ -~ predicted
“;cgj’ T G75%+R25% {30 °C) ~~ -~ predicted
~ 0.5
Q
e
{}‘G N ] . : *
0 100 200 300 400
Time {min)}
J s (F100% {3020}

RE— R 1{}{}%«& §3{3 ‘"’C }

1.0 - G50%+R30% (30 °C)
o x G25RERTE (30 °C)
s GAOSHERE0% {30 °C)
s x GEOSHHRAON {30 °C)

0.5

ODgon-GFP cells {a.u.)

\\\QA\“‘*“\\\

R %
RN
A

N W

X SR .
PR AN N E
S\aG N N N N

0 100 200 300 400



WO 2022/119505 PCT/SG2021/050744

27/34
FIGURE 10 (continued)
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FIGURE 12
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FIGURE 12 (continued)
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FIGURE 12 (continued)
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FIGURE 12 (continued)
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