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FIGURE 2

hNGF on VR1 Expression hAnti-NGF {vs. hNGF 0.38 nM)
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FIGURE 3

rNGF on VR1 in DRG cultures
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hNGF on VYR1 in DRG cultures
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FIGURE 4
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FIGURE 5

NGF CDRI1 heavy chain alignments/ % identity
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FIGURE 6

NGF CDR2 heavy chain alignments/% identity
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FIGURE 7

NGF CDR3 heavy chain alignments/% identity
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FIGURE 8

NGF CDR1 light chain alignments/% identity
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FIGURE 9

NGF CDR2 light chain alignments/% identity
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FIGURE 10

NGF CDR3 light chain alignments/% 1dentity
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FIGURE 11

Alignment of light chain variable regions of mAbs
4G6, TH2, 14D10, 14D11, 4G6, 4D4
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FIGURE 12

Alignment of heavy chain variable regions of mAbs 4D4,
4G6, 14D10, 14D11, 7TH2, 6H9
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