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SEQUENCE LISTING
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METHOD OF IDENTIFYING MUSK COMPOUNDS
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62/173,762
2015-06-10

<160> 10
<170>
<210> 1

<211> 942
<212> DNA
<213>

<400> 1
atgggaatcc

gaagtccctg
atcacaggga
atgtatttct
cccaaaatgc
cagttctttg
tatgatcgat
tggtgcctgg
gttgctctga
gatttttcac
tttgttctct
cagattgtag
acatgctcct
attgtgccct
gtggtcactc
gcactaagaa
115 %13
<212> PRT
<213>
<400> 2

mouse

tttccacagg
ggctgcacct
acatgctcat
ttctggtgaa
tggaaggctt
tttttggctc
atctcgcaat
ggttggtgct
tggcccagtt
ctttgatggt
ctgtggtctt
tgactgtgct
ctcacctggc
ctgctgttca
ccatcttcaa

ggcttctcta

mouse

PatentIn version 3.5

aaatcaaact
cctgtttttt
tgcagtggtg
tctgtccttc
cttacaggag
tctggccaca
ttgtcaccct
cacagtctgg
gagattctgt
cctggcttgce
cctgactgtc
gagagttcct
tgtggtgtcc
ttctcagctc
ccctgtcatc

ctgcaaacca

gtcactgagt
tctgtgttca
gtggtgagct
atagagattg
gccaccatat
gatgagtgtt
ctacgatacc
ctgtctggct
ggccccaact
tcagataccc
ccctttgggce
tctgggacca
acgttctatg
ctctccaagg
tacaccttga

actgaaatgt

get Gly Ile Leu ger Thr Gly Asn Gln Ihr val

Leu Gly Phe ggs Glu val Pro Gly Egu His Leu

Page 1

ttgtacttct
ccatcctcta
cccagaggct
tctatacctc
ctgtggctgg
ttctgctggce
cacacctcat
tcatggtaga
tagttgatca
aagtggccca
tggttctgat
gaagaaccaa
gaacactcat
tcattgccct

ggaaccagga

ga

tggtttccat
tgcctccatc
tcacacaccc
cacagtggtg
ctgcttgctc
tgtgatggca
ggggcctcaa
tggactagtt
cttttactgt
ggtgactaca
ctcctatgct
ggccttctcec
ggtattgtac

gctctacaca

ggtgcagcag

Thr Glu Phe val Leu

Leu Phe Phe Ser val
30

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
942



Phe

val

Leu

65

Pro

Gly

Cys

His

Leu

145

val

His

Thr

Thr

Thr

225

Thr

Met

Lys

val

Thr

val

50

val

Lys

Cys

Phe

Pro

130

val

Ala

Phe

Gln

val

210

val

Cys

val

val

Ile
290

Ile

35

val

Asn

Met

Leu

Leu

115

Leu

Leu

Leu

Tyr

val

195

Pro

Leu

Ser

Leu

Ile

275

Tyr

Leu

val

Leu

Leu

Leu

100

Leu

Arg

Thr

Met

Cys

Ala

Phe

Arg

Ser

TYyr

260

Ala

Thr

Tyr

Ser

Ser

Glu

85

Gln

Ala

Tyr

val

Ala

165

Asp

Gln

Gly

val

His

245

Ile

Leu

Leu

Ala

Ser

Phe

70

Gly

Phe

val

Pro

Trp

Gln

Phe

val

Leu

Pro

230

Leu

val

Leu

Arg
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Ser Ile Ile Thr Gly Asn

Gln

55

Ile

Phe

Phe

Met

His

135

Leu

Leu

ser

Thr

val

215

Ser

Ala

Pro

Tyr

Asn
295

Arg

Glu

Leu

val

Ala

120

Leu

Ser

Arg

Pro

Thr

200

Leu

Gly

val

ser

Thr

280

Gln

Leu

Ile

Gln

Phe

105

Tyr

Met

Gly

Phe

Leu

185

Phe

Ile

Thr

val

Ala

265

val

Glu

His

val

Glu

90

Gly

Asp

Gly

Phe

Cys

Met

val

ser

Arg

Ser

250

val

val

val

Thr

Tyr

75

Ala

Ser

Arg

Pro

Met

155

Gly

val

Leu

Tyr

Arg

Thr

His

Thr

Gln
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Pro

60

Thr

Thr

Leu

Tyr

Gln

140

val

Pro

Leu

Ser

Ala

220

Thr

Phe

Ser

Pro

Gln
300

Met

45

Met

Ser

Ile

Ala

Leu

125

Trp

Asp

Asn

Ala

val

205

Gln

Lys

Tyr

Gln

Ile

285

Ala

Leu
TYyr
Thr
Ser
Thr
110
Ala
Cys
Gly
Leu
Cys
190
val
Ile
Ala
Gly
Leu
270

Phe

Leu

Ile

Phe

val

val

95

Asp

Ile

Leu

Leu

val

175

Ser

Phe

val

Phe

Thr

255

Leu

Asn

Arg

Ala

Phe

val

80

Ala

Glu

Cys

Gly

val

160

Asp

Asp

Leu

val

Ser

240

Leu

Ser

Pro

Arg



305

<210> 3

<211> 948
<212> DNA
<213>

<400> 3
atggaaattg

gacatccctg
atcataggga
atgtatattt
ccaaaaatgc
cagttcttta
tatgaccgct
cggtacatgg
gtggccctgg
gactttatgc
ctcattctgt
agaattgtgg
acatgctcct
gttgcaccct
gtggtcaccc
gcacttcgga
<210> 4

<211> 315
<212> PRT
<213>
<400> 4

Met Glu Ile val Ser
1 5
Leu Gly Phe Tyr Asp
20
Phe Thr Ala val Tyr
35
val Ala val val Ser

Leu Ala Asn Leu Ser

human

tctccacagg
aactgcattt
atatgctgat
tcttggcgaa
tggagggctt
tcttcggctc
acctggcaat
ggctggtggt
tggcccagcet
ttttcgtggg
ctgtgttctg
tggcagtgct
cccacctagc
ctgctgtcca
ctctcttcaa

agattctctg

human

Thr

Ile

val

Ser

Phe
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aaacgaaact
cttgtttttt
tattgtagca
tctgtccttc
cctgcaagaa
tctagccaca
ttgctaccca
cacaacctgg
gaggttctgt
cctggcttgce
cctcactatt
gagagttcct
tgtagtgacc
ttcccagcetc
tcctgtgatc

tatcaaacaa

Gly Asn

Glu

Pro

Ile
40

Phe

Gln
55

Arg

Leu Asp

Leu Leu Tyr Cys Lys 558 Thr Glu Met

attactgaat
attgtattca
gtggttagct
ctggatattc
gcaactatct
gctgaatgct
ctccactacc
ctctctggat
ggccccaacc
tcggatccca
ccttttggac
gctggggcaa
acattctatg
ctctccaagg
tataccatga

actgaaacac

Thr Ile
10

Glu

Leu His Phe

25

Ile Ile Gly

Leu His Lys

Ile Leu Tyr
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ttgtcctecct
ctgctgtcta
cccagaggct
tctacacctc
ctgtggctgg
tactgctggc
cactcctgat
ttgtggtaga
acattgacca
gagtggctca
tgattctgac
gcaggagaag
gaacgctcat
tcttctecect
ggaacaagga

ttgattga

Thr Glu Phe

Phe
30

Leu Phe

Met
45

Asn Leu

Pro Met

60

Tyr

Thr Ser Ala

tggcttctat
tgtcttcatc
ccacaaaccc
cgcagtgatg
ttgcttgctc
tgtcatggca
ggggcccaga
tggactggtt
gttttactgt
ggtgacaact
atcttatgcc
ggctttctcc
gatcttttat
gctctacact

ggtgcatcag

val Leu

15

Ile val

Ile Ile

Ile Phe

val Met

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
948



65

Pro

Gly

Cys

Tyr

Leu

145

val

Gln

Pro

Thr

Ala

225

Thr

Met

Lys

val

Ile
305

Lys

Cys

Leu

Pro

130

val

Ala

Phe

Arg

Ile

210

val

Cys

Ile

val

Ile

290

Leu

<210>
<211>
<212>
<213>

Met

Leu

Leu

115

Leu

val

Leu

Tyr

val

195

Pro

Leu

Ser

Phe

Phe

275

Tyr

Cys

5
24
DNA

Leu

Leu

100

Leu

His

Thr

val

Cys

Ala

Phe

Arg

Ser

Tyr

260

Ser

Thr

Ile

Glu

85

Gln

Ala

Tyr

Thr

Ala

165

Asp

Gln

Gly

val

His

245

val

Leu

Met

Lys

artificial

70

Gly

Phe

val

Pro

Phe

val

Leu

Pro

230

Leu

Ala

Leu

Arg

Gln
310
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Phe

Phe

Met

Leu

135

Leu

Leu

Met

Thr

Ile

215

Ala

Ala

Pro

Tyr

Asn

295

Thr

Leu

Ile

Ala

120

Leu

Ser

Arg

Leu

Thr

200

Leu

Gly

val

ser

Thr

280

Lys

Glu

Gln

Phe

105

Tyr

Met

Gly

Phe

Phe

185

Leu

Thr

Ala

val

Ala

265

val

Glu

Thr

Glu Ala Thr Ile Ser

Gly

Asp

Gly

Phe

Cys

val

Ile

ser

Ser

Thr

250

val

val

val

Leu

Ser

Arg

Pro

val

155

Gly

Gly

Leu

Tyr

Arg

Thr

His

Thr

His

Asp
315
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Leu

Tyr

Pro

Leu

Ser

Ala

220

Arg

Phe

Ser

Pro

Gln
300

Ala

Leu

125

Arg

Asp

Asn

Ala

val

205

Arg

Arg

Tyr

Gln

Leu

285

Ala

Thr

110

Ala

Tyr

Gly

His

Cys

190

Phe

Ile

Ala

Gly

Leu

270

Phe

Leu

val

95

Ala

Ile

Met

Leu

Ile

175

Ser

Cys

val

Phe

Thr

255

Leu

Asn

Arg

80

Ala

Glu

Cys

Gly

val

160

Asp

Asp

Leu

val

Ser

240

Leu

Ser

Pro

Lys
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<220>
<223> Flag tag
<400> 5

gattacaagg acgacgacga taag

<210> 6

<211> 8

<212> PRT

<213> artificial

<220>
<223> Flag tag

<400> 6
ésp Tyr Lys Asp ésp Asp Asp Lys

<210> 7

<211> 60

<212> DNA

<213> artificial

<220>
<223> Rho tag

<400> 7
atgaacggga ccgagggccc aaacttctac gtgcctttct ccaacaagac gggcgtggtg

<210> 8

<211> 20

<212> PRT

<213> artificial

<220>
<223> Rho tag

<400> 8
Met Asn Gly Thr Glu Gly Pro Asn Phe Tyr val Pro Phe Ser Asn Lys
1 5 10 15

Thr Gly val val
20

<210> 9

<211> 51

<212> DNA

<213> artificial

<220>
<223> Lucy tag

<400> 9
atgagacccc agatcctgct gctcctggcc ctgctgaccc taggcctgge t

<210> 10

<211> 17

<212> PRT

<213> artificial
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<220>
<223> Lucy tag
<400> 10

Met Arg Pro Gln Ile Leu Leu Leu Leu Ala Leu Leu Thr Leu g}y Leu
1 5 10

Ala
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