METHODS AND COWVPOSI TI ONS RELATED TO RI BOSW TCHES THAT

CONTROL ALTERNATI VE SPLI CI NG AND RNA PROCESSI NG
WCROGSSREFERENCE TO RELATED APPLI CATI ONS Thi s PCT/US2008/065610

application clains benefit of U S. Provisiona

Application No. 60/932,164, filed May 29, 2007. U. S

Provi sional Application No. 60/932,164, filed May 29,

2007, is hereby incorporated herein by reference in
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structure. The RNA can be pre-nRNA. The region of the

aptaner with splicing control can be | ocated, for
weaapse12in the P4 and P5 stem The region of PETES2008/065610

aptamer with splicing control can also found, for

exanple, in loop 5. The region of the aptanmer with

splicing control can also foufd, for exanple, in stem

P2. Thus, for exanple, an expression platform donain

can interact wwth the P4 and P5 sequences, the loop 5
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types | and Il RNAs, or the control transcript

El FAAL. The signal of THI C probes are shown in the
wewe/1samye between 2 and 3 kb. The 3' UTR pr oR&T/US2008/065610

resulted in weak signal sand exposure tinme was extended

to 3 days conpared to 1 day exposure for the other

probes. (C) gRT-PCR anal ysis 8f the tine-dependent

effects of thiamn treatment on THIC transcripts from

A. thaliana. Seedlings were grown for 14 days on
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1l RNAs. The 3' UTR of type Il RNAs is underlined ,

t he aptaner sequence is in bold underline . The
waele@phsseerl 3' ends of the sequences correspondP@DUS1968/065610

gene annotations for Arabidopsis thaliana and Oyza

sativa. For the other plant species the displayed

sequences conply with 3' ends4identified by RT-PCR

Figure 9 shows that the THI C pronoter from A thaliana

is not responsible for down regulation of THIC

£X0% §93LR An@f b6 tsgét@rﬁ"ag weHRR kl%ﬁﬁﬂltttﬁ{%tﬁ@ acRs SRBSEALES one or

consisting of a fragnment of t THI C pronot er

foomdtivatki @mzponaists hlose dwthca tehieest Epactassing dwetarget system.

ornmed into

Rl o, " ARBERS SPER reBle® i MRIcEr ForamuBiE RS apaprptus. The

Anele¥z &shmminidRionS ehpAakls BT Mehidg 8dch® ohd Ero%&ﬁble&ﬁﬂﬁ%ﬂred to
of the reference transcript eEF-1 a m9 day old

BUEHIte Ay sccgsodentder ieravinetessi ophmumctahlpaﬁb%e@b pt least in part on a
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devi at]jon. Figure 10 shows circadi an expression of
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Bés%]tat RAg 11??&%1% d¥&fR rﬁ@fﬁﬁt@z rﬁé&%%é‘mé’htr}%t{es THEXREESS! On

was normalized to the value“of the sanple at tine
pnunmunioatﬁm repparatus samgaddamoratly titdladei meafns der qreadingran access

e e PR s S AL O B aPl i i
&J&%ys t@rtl‘i‘e C’?'t kﬁ;ﬁenﬁ hH@re‘qB@st db@ §e@ theodcctfReddatar.poi nt s.
anal ysis of TH C pe |1l RNAs. Pl ant

lé]ru aI ahtll gaethcrispert rélatas tom]cmmlt%rsor@l@rgmrprmt,ﬂfdnch can

giﬁ\)fefae ik te% r%}da%[éov‘%dr_ﬁng 1{1§u(f11%§ 0 p fo§ caulgTIBS at l{agtnane cornputer to

S on r
eol¢ut emgarsystéﬁ)bal?@pm&@f inf past @ina ¢BNSY MobilRy BRASESEdnDghode.
of EGFP and the 3' UTRs fromTHI G-Il or TH C U RNAs
Thosemputehiepdahamadivg @R EIOOBTISS Fods Tar e3usHg thapt Ipasapne

t

e e R B R Ry B R P e
sisar. vEbreuvet) theh@niputirfresdable me[hmmtoan compm;er aocle gor dansmg the at
L?s known that transient ex rﬁ %sterrs can le

BEONE CAMBUIET 9t BNt e pee r@?&?‘(‘éﬂ@éﬂmponem
ABHg (A &@ﬁé@pfor%%ﬁmn}é‘ah@ﬁbet et aI , 2003). To assess
the possible effects of PTGS, the relative expression
f018he t woT8thdFRompkisharng ofiths foreg@ngiandtlited e, the one or

absenc r presence of .P kno SSO

GRSt SRTRaSRE St Rar e BlP ReREDRd ¥ iRy

#ﬁhtéﬁ ouin thb 8lafRd STHUR o ® T dbk St taAe thd anddkeddrawings set forth
H C1l. Data are averages from four independent

Bgrdail wﬁqﬂsﬂlaﬁ@at@p renectsat $he ensrasgeare cobadisnangs. These aspects are
%%Yca Q&%we;rgeotr @1}‘[ %\gfoﬁttﬂ%eva?%{lé Wi Ly 1nfv91{10ﬁ ﬁl% %@Blpl of various
cons 'emdi ned unchanged art et coexp r esd or
EﬁhBodltnredﬂs Gyl Hk@nﬁﬂléﬂiedl%'ﬁ%hd: tesodbed eﬁﬂlﬁﬂd‘ﬂﬁdntls Bretlhﬁnded to include
observed differences. (B) Relative fluorescence of

hrasprsitt @\d thejRSTHYVAIENS-cont ai ni ng the 3° UTRs from
N. benthamana THIC type Il and Il RNAs after
expression in a leaf infiltration assay. Expression
was normalized relative to the value for the construct
containing the 3 UTR of THIC type Il RNAs. Values are
averages fromtwo i ndependent experinents and error
bars represent standard deviation. The results are
equi valent to those observed with constructs based on
the 3' UTRs fron1A. thallana Flgure 12 shows TPP
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absence of the expression platform (see Exanples 2, 3
and 6 of U. S. Application Publication No.
WQQO®SA9N5B951) . Mdreover, structural probing PCT/US2008/065610

i nvestigations suggest that the aptaner donmain of nost
ri boswi tches adopts a particul ar secondary- and
tertiarystructure fold when egam ned i ndependently,
that is essentially identical to the aptaner structure
when exami ned in the context of the entire 5 |eader
RNA. This indicates that, in many cases, the aptaner
domain is a nodular unit that folds independently of
the expressi oBRPEEIFESGRIBEEORQNFHIS DRAWINGS 6 of

, pI| i.on Publication No., 2005- 0053951
[oXbha o y! FRG e éi%&a%%ﬁfgﬂ SRl Ro SRR ey izing
ﬁ)@bﬁfﬁf ﬁlaﬁﬁg‘éﬁielﬂt mddénbarahitiednhiauant he expression
| atform which is responsible for exerting an

MilLence BElor? igen elhesﬁpti@s@ﬁ Prexalfpde yirelgssgfonygmunications system

b d further supported
Blacfg ﬁr arﬁcaecvt"ﬁ‘?ﬁar%ong ?pec{srsgd%@?lﬁgengre hi ghly conserved
fmBpst VaFi®usisah @Mk@ﬁ@l ddncxaMBie Weteaidnkhitgeidhs system
as i s observed for the TPP riboswi tch) (N Sudarsan,

et gffcctuatgycoppumicaying gaopss idgpdkiers foripebiblygpawgrant modes.
ormyv

DLt o B o (RRRHEIE e Gl L Eoliey fha Biiate
deadhinmgfmabiityi rsanagamnenlrhatt. frdroan emﬂ_pidentlﬂierg and
binding to e TPP.ribosw tch of e tenA nRNA of B.
Eﬂ?@gl li's cgffgéslsﬁpélﬁsﬂgﬁm P ParmGats grlpgy that PlactTiates
é@ﬂe@ﬂfﬂ an@kc@l idenfiRéd wglp%@cté‘dlﬂioblﬂyl)nané@%hl%n%gﬁ@SS' on

[atformis distinct in sequence ard structure
ﬂmﬁ)hr ed t BIG.Heis er pliwssiiomofinatxkopin mbbilddevideRhat facilitates
ri btosvm tch in rgﬁ thiMMRNA fromE. coli, wherein TPP
BieRHEY E5ES 4R bi tion of transiation by a SD

02gki ng nerhanis sMil{Eaati&xeny &ampRf widelSss fPRbIkCAYIr®ment that

ubl i cation No. 2005-0053951). The TPP apt aner domai n
pan caamplgyedes sgnivzetisinewidln theorigussystegsrand gagthods described herein.

i onal : t t n
33" Bot PR SahEhthlre sl SRR B P L ARG R & Whobitiey
ﬁ?&ﬁz[g%&&h@ﬂlopé abfoan céPRadentiier.y t hem out are very
different. ﬁt anmer domains for riboswtch RNAs
t03kal |y Findeisppdimstration of anrxamplq systcBnGetereate iy aeoess
ﬁ{g_pa! No. 2005-0053951).

qd%flés?ﬁ%rgg@rca\l}a 01#118% ﬁa%ﬁggaﬁgggpect ed given that in
vitro evolution experinents identified a wide variety

of small nol ecul e- bindi Lch are
consi derably short eb%ﬁﬁ%%%t ur al
587 j cacy Vzrlown@%%nm@s art now @és@tllbeds&?l‘tl?f&@reg&qg the drawings,

820; L. &old, et al Annual Revi ew of
B’h@@helmkesttefeyerme %meﬁﬂs arg @&d tMreﬁéatmlllkﬂcler@mw thmoughout. In the

t t | Bi 1999 .. h h
Rl BEgs it Forl s e anftorh i phccifi ARl se
M ih k@ W@bﬂo@[ﬁemﬁbﬁﬂgh Qﬁdérﬁ@ndiﬁ’g of @e GRh@8RMmbodiments. It may
sequences relative to artificial aptamers remains to

b@ew@véwwervm, hat ough eé&quymmg(sb éqm prgcticequithegt thgse specific
%11 e?? ?Jn%ss vx}enqgnowlﬁ%? Pesvgln? t&ew{:%hargfsﬁowrﬂ }nyblock
an ent va

hliag@nﬂfolfmb@ swiet cdwfaemma:tb emﬁbfngnme of hofe trabodimenyp| ar
to | ow m cronol ar. is also worth noting that

sone

H928her doftaiuprd mv%@ ﬁPP%C@Fl% dBe FFBm ¢ oapplendaerule.” “system,”
%ﬁi%@ fﬁ%f; AW %hfi&{ ﬂ&‘reﬁ%‘ﬁi P#&m%&&f QYR é}fnft Nthd Haﬁdfwef('rge
target [igand over that o e intact OSMAtC
fiond0@; & obrdpinfis@eofthaadwpdre ad edftihrs. soﬁtmalra oataforare in execution.
Publ i cati on No. 2005-0053951). Presumably, there is an
energetic cost in sanpling the nultiple distinct RNA
conformations required by a fully intact ribosw tch

RNA, which is reflected by a loss in ligand affinity.
Slnce the aptaner donaln nust serve as a nDIecuIar
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P3 stem) are conserved in all plant exanples hi
contrast, |ess than 40% are conserved in fil anentous
w0 eovgiis42hbst di fferences anong pl ant TPP apt aneCBUS2088/065610
found in the P3 stem which varies both in | ength and
sequence. Also, the length of the P3 stemvaries
bet ween TPP aptaner representétives in the sane
species, as is observed in P. patens (Figure IA). The
presence of both an extended P3 stemin TH C and very
F&oéxtan?% §tcsf?§?ohéht T G, ibfis Gt ﬁﬁlt&@ﬁ)t beﬁé‘% ?r&)&s@ﬁmmn on a
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25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37,

38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49, 50,
w®120083242153, 54, 55, 56, 57, 58, 59, 60, 61, 6PCT/632008/065610

64, 65, 66, 67, 68, 69, 70, 71, 72, 73, 74, 75, 76,

77, 78, 79, 80, 81, 82, 83, 84, 85, 86, 87, 88, 89,

90, 91, 92, 93, 94, 95, 96, 9%, 98, 99, or 100%

conpared to the nunber of alternative splicing events

that woul d have taken place w thout the ribosw tch.
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Bi osensor nbosw tches can be used in various

situations and platforns. For exanple, biosensor
wWobwsas£2ehes can be used with solid supports, BUEHS288/065610

pl ates, chips, strips and wells Al so disclosed are

nodi fied or derivative nbosw tches that recogni ze new

trigger nol ecul es New nbosw t @éhes and/ or new apt aners

that recogni ze new trigger nol ecul es can be sel ected

for, designed or derived from known nbosw tches This
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regul ated construct operably |linked to a heterol ogous
codi ng sequence. Exanples of such constructs are
waelewsnsfaerl i n Exanple 1. Alternatively, differPeE/US2008/065610

sequences fromdifferent regul ated constructs can be
substituted or a different or derivative riboswitch or
aptamer domai n can be conbi netb with other introns,
active 3' UTR sequences, and/or spacer 3" UTR
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H03pkssi o nE6‘fh %romtbmramrvs @efifarrtlhp AtFade W@l@rthwetdﬁ%tgnated to
i pat r

B e o e P PO P R G R e antenne

stoups vl beodfes@nedtd conmmuanigae tcsmnblﬂmdievlrm:s hoa sedtdr,of the areas

activating, deactivating or blocking the ribosw tch

can in death, stasis or debilitation of the cell or

organi sm Al so disclosed are conmpounds for regul ating

expression of an isolated, engineered or reconbi nant

gene or RNA that contalns a rlbosmntch by actlvatlng,
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compounds, trigger nol ecul es and net hods di scl osed
herein. E. Constructs, Vectors and Expression Systens
wab@sdseel osed ri boswi tches can be used w th aPgT/US2008/065610
sui t abl e expressi on system Reconbi nant expression is
useful Iy acconplished using a vector, such as a
pl asm d. The vector can include a pronoter operably
l'inked to ribosw tch-encodi ng sequence and RNA to be
expression (e.g., RNA encoding a protein). The vector
ERRr & 5300 ds P St 201 PRI cofl RIB R o@gtufofﬁﬂdflfﬁks 218 and 224, the
transcription and translation. As used herein, vector
traisenttlntgcanmnyamfrbaser statoomt %GZmangltlhxec)g@mqungle ifipros¢ signal-to-

vect or.s e a or.t. e. ex .
HOIST B8 LA R 18 B o TRt G PERARE 2. Also, while
bavelstEien 20 P LANRE ettt 18 tRXBHASS hféBll@He\hE@ N¥Ghgho2
acid inthe cells into which it is delivered. Vectors

paatiErgd sarshemln theoydy an dspeaiated @QY CrAgas D bids dawilqegnn n@gh‘@r@g cells
cldtgs H GF{ 36} 1n H{éll%%cenéjscéo p&r Io%sdasé) & %&%t g %hrough a

I Cla ronosones. variety o pro ary O

gngdlcaukany o alpltmpbleés@evmsvwr@d@r smthatdeelcémm and 222 can
carrying ribosw tch-regu] ated constructs can be

grpryRisyc dagethy with g anasherpstsy Recr-Hrpesd o1 ad Bpc technology as
ST nc By DBy B AR i s

WMIVIEY) yommuinivation gysaama  Further,t systesi 200atan anilizdsubatantially any type

rs include adenqvirus, adeno-associated vi
ﬂfgﬁ%wi%l% fegnIayeie A viiG cmMYBLCaliRg} shempsly (8- Eﬂrwddr%geverse
REMT OR&lchtk @YD Criyb! #2h thSlikdbi s and ot her RNA vi ruses,
I ncl'uding these€ viruses wth the H V backbone. Al so

(8711  ar eAddyionillyabafcantdtioned2\ehn Edvilghtacemnhmication between the

PEPEALES Vaerd el bLidfS Srli™ GEeBr e (ag/@hown. such
gessvihPesteiviy Ve M\ia(té@%% authé’rﬁﬂch‘ﬁ’(ﬁl WMithbALati¥a! S¥e¥counting

Leukent a virus, and retroviruses that express
tAhaAY éﬁsﬂV praking ﬂm blpﬁarltt isete bgfappveitedghay syeeeaprmunication can occur

&@1@ varips X Elaun[d\éﬁgltn rn%two(%ﬂ 8%%0%%%;%{‘[@%%2% t}?el%loyﬂe

ructura

tears 6 phd 22hvar Eeeadltm@mate@bvmhep@edrs nBIOEIs s@hyoxfe@fs and the
replication and encap3|dat|on and_pronpters t
EURRISPISIAB PIAVAHSEFTIERSItD eaﬁ@blkétﬂw@a?i@ﬁmbwt H%dW¥1h?d
%ﬁﬂig MEiliz ey %%5%2 45 tr ?ﬁs‘fﬁlpfh% sebideN§§ %gﬁz}’lp | eRld W

ave’ one nore of the early genes renpbved~and a géne
nmbgedehpmdnﬁmed22hsaembeum$hem3bﬂye@cmn@mnﬂhewuhmm

eno in place of .the re iral
iten %@3@?9 a%FeéseI&EPéﬂ’éBO% E Pf&@@ugm %&Qa% ﬁ\égfmAP% NAL
frda oA MWBRN thyRradsifliRd th\é%%n&atmoltgétﬁésb QbR 20g9ar d

to the transcription start site. A "pronoter” contains
H938] el erreiﬁh@ba‘seqtﬂruped02,01p0bazsrlﬁflmgwtmmnmlp@tmneifrome mobile

se transcripti.o tors, and n_ cont ai
PPt eiRned 2nt PR Bopthve L nanis B3, SR fayer, and
ﬂ@ﬂ&%ﬁkh&ﬁﬁﬁﬁﬁﬁﬁeh&nﬁﬁ@ﬁﬁ%&@ﬁﬁcﬁﬁsﬁﬁ%ﬁ&%@huﬁﬂﬁQ&U&mﬁng
at no fixed distance fromthe transcription start site

aetyotkapprpRONENtS lpasocEted(Widh therbgse tg@m) Avy mentiquedgiRy idsptification
%accg‘s%qééorljﬁgtl hceantcroﬁ’{b 5L 58{0 Q delt %%21(;: é’ﬁ({/@fﬁz{?}l{ieﬂtlﬁer a home
enhancers can b n-an |n ron aner
$36:3) indscaverfor AghoMzutibr) ahbhe taQet sygemandiemncetol wisieh the mobile
Gsborne et al 1984). They are usually between 10.
Fecesdl® ang/ar g 2P gArRestiag aormégwrf uhlus; @ﬁpen@fng jog the various
r
D L g SRR e R SRR Mg Shich aceess i
ddstired bg olnt mobila dspaeNé aatenddl snd j)’t@tzldmsdclaﬁcedshﬁlhzmg the base
regul ati on of transcription. Enhancers often determ ne
the regul ati on of expression. Expression vectors used
i n eukaryotic host cells (yeast, fungi, insect, plant,
ani mal, human or nucleated cells) can also contain
sequences necessary for t he tern1nat|on of
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for the replication, and packaging of the replicated

virus. Typically a retroviral genone contains the gag,
WQEoiog/1s2e2 env genes which are involved in the PERUSHODO65610

the protein coat. It is the gag, pol, and env genes

which are typically replaced by the foreign DNA that

it isto be transferred to the target cell. Retrovirus

vectors typically contain a packagi ng signal for

i ncorporation into the package coat, a sequence which

ShES® HIeciftd donfthudiBRicdadhiy @R3Lald £ Meadintpart on a policy, in

el ements necessary for reverse transcription,

omréxadiphg regapdinghe sblentdmef teigetartdgordiontt gybtemt RNA

Lger of [everse.transcrjiption, term.nal repeat. .
BlogdEnces MREteRtreting Lindriedns s LB higpion sysem
EDnay inTeS ifute @nHhiBRing 2Bess SEHBRGRfoPmatich fol thidal abddss,
that serve as the prinmng site for the synthesis of

eondingmgasecsstandfd apdesphgmdeyen Hawisgstem@Odpadedeasiag access device

ces t th n of e LTRs that. le the ..
R R R, o
hatidevéhe iniast ataenas®.to bheor RoRVakevalys BDE. Thgacs devald@02 can
env genes allows for about 8 kb of fyor ei gn sequence to
pMERiEAie et the gatenay VP dnorgeyrinte sevarecandyaYidgaccess

i - c

bEBRBE(e 3AIeR AL AR GRLCTARE RRC RSRE phdlyle Fne
wirckesd ddvicesd 4 doarmurieatabelitly the\patefvag 306 canidaherpatyw gye Bits

dependi ng on the size. of each transcript. It is
W@P@gﬁ‘& eCHyHHEH B {hanseesdsyier 3@@@%@%%0% network
SGhSSH AL kG dTBIKRE ScRLOMParbER f&tiﬂﬁ Rwi&%%e\g& ﬁ(ilfé Additionally, it

Insert. Since the replication machinery and packagi ng
prtobeiapigrecintedtistt theavrevssrdaivice 804 oars cdramenivetenvithetho getdway 306

ol ,, and v), the vectors are.typically. .

R0 aoP 6§ pp TRk eHand R Ses DGR PG AP hotaeot,or
SRAGKAG) aa%, TGP of AdME3GBP Bohfluhichiii® MBI folt chafiplBe®breover, the
transfected or transforned with a retrovirus that ,
gonvay A0 eaneberaaisrving gitowanmdcpaeckig v idggrantti aye pyd/omthe like.

any ' i I t r..garryi
[ REBENA o PER e e 0R s Bl s LR B e 30t
thanes, detdimineciat@matdemframinn@céB eddpeinier eteived fo@She vdreless
replicated and packaged into new retroviral particles,

BOVi¢NEHaleahi as spyd s ihaeg syHem; rasl systan.ef pleg gy gs described.
f ' t
T SRRSO R RLTRENS B I AR e R
Meetsarguckhfromahs tiraless deviaf 3 (depdiacadrdimglydiffiac tih wecess type that

denovi fuses has beeg fescribed Ber kneé et .al., J.
CIBIER et cpasgieniss g1 4 qgpili (e aRd aui el s pptwork
Birfices @61%%1?@%&‘[3@%33(‘61 %gﬁl):h chifbe f‘leorester\@ﬁg gatéway, other core
Virology 57:267-274 (1986); Davidson et al., J .

NetwotlogymBhen @ 26:d1tRS bk¢ ﬁﬁafz)Cpanh‘én d'ht Gartasati¢voee HHdcan

BB Rt Mol ORL L b RGN Sy dfepifioras well as &
Bireite et Ases] 610 r&fRst Brhdcds HIBIhk-gafhRyBOBehdIEdiRg tHehRcess

use of these viruses as vectors is that they are

identifierdn ithe refiecsextlentertiecsdan e ludeeagcess o effeiergiwerk components,
r | type i th i i {-hi

FlohEh s bt Pifood PEPP YL SRR BRG IR P hammpe.

[0ofeLt | ous Avedrdingpand xdresie, the odrtsh daticadiBnaiifitisks request

have been shown to achi eve high efficiency gene .

pttagRaeRt togpicaray g0p do 3GTHoR i3 @RY peaspsastdosibiegayn requesting

i [ Y r t i : :

Sy R e RS L e FRE T TS Berprn jlontir

the.sefdlidenrequastoe 816 c&Putil580n t@bstinkIBSIttacKmesth divlo awampld, the

Ain. Invest. 92:381-387 (1993); Roessler, J. din.

I nvest. 92:1085-1092 (1993); Moullier, Nature Cenetics

4:154-159 (1993); La Salle, Science 259:988-990

(1993); CGomez-Foix, J . Biol. Chem 267:25129-25134

(1992); R ch, Human Gene Therapy 4:461-476 (1993);
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termnation sites. It is preferred that the
transcription unit also contains a pol yadenyl ati on

WO e@sos21ne benefit of this region is that itPCT/US2008/065610
i ncreases the |ikelihood that the transcribed unit
wi Il be processed and transported |ike nmRNA. The
identification and use of pol)adenylation signals in
expression constructs is well established. It is
preferred that honol ogous pol yadenyl ati on signals be
KRG ah REMpFidRARRRHGP RS di’r‘;%ﬁient_lit? o R QL& vice 304, a
enbodi nent of the transcripti unit, the
pahy sy fatthowincksi davides3(deandedrdot oystanh & Bt tbfawiryless

ol. enyl ati on SI nal d conS|
BRatSAe e el GreriPeatienay S0 e tcnbttavabatinp faea
§QBAdontRHN AR 15§ ARERT, theSBSHERE 85 B SBIOVAPN combination, an
i nconbi nation with the above sequences i nprove
@schatrse@mfdﬁAf foonglude a éﬁra@usmt@ly gfd/ortthelike nidpenstucsgng access,
%%(r:agg s§ deV1ge (?.iéear% %?eo gc.FEsd @elpl}gf? lre IT%e %gcc? S Sd%ﬁtgﬁ 7! Slgtgrpreter
808 ettt c%tdﬁﬂil&: thé 1ﬂfhﬁne@ﬁ)ﬁ€bofi@ﬁls&ﬁﬁﬁh@ﬁﬂeht\iﬁ¢’r§ﬂld tBe bb&Rss type
cell and once delivered is being expressed. Preferred
pefinee P 1§ eaeinios fiarthas somfigurgiqn SeHBEs gbprecrimaEmeprs bgessl on the
Hh%%{ ghosi dase and green fluorescent protein. In sone

é'nehts the marker can be a sel ectabl e marker.

Bod2pl es ofn @i dxabipk, geleictledsldevicaBBecan dmpderafiN gaoway

ells are di hydrof ol at e reduct, (DHFR),. t hym di ne
Grhigla €41 DRty e Vo s bf Accemibls EY@&?W Ry %'%ﬂ/@? garget system
ﬁféﬂnﬂ&r&@w&a&ess\{%&ﬁfﬁ%yﬁﬁbﬁg%@%@esmehﬁﬁér @ifier 314 in a 3GPP

successfully transferred into a manmal | an host cel
cdmeextr adispaatregboreigatvagtah bs tnavekd ircanos¥GPPwentckt. In

d d Th i del
PR e TR Bt S i cne ok Ro B Pyl o 6 B the
§dnicSds Tl BEORMrdS tRAGELt HRtcdn. CBLihg SGMPt ARl dn$ifePAdH B APN
use of a nutant cell I7ne which | acks the ability to

grdéw Midle peangeriamptc; ﬁ)rmpﬁcﬁi’e AR gxtengagi HAL trweeu@elwpd adiich

ul%ie Cﬁ‘@twgﬁ%ygt%ﬁ 1§idlecl£]t§5v The gxlfl}gg{eﬁegé% d3 l-g r&gﬁ glélfs%éuezlﬁly
frbigmietht sda'mslﬁbhmrfh@i a@esﬁevtmmxamtgh}ﬂewey 3B@®ausmcatmﬂﬂﬁe the
cells lack certain genes necessary for a conple
wéqiSét?MC@é 03y EPEEYUES Fr4EHRIYRMEtPEOItHR W&el%@ﬁwwﬁém The

I

U0k 3P BB UL AR RS, e e b
sysenmedicet SyStetID andideoticef are wintlacstdeRldER0dr TK gene

i s |acking th g
t(ﬁté? b Cgr owt Hl%?lealﬁlgﬁgq qi,g%fllgoslp q?ﬁ%f:dv\ﬂgg%gp a‘é%ﬂSt% §%§\ﬁlﬂaeé‘i’?8 ' ngth .
Bedet Efs"{‘é}ﬁ flsoﬂdﬁ’aaﬁéﬂtt@thteﬁl%n@ﬂgﬁeﬁ? HEWVARNRESs Mvide mtcaﬁ Srovide

capabl e of survival in non-supplemented nedia.
h@ﬁbm@dmaﬂn@@nymmgmu@nwndmmnbede@nmoﬂhmhc@hsKbﬁ@ﬁ@ﬂanﬂewr

e ec schene ed in any cell t Re and, does
S inapidng BaREAnd Bt iy R ofi e st R B BREHD S an
HtBringiaé th\ét H&Rachdfdddoéd/varite @ 8éccl 1@\t\éc[he%d aTh@s the(‘&ltdvork
Those cells woul d express a protein conveying drug
PAFKice regesohld GAB EPENBINLGAS/ S remicsend aqbilify nERpaspes

l?lg% Gidn 49 s&@ﬂlt g% |“%§,t _}{}%H g%gt ﬁ)%’ﬁ 23 8¢ u@ﬁ,Gi %egys% i rrlnoflhty

ern
pATornk@®)the WWEM@MHO@ cag Iltfﬂ:;luc(eMﬂﬂlllzingaﬂIP Bn 82¢ afnetface, and/or
Ber P. Sci ence 209 1422 (1980)) or h nyci_n
‘(hgd%@é corpmugicatgwith wrwcg;@rqwdl@ gpteway {sugrll@s qR@N gateway or
gﬁ@&b 1o tints %zaetﬁ@gf?%ﬁ% SR9%0Ba¢iEE & a ep% %d that the

er euk aryotic contr convey resistanc
wppkesqadevatee% Odroag cGiik8t dircctlg ooniel sarvigemetidaigrgafewaypis well
(mycophenolic acid) or hygromycin, respectively.
O hers include the neonycin anal og (418 and
puramyci n. F. Bi osensor Ri boswitches Al so disclosed are
bi osensor ribosw tches. Biosensor riboswitches are
englneered rlbosmntches that produce a detectable
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Eryt hrosin, BODI PY(r), Cascade Blue(r), Oregon
Green(r), pyrene, |lissam ne, xanthenes, acridines,
W@@sises2 phycoerythrin, macrocyclic chel at esP@F/US2008/065610
| ant hani de i ons such as quantum dye(tn), fl uorescent
energy transfer dyes, such as thiazol e orange-ethidium
heterodi mer, and the cyani ne dyes Cy3, Cy3.5, Cy5,
Cy5.5 and Cy7. Exanples of other specific fluorescent
| abel s include 3-Hydroxypyrene 5,8,10-Tri Sul fonic
A5thGut medM8 L QXN ink! LA T18, (A":Hdliﬂana Af\cih(-tihlglﬂl%§é Ehntext, if the
All zarin npl exon, AI I"zarin Red 1 ophycocyani n,
Arricleecdaynaer 304, 1s partderd oytr tStagathat @,te\my(, tezwinelBrsi debican4

Re G,, Ast on Orange, R, .Astraz ed
RETorBy e b APaptatE . Al hinar TAdR BEHUGGR AR aton
@%@cﬁﬂ@sﬁmhd&ﬁes@ch ond B 3iaEi nophenyl oxadi azol e),
CECF, Berberine Su phate Bi sbenzam de, Bl ancophor

Ftlﬂ$4Bo| ut i Hranclmraq’q BeEhros r@uestsb&pmﬁ foral OBrvmlued aptwork, the

St | avi Cal ci e m G e
&JI‘IG {iely(l)cre C§O laﬁstuimoenne? I‘:k%%?ﬁi UOT %na Ilt IS rov1ded

M@hfh,&hﬁﬁ&beﬁ@id&hhﬁﬁ infe)retephay ca%xt@ct%@h&ﬁé dncﬁ@irg& Bﬁdﬂems and
Car bost %/r yl, Cascade Yel |l ow, Catechol am ne,

tianesss brie deting YRsep Hetgemior thas anehorssl Ippal(visdiedinpcess is requested

t
ﬁaﬁaﬂ}\%?te%@é I ﬁho%%glcﬁ\& d; (,hg%énsa % DFralrlrSl ﬁggﬁa?%%kyslemce
ﬁthﬂmrﬁ 1€ cAn lcdl)amulaa:la&:ythe Nqueitidnd Biohility maRhgmydnt 1nforrnat10n to a
ydi azol e AO) ,. Di met hy Sul hon' acid
ﬁﬁf}ﬁ% rgawtaﬁéﬁ@b%fel% o3 i L?a?ﬁﬂdgterf’ré?epﬁ% ﬁsﬂ  fantes for example)
Kyl I‘T@I}Yﬁﬁ the TORAPRGRI Bon &l bR g‘[b yhd %mﬁ%ﬁﬁﬁﬁé%l%lef lqBvice
(For mal dehyde | nduced Fl uorescen Fllazo Orange,
F®4J¢at8 betﬁdealmﬂ@ssewmgw@tem W62qndGen mlyb pBrvudlhg gattt:wae ¢br other

BuRTRRy T Vel skeent Byt Refrbp SERaN g “apige Poviding

E‘ﬂ SWRY ORIl th a hevel® sdbsciibdrisaml (SN as laivilticl gateway, for
e

ucophor PAF, Leucophor SF, Leucophor W5, Lissam ne
m@amn Inghiz200:s§ FIROD) if theuwireless dewice 304 GHhandedpyasito a

At Sl T By el s hoa ity R gatd ERbwe.

(hl&‘btﬁwdubaqaeﬁbeayﬁ@ﬂig gy EdIREYs, to Mtilibe tyseivie PBRding

Am ne, Nitrobenzoxadi dol e, Noradrenaline, Nuclear Fast

gaewva P waYerYiE feaHDS Ay SETY I §AtEW S PRIt % p ROREMN, a new [P
ni | i ne( Feul gen),

IR S TR BT B IR rrw ro fov

[odsiM t e R%ﬁm%mpmmacad@s isRhfirated (y. gnitheetarget system is, or is

Phycoerythrin R, Pol yazaj ndacene Paont ochrone Bl ue

%’{% éﬁ&%ﬁ%ﬁyw@m&%’gﬁm the, émre%% drare A AGRSSUBYT Y pi based
EM)BQ{HI Hﬁn%qerﬂ%)ﬁf RZRbviBEd. lAlSéngaE’J A a’&c%@fden@ﬂbﬂﬁ%t@%r 308 can
Must ar d odam ne 123, Rhodam ne D, Rhodam ne 6G
éattrﬁdamerlnene anﬁhzrgarﬂystems a@@iohe m@@ampméef@e’é&t(} eqn determine that

e WI, Ser.ot oni

CEPERRCRR MR SRRt BN SOVDLPT I RFrARE PR eeltivay. Thus,
PR \WeBlorBlstvideabiuehef 3 By capedoniurfk A8 8RR, reeMT &1 n{Sbiligw
L, SITS (Prinmuline), SITS (Stil bene Isothiosul phonic
BeneRemegt inforereion Shsprying gaiswip RB6RHYEiasIMei Be Snnierface (in the

|
bR RO ELE G ok b APHE G L AE RS iR o
ddth@bicete wikilez dbvick a0 eata beth@po theCBSingl gatewd3t 366 and the service
Utralite, Uranine B, Witex SFC, Xylene O ange, and
MRVIEE giEeva (Spehueyths BON eatawey & Oéh%r FIYEWe &éﬁXﬁmple)

%ﬁgﬁlam %31':2 {hlﬂsoéﬁﬁ@?é %N@ﬁ%’ﬁ@%ﬁvﬁ ogi%mgd%ﬁm%ﬁéea)ﬂ 'be stored in a

tranmet
byraasutscdlye sci@pB(HSS) 3is Hhe Iﬁyﬁte ySvdy, ordn®ynte. Tinthis access
absorption and em ssion nmaxi ma, respectively, for
these fluors are: FITC (490 nm 520 nm, Cy3 (554 nm
568 nm, Cy3.5 (581 nm 588 nm, Cy5 (652 nm 672 nm,
Cy5.5 (682 nm 703 nm and Cy7 (755 nm 778 nm), thus
al | ow ng the| r SI rrul taneous det ect| on. (1 her exan‘pl es
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| east, about 70, 71, 72, 73, 74, 75, 76, 77, 78, 79,

80, 81, 82, 83, 84, 85, 86, 87, 88, 89, 90, 91, 92,
wWQ@3089842185, 96, 97, 98, or 99 percent honol ogpCT/TSA08/065610

stated sequence or a native sequence. Those of skil

in the art readily understand how to determ ne the

honol ogy of two proteins or nifcleic acids, such as

genes. For exanple, the honol ogy can be cal cul at ed

after aligning the two sequences so that the honol ogy

Eent@lt, itk WirdB&SHevicE86k is AN er YR s seG@ncd k@l"{n‘ng Gateway, if

honol ogy can be performed by published algorithns.

etHSfashoatsitpnreenite sfrvise gmemheg gétcway;cbhqmrralssﬁrd@m 304 is

cond utﬁ,él ﬁod‘gga %e&l&% 6:31%%1%%91 g%%‘zv % teggac§ ﬁg‘gv&egn %}Vlng
%&Wkﬁ%ﬁd@%ﬂv%ﬁmlgﬁ%%fdﬁ gﬂ(&fPMHJeﬂn%mm&an@)ﬁ%gardless of

197 by the search for
whethpil LVAN lrmmﬁ@fdesoafre Fr@aseéomﬂ@d@nmman Proc. Natl .

Sci 2444 ri.zed.
AARPL ront RGO e E Sl PR SATPIDE LA Rty e
BESER deVikASIDA, of alﬁﬂjmzﬁﬁtﬁ@ﬁﬁahefgehﬁﬁt Mbs€ ofgiparsisnat idestifier to
Sof t war e Package, Cenetics nmput er .Group, 575 Sci ence

gisure %ml@éﬁﬁs dwye 3%uss§/theﬁ§%&euteéﬁnneﬁrbéf tb@ﬁ@@ﬁ%ésce&m Itis
| |

O PR a0, eyt Ryt L consor

deéssélt&pé'szmr]hg 89mmlmecgebn &t csadblisiPa G’xmre Natld: reldA@adhip Snth gateways

USA 86: 7706- 77 989, Jae er et al
igngiven nefyygrk if ég@re\]@h OR %P ﬁé’i’l@?lr?]n?lh &&)&ﬁfﬁdgtb%ag access is
fn@tfleﬁfyee@fé%hﬁféﬁ Ak wllfaefl’ecsg dE8BLES (bﬁéanra@ﬂegl:p?ﬂ) IEQerE‘éB:tlhg lidcal access

aci d’al i gnnent . I s under st ood any of
g@tt‘h@dw ets;aybhsiaaﬂoylomddocmé aursegoranghotevatessito e eemvme rprowdlng
instances the results of t.he var il ous net hods
IRy Y 55 Bt BT A ess O G iIeASeean g 1 302" Additionally.
it cﬂmtweta;spfe‘élaﬁ&tttﬁ@k thé hdted ddvRRS02 QAR bOTmpIBRAS K ORI MALST
t he sequences would be said to have the stated
pegespible Py arsgrr’vn@@xdfﬂréervw nyewdingeataway, eansuept et an AAA

cjt S v ul I t | .
LRSS B3 D00 SRRt s aPRE RS NRRTRLED fiie
fegQedt@B I6Qan uafye @S ntoblilgy |n&inegetb®ht afydcoslectod breicewéless device
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these and ot her nol ecul es are discussed herein. It is
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The di scl osed nethod, or any part thereof or

preparation therefor, can be controlled, managed, or
woerlenmni2s: assi sted by conputer control. Such PORPS1088/065610

control can be acconplished by a conmputer controlled

process or nethod, can use and/or generate data

structures, and can use a conmfuter program Such

conmput er control, conmputer controlled processes, data

structures, and conmputer prograns are contenpl ated and
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riboswitch for use in vitro is riboswitch that
i ncl udes a conformati on dependent | abel, the signal

wo e@siis2izh changes dependi ng on the activati oPCHUS1088/065610
of the riboswitch. Such a biosensor ribosw tch
preferably uses an aptanmer domain fromor derived from
a naturally occurring TPP ribsw tch. Al so disclosed
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conpared to their bacterial and archaeal counterparts

(Figure 10 (Wnkler et al., 2002; Rodionov et al.
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frequently present inbacterial representatives and the
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of the P3.stem var.ies t ween. TPP apt aner .
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{7@268 of processed RNA transcripts with varying 3' UTR
gths is always observed (Figure 2A). The stop codon
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hat is typically spliced in all three RNA types ype
til{ZPHdis @4510)155%0\(%1 rhuytheh eracosspl é’t'(bcaanpfban@ateaartdvaaﬁnhnk message

extend to vari.able .le end. Type |11
b g g By PSR £ s BhRPSmiEEr ¢ heepl i ci ng
oot her ThotdveRe 1iRRIME QTR &S cdmpetviabiBudlyptsr ikfirmation
aptaner, whereas type Il (TH G U RNAs term nate
{ﬂggltdﬁ%ﬁhﬁ epmpaicapen ek an ¢ recatved dagfstredra. Tapgavieese link
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of the distances between certain 3' UTR features m ght
be inmportant for TPP-nmedi ated gene regul ati on. Reverse
transcription and pol ynerase chain reaction (RT-PCR)
was used to quantlfy the armunts of THIC transcrl pt

N NS



cycle (Aljam et al., in prep). As predicted, gRT-PCR
anal ysis of HICRNAs from 12 day-ol d TPK- KO seedl i ngs
WO 2008a5€12Nn i ncrease in the anmount of THI G 1| BETUS2008/065610
pronounced reduction of THIC-U conpared to WI (Figure
3D). It is also notable that THI C expression in
seedlings follows a circadi aklrhythmthat is retained
after transferring plants froma typical day-night
cycle to continuous light, and this rhythmis not
akd, %ﬁ& ?fbc@éée& B, @rﬁ)@ dhth ??60@%} 74F togék”u%ct]t% reVF Ak 1R kssage
total TH C RNAS , the sanme rhythm phase mas
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B o SSPUASIBR Ferddipe TSttt s PR BE et Forming
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pes and their changes in abundance in response to
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aptanmer fromA. thaliana binds TPP wth an apparent
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determ ne whether this altered aptamer retalins TPP
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I r R apt aners (Sudarsan
bl Ry B G P S8ERGERoh BsB5T. B roni tor i ng
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nmet abolite binding. The apparent K of the altered .
ad deresre pp mlqrp@despmstﬂWG@Mrge%&egmnanttlea ©y1 bepipee in a
t
*n%alglrll% 9%1%1 ]%IE ﬁrgﬂg Isﬂ?i? §1/§ %ﬁ%ﬁg g §ne% Hé Eéégfen't E‘ahn represent
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ﬁt%tg?aﬁ‘i? 5tafeﬂﬁhts' A %%@?ﬂ&g HR BB SR FloMholiRr B&Ye segment or a
directly involved in Tigand recognition (Edwards and
FadwercRignd by ,pam%andsurrrg@mng atformbation 2006 ;ar imaangs, perameters,
din in | cate hat
S PePRg bl an QR AR PSS debiieiag b passed.
fd?wafd@mrnﬁagmﬁfedtubagﬁﬁy samﬁeaﬂsrinattlth{i% Wenioty Bt@anng, message
| onger functional. To assess possible effects of th
pagsingafolsen mamgsnetw tFAISEESSIN. ¢féne expr essi on, t he 3
equen I TH, I
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phplbmehtt® nathanddulks)(e.gaplodetiess, fomnihs, U’&ﬁﬂSO ‘Oﬁ)’ &at perforrn the
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abundan rtest verS|o§ §correspo Ing to
entry NML79804) was used for the expression analyses
A fusion construct containing the 3' UTR from TH C HI
resulted in only -10% of the LUC activity conpared to
a construct carrying the 3 URfromTH C 1l (Figure
4D). The possible invol venent of the altered TPP
aptanmer in the type III construct was ruled out by
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also WI' in Figure 5E). These results reveal that

proper riboswitch function is required for the
wee@dusidn of NRNAs with different 3' UTR seqR@nusx)08/065610

and | engths, which | eads to thiam n-dependent down

regul ati on of gene expression.vi. Mechani sm of

Ri boswi tch Function In-line p@»bing was used to

expl ore how the TPP riboswitch m ght control 3" end

processing of THIC nRNAs from A. thaliana. An aptamer
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TPP apt aner (Cheah et al 2007). In contrast .to these
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substanti al changes in the structure of TPP aptaners

upon ligand binding, it is surprising that only a

portion of the Pl and P4-P5 stens are used to contro

expression platformfunction in the TPP ri bosw tches

studled to date Che reason for this n1ght be the need
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ot herw se stated. For seedling experinments, plants
were grown on basal MS nedi um (Murashi ge and Skoog,
wa2es)iseuppl emented with 2% sucrose and varyi nBCT/US2008/065610

concentrations of thiamn and under continuous |ight

unl ess ot herw se specified. N bentham ana plants for

leaf infiltration assays were3grown on soil for 3 to 5

weeks under continuous light. Plant material from

ot her species was derived from seedlings grown from

ﬁl%ﬂyefncétél éxﬁ g}éajwlhélk%l the %?géii Systdrh is ENAhBRbAIthORoRBSystem, local
T- PCR Anal ys Total RNA"was extracted fromfrozen

pdcasstls tissmgdsandsiinge tﬁw aRNebggd, Riraott abdens cdfi tic a(s@rm@EN)

Moo kit 2e ity 3E1 e Tl et R e gk o g an
SAHRSEAUATT: YomBMEhS BhelthidBEEkicheshdushdite SURE 9641 Mrﬂfe{;?loglcal

Il Reverse Transcriptase (I'nvitrogen) according to
g Ding @0d cen cemprsstan dqdtiagss commne@mrgm@tnm eoess tgythedarget

%P FE/DI’ tfle ¥ esmgmls)es V\l/leeraeccl%)sss el(getnlgl%ﬁﬁgiﬁe Wil e lﬂlg élgge)ss tdentifier can

b@ﬁi@érpie&ﬁi Hyothe BER 39t fwigadhieR cofmuinl Gtiamnds EQﬁE’sted to
reporter transcripts. AUproducts obtained were cloned
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BYteLs t?éﬁ%gr%épf KK tg F&L&lﬂ%{ﬁ@ggfw E@a@l@ﬁlpq)ég%pggg%s& 906, and

gw%chﬁqwtﬁngﬁgﬁbm o prinmer efficiencies for all
primer conbi nati ons. Each reaction was performed in

t0078) i cat e Whanblasttieen dn;gkubéd glatvicanclpdas dnanplewef enc or more

d b h d t
SRR Yor e Bife Yt e R GE i herEr e figbination
ot @U’I‘ﬁiﬁih@nt@ oF Mﬁtlﬂﬁbﬁ@ﬂts m%&eﬁbﬂ&@mﬁg e dfgfefRhtioned

transcripts was normalized reference transcripts
¢I@b@ilt1@dt5 pbwtwine @ pydiacy eldH dmeiiartamayfecogmpotyt mamnfurther

?% at1 n’s agd 8%%%1&&&%@%?}(%@?%3&1&&1%1 ﬁe k#pﬁlﬁgsﬁgo%g%gly, the

@éscﬂibﬂd?erfrhscamleﬂits picsin®ndedIBRAMbreccSEIGuen eGafisraMnBtdithsons and

3" URs fromTH C 1|l RNAs were cloned by using RT-PCR

Viargaions thaf frit vblﬁhlﬁéhe spid 2ad geqperd the Wpgriadesaipy g f urthermore, to
r b 0

KRR BORSEL {CuRRE I Gy Bl ofF nRARL B0 BEERG e e

wleines, aunghl tefon esdntendasd/m ‘tfenacgtmm & £ memgp sinyi]lér g@mertahed

CDNA usi speci fi.c primer cogg nati ons.

PN rgﬁlgg% rSing FrRIE R ’é?{b?qlﬁlmé?ji A5G tﬁadlsglonal word in a
gdgggnerate prinmer targeting the coding region and a
primer that targets the TPP aptamer. The 3" portion of
each 3' UTR was obtai ned by using a prinmer targeting
the aptaner and a polyT primer. PCR products were

cl oned (TOPO TA) and several independent clones were
sequenced. The conbi ned sequence infornmation was used
to design prinmer pairs for anplification of the
correspondi ng genonm ¢ sequences. Genom ¢ DNA was

I sol ated using Pl ant DNAzol Reagent (G bcoBRL)
according to the manufacturer's instructions and the
resulting PCR products were cloned and sequenced. iv.
Nort hern blot analysis Transcripts fromA. thaliana
seedl i ngs were anal yzed by Northern blot analysis as
descri bed previously (Newnan et al., 1993). Probes
were specific against regions in the coding region of
THI C, the extended 3" UTR of THIC types | and 11

RNAs, or the control transcript EIF4A . v.

Agr obacteri um nedi ated Leaf Infiltration Assay For
transi ent gene expression analysis, N

bent ham anal eaves were transforned by a | eaf
|nf|Itrat|on assay as descrlbed by (Cazzonelll and
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performed on the TOPO TA plasm d containing the TH C
3" fragnent and, after sequence confirmation, the Sai
WO e@giea212 was cl oned into the appropriate siteP@f/US2008/065610

pBi NAREG-Pt erm Agai n, sequence and orientation of the
THI C fragnment were confirmed by sequencing.vi. In-line
Probing of RNA In-line probi Mg assays were conducted
essentially as described previously (Sudarsan et al,
2003; Wnkler et al., 2002). The DNA tenplate for in
vitro transcription was obiqiAniggs by PCR anplification
fromcDNA and a T7 pronoter was | ntroduced by
inclusion in the forward prinmer. In vitro

anscr| |on RNA purification by denaturing
g’ ﬂf%e gel el ectrophoresis (PAGE), and 5'
32P Iabelllng of the RNA were perforned as descri bed
previ ousl qESeetharanan et al., 2001). For in-line
pr obi ﬁgn {het Bacilitaies deiprelivins RImobWAE enegpmednete for wireless
L oom t erature.for 40 hours in 50 nM Tris-HC (pH

Tg ?ﬁg@%ﬁ)éo%“n% Myd , and 100 M KC in the
absenggci®nginesess edatifivacompinontant satdndmsd Afgcl BRtem for a
Cl eavage products were resol ved by denaturing 10%
WNEE$S%ﬂﬁﬁallzed by Phosphorl| mager (CE Heal t hcare),

appar 0 TR SRS A TR MR o C AR oy g opgpred

hesdedait on halofieyraxdnmal | y nodul ate RNA structure, was

det er m.ned l.otting the nornplized fraction. of RNA

cl eavBidlizRg &9519 halétY|r6ag1§8?mﬁ}h rEP PEORPIRREAT PR tﬁﬁhe wireless
a-é\%eeanh onSoH HERE 3@9&9 6%1&" r%%&r%@%rk@om onents.

NGs: 55-131) MBI LI T SELECT I N

MULTI PLE ACCESS MVRELESS NETWDRKS CRCSS—REFERENCE TO

ELATED AP 00 Th| Ilcatl Qn cl.ai
5 he bgﬁ%ﬂef hog Eﬁagn P&’g%‘ielé’} %‘ﬁBP é?ﬁ“sﬁwl ?ré%ﬁtﬁo{%ﬁegardmg 4
RedtioAkhiMBetvRBh H2hBREsyafthi dddade tdg%rH%rﬁND APPARATUS

FOR MOBI LI TY MANAGEMENT MODE SEL ON I'N MULTI - ACCESS
SYSTEMS" which was filed June 7, 2007. The entirety of

v of B AR BREReRORw ! e PS68 A HREPRAR B prscem
aebLhidtpotobastd bRy gadvedralined ds @hovnbEiliesmanagement mode.

communi cations, and nore particularly to providing
nultiple access in wreless communicati ons networks.

R e R e S
pmynm(ﬁ(ﬁ&t)llmg eonteslution dtTFE)sa,ndfthH na@warkpbpased mobdey utilizes an

and .so on. Typi cal rel ess co ni cation.
§€ oF SHTISHAF g CommiisHie 't S o5 {5 e HETIERASHE P Vise providing
RURBAY LdrRhneRAMUNI cation with multiple users by
sharing avail abl e systen1resources (e.g., bandw dth,
transmt power, . ..). Exanples of such

1 prEnBHEEst @éﬁ@iﬁwﬁi’ R B Sr i e ppgmal

e8RS MitdriENDtosYISPRNP) with @H $2ABYin@iftSto@BnmMmUnidaid ®ith the one
access (FDVA) systens, orthogonal frequency division

pinperlispagaie ser¥icp ORDAAING 8§IOEEOmBATENBhe | | ke.

Addi tionally, the systens can conformto
specifications such as third generation partnership

pr oj eThe M3fEBR)of cRGRR, vhai@i e llibmvs @Wém@muﬁrbrﬁ‘é)d to &@Eﬁget
ultra nobjl e broadband (UVB) , [0004 Gener al

wystean ada hent bpssddnohiliyds d@%ﬂ?ﬁ %Satth Sobiifx p&%g%%m mode.
si mul t aneousl y support communi cation for nultiple
nobi | e devices. In addition, such networks are

begi nning to incorporate subsystens of other networks,
such as the above Iisted networks, worldw de
interoperability for m crowave access (W MAX),

wi rel essl ocal area network (WLAN), wireless
nmetropol i tan area network (WVAN), and/or conponents
thereof for exanple Such |ncorporat|on can |ntroduce
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a target systemto which connection is desired. The
W rel ess conmuni cati ons apparatus can al so i nclude a

woreossns42enupl ed to the at | east one processor.PED0IBPS/065610

Yet anot her aspect relates to a wreless

conmuni cati ons apparatus that facilitates specifying a

nmobi ity managenent node in \W5rel ess communi cati ons.

The wirel ess comruni cati ons apparatus can conpri se

means for selecting a target system based at |least in

part @Re AclRdior il B0 vhEih MBABASIEA mOBHE, utt'[ﬁ@s a mobile

wi rel ess communi cati ons apparatus can addi'tional [y

interhetgeotvea {MIP pto neatnicge athdbcessorindentdisphrte service

co | Si the target system and a hone system and

H%&RﬁmiﬁggP@ﬁﬁggtmg@:access to the target system the

request conprises the access identifier. [0014] Still

anot her aspect relates to a conputer program product,

&hlchAC%mehﬁ#@ﬂﬁmémWWQﬂ%MMW@ﬁ@ab@@pmﬁdgun1|nclud|ng

code f S|n

far ge% S%/SS ?H bas e ?%?, eraeg { detgr%) %{: &h (r)r}]oba it E%a%%é dﬁent mode to

aBlddel ih tayirolaE a@ﬁﬁ‘ﬁtﬁtcameoas&hﬁ I@a@ﬂmtﬁaetrod faidaidhteonedi hifthe

can also conprise code for causing the at |east one

SRR tafgst Sestran Ara vaiclawdsyise Mg bt OMIBHHETIO8S pryvices;

e target systemand a honme system Moreover, the

conmput er - r eadabl e nedi um can conpri se code f or causi ng

t he atnlceasy coupdedCtontheistdeast ond prabssot t he access

identifier to one or nore network conponents al ong

wWith a request for communications. [0015] To the

gcconphi aztt@ﬁgt c&ﬁmhﬁ%att&t %ggarms 8Pdafek %E&efﬁﬁﬂé at IEQ€one

one or nore enbodi ments conprise the features

prexcessomarfs thenthcfr ubm@glm@kwrfabéthtemdlq@aom pLihk andbylity ehama genent

out in the claipms. The.follow ng description and the

e bbahfip PRt o paele ol Sroeea; n

illustrative aspects of the one or nore enbodi nents.

These aspects are indicative, however, of but a few of

{he vAhe wirslonngommnnigians apprsatys Phelist 8swhdreinghe berge system is

t

%ﬂ%%cﬁto@% %azg%% stgrﬁ tagﬁrgt Gax eqlsta&l%l prgc gq?%%%ﬁ%%s IletWO{k based

aodilihed the @epbi v ngmagerBt BloddESCRI PTI ON OF THE

DRAW NGS [0016] FIG 1 is an illustration of a

Wi rel ess communi cation systemutilizing mobility

'gfnaggﬂg@/‘irefggéj ﬁlﬁnﬂ;:@tfdns agﬁafrrgtug 8%91? ‘f@t\t/ﬂé@ n[tIQeOt]at@et System
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sahind péreadtionnartagrshipmrojactd 3GBP Hng eéermd dvolutaini(bWE) and the

PehGa bt BRDORY G P BPHESs 1 SRIRIRGHS Wil one or more
§1¥1§5r§t@v&1¥@$55 abfvask @é‘ﬁlﬁ%éﬁ%mm nic at i ng access

dentifiers for nobility managenent nodes. [0019] FI G
4 is an illustration of an exanple nmet hodol ogy t hat

cili atescmtennnl from
1 nc thE LTRSS upie g Spyerep b BRE PO Mar R O AP based
AlobAfy 8XER peoxiRhNAgel digierid ?totéaﬁ I(t>Mtla)t wih BeBLL/BintBdace to
an access identifier with selected nobility managenent
eyg@unicaig 2vith qe@r ngorp disgpratd windessaretwerkspra@anesanpl e
nobil e device that facilitates creating an access
identifier. [0022] FIG 7 is an illustration of an
exanpiTae wircRkesanmehiostidas @ppiritan oeeihint Ravh@ain thehome system is

enpl oyed in conjunction wth the various systens and
weiehbido dasstergchastanprnd the af sasope pragessgr fi%telarﬁnes host based
gﬁ% stemthat determ nes a
hbgﬂﬁtti&ﬁgﬁﬁggﬁgﬁ?ﬁﬁn t??§%1an access identifier.
[0024] FIG 9 is an illustration of an exanple system
that creates an access identifier indicating a
nmobi | ity managenent node. DETAI LED DESCRI PTI ON [ 0025]
Various enbodi nents are now described with reference
to the drawi ngs, wherein |like reference nunerals are
used to refer to I|ke elenents throughout In t he



services froma packet data network (PDN) gateway 104

via one or nore serving gateways 106 and 108. The
wa200sisg1yat eways 106 and 108 all ow nobility iPCT/H82008065610

102, as the UE 102 can travel connecting to desirably

| ocat ed serving gateways 106 and 108 to receive

services fromthe PDN gateway26104. Thus, UE 102

conmuni cations in the network can be anchored at the

PDN gateway 104, in one exanple. In this regard,the

DN g@ﬁ@%%leg@ébrﬁﬁﬁni@ﬁicfn@%g%ﬂ%? bEclhi 18S9 PETh Mk Bost based

network address to the UE 102 anong ot her

fohdity otlades aineshileantgriehproseol (MP)daremenpnicd® vaittddmr or more

éOS can.Qg responﬁible for mobility managenent and

SPHRS YRR SRV GRPPOYKL ot her functionalities. In

one exanple, the PDN gateway 104 can participate in a

%eneric packet radio services (GPRS) network. Thus,

he PO garkangoremnnisetions gapaey oGHRS §uphaein thobeme and target

§ %Nzlretclg%tm it oaYei(Hoe Sthﬁcc%%e%s tdg 'ge %ﬁ% 5’1?’1%5 ggtr\;v%’rk nd

fre Serving gdiema 5106 and 108 Can Pe service

reppREt(NAggles (SGSN) that tunnel data fromthe GGSN to

the UE 102. [0031] System 100 can al so be a non-3GPP

access systemarchitecture, such as a worl dw de

C o er i pe pavr -

1 o1 SaEh{ig iR Bh ARG, AR b tlibbilty managemen

metle Gpotirdless cameainiationy, ko WAhY:, and/ or the like. In

L ot oS C T At AS e M et LR Ay STom and target
RIS R sted andwibrsFiNiQahgvay 104 can be one or nore

l"ayers up to a service baqkbone. In one exanple, '
howevmeang floe d@PKhigaigevmgbilif4memgemontreede foo comiunshieon with

kb i di l.tipl | to the UE
53 0ATer dahr Ry gat Loy P & Bson [niishot ner
exanpl e, there can be multiple PDN gateways 104 (not

shomn% connecting to di sparate backbones and.offerin%
§&r vi tbewigleougfimmneiceonygpparaiap of elging a6 .evizeyen tlopmobility

e D N L

thesekydans. this can cause nmany nobility nmanagenent
node and access decisions to be made. In this regard,
such decisions can be inferred froma target system

i g . A . - Qr
16y Ty ENeRs: BT it g0 O G R Bt e systom
isgeldtadyto theetaREPR sendamioret3G@RPHanat mobikisy tsalectesmalel ias theWhobility
102 comuni cation can be nodified to include the
H@Q%Fgﬁnf%Pé%t system It is to be appreciated that a
policy can be utilized to determne nobility
managenent node based at |least in part on the target
$9.st eith¢ wmrdlesy carmuhioatons ypparatue pf cleinal 8, ovhar¢ie thet tejget system

i et R g eiey *45a0TE) e WM GRIMER L FEF ERF e

R@RoMt 5dst@ thoBIN, aakiLWaN)SS driBstifiesfai®oniniidicd With @ne or more
ateway 106 and/or 108 can determ ne that network

aateeieinrgvidmg neevark sampengitovi de access to the
request ed PDN gateway 104. As nentioned, an identifier
for the requested PDN gateway 104 can be encoded in an
pelent Th¢ aiirclesecbrimputiiogtidds apitatun oL slhabll 8, shtkadgin the network based
connection with the serving gateway 106 and/ or

108
rebtky ¥alizes Proxi@paphilHACIRS Brotecal bBMIEF pwith pyafe/p inferface to
e S e SR kN e ST APl Fgmoopers
like). The network based nobility, in this exanple,
can utilize S8 protocol in the 3GPP case and/or
proxi mal nobile internet protocol (PMP) with an S2a/b
interface in a non-3CGPP access case, to conmuni cate UE
102 data between the renote PDN gateway 104 and ot her
serving or PDN gateways. In this regard, if the UE 102

o M .



nobi | e devices 216 and 222 and core w rel ess network
conponents (not shown), such as serving gateways, PDN
W@210884282 aut henti cati on, authorization, and PCT/US2008/065610
accounting (AAA) servers, and the like. It is to be
appreci ated that such comuni cati on can occur through
vari ous other underlying netwWrk conponents. In this
regard, the nobile devices 216 and 222 can be
aut henticated with the core network conmponents, and
bhe conpensRtiScHRRuRtAYIndSpSaitis 6882k 17, RehFBR hEnome system
devi ces 216 and 222, as degcrlbed above, utilizing th
bameclsitdta bn t@0Q systemraad hobitbasdrbmekitity sasteaningi gatlesnobility
Thus, th bil e devices 216 and 222 can provide the
Hﬁﬂgﬁp§?ﬁﬁgg%nponents with the identification and
access information described previously, such as | MSI
APN, NAI, nodified NAI, etc., by transmtting the
2hf or e okleseariaupigaieons mpparains 20claing b 3gjerarh ghapsebased
tation.202, on .verifyin i Lons._fro he
B LOGEGS OGRS Koo P ORI SRR sl AL ey more
(8p@ate spRY& Iﬁra‘ifidingyﬁfworﬁ lcoin@6dntd. ayer, and the Iike),
can forward the identification and access infornmation
to the underlying network conponents associated with
bhe DFREVSLAL Ol SicRALLB0R s bBGu O PANGALRAR A theans
access Information can co I'se a nobi |l € device
fondititiving 22 indkihity faedgenm@ntiande siycwhemudicdingatitdr the evireless device
auf hori zation, and a .target.systemindicator to which
FHEOTHEN MU JEPREE SSTECONGY BHnDIsWPIK GompRasttng
connection. Thus, depending on the various indicators,
as described, underlying network conmponents can
et er fhawivlehcérmamomsstiang agpsituedt dyint he foghiérl compevingencans
§}6 and/ or 222 aanFro%id% such acces% uﬁiﬂﬂzi %g;he
% PESHAIPE GRC 9Bt PREEHF NEROEK EYRR Bat i MY can
Ranfasrdt Abdé RABElikdle BehuRRaRorRitiChe WiftlQH8eBsAMI €,
regardi ng the selection of target and/or honme system
[0039] Now referring to Fig. 3, illustrated is a
i rel @ss_co ni [ 300 that can facilitate
g%nnunf@ggw%g%g%%%é§%&§€§ééﬁsﬂﬁﬁ rmation for initia
access colpitti-roddatde acdrescompiling: access handover. The

system 300 i nc| udes, an access device 302 that can . )
det er ni ne &RIeHBECaIME RETaRONE SPMPUIRT foicadiEe gbiqeges idenfificr

in ne - one

or nore %%?ﬂé%;\gl)}éﬁg g%s\{&{}ﬁg& g@%@ é‘ég&%g% %ﬁ&gglg%(geﬁ%e’
comruni cat eodasi fohcdukmggiat sieast G6conmartaay @rfer 4 mebility

gat eways can roaige access between .the w.rel ess

devi cRUBHERMERHMOHE [0f ERESISH SOMEWNISAHON Prc ABIoEs dnpirbon the
the wseleasnfiryi £ 304 communicates with the gateway
306, and the gateway 306 i ndependently comruni cates

with the acwkeder cawinge¢h3gdcasibacdpnaarerbe utiliznthe mobility

network conpopent.,.to determ ne access paranmeters, for
the weiaeatenlmOs i otz g e rirdieSs AEVip ot or more
appr egispdre@ stRade fro@dide RSk coRpbi@ts304 can

communi cate with the gateway 306 and/or access device
302, as nentioned, via a base station, router, WHFi

hot spot, or substantially any 3GPP or non- 3GPP

communi cati ons hub, for exanple. Myreover, the gateway
306 can be a serving gateway, a service providing
gateway, and/or the like. [0040] The access device 302
can include an access identifier interpreter 308 that
can determne information froman access identifier
received fromthe wrel ess device 304, such as an
identity, home system target system and the |ike as
descri bed. The access device 302 can al so include an
access type definer 310 that can process the access
request fromthe wrel ess device 304 and accordingly
define an access type that the network service
requestor 312 can utilize to request and acquire
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Additionally, in this exanple, the renote service
provi di ng gateway can be stored in a hone subscri ber
W@ 0088542(HSS) as the renote gateway, for instaPCEUSI008/065610
this accesscontext, if the wireless device 304 is
handed over to a subsequence serving gateway, if the
HSS shows the renote service 28 ovi di ng gateway, the
wi rel ess device 304 is connected to the renote service
provi di ng gateway via S8 interface between serving
98t evayseahd fo?%?é’diﬁ&ggoe[ b haBALEHAY ol Ol PRl 1
non- 3GPP context) regardl ess of et her PLMN
boumdaichtemsacenmrsogsed i n the handover. [0046]

Additiognally, in one exanple, the access deyice.302

can BTy PHEERS Vo BOR ot ket BOUTGIN § AR BTy
mmpiageRnmoa®de after parsing the identifier to ensure

the Wi rel ess device 304 uses the node determ ned by

t he agwwsinganiagecsgoientifier qosprigingdhajapgas 6y werednd hapme gystem,
so/e access contexts the wirel ess device 304 can

convert access types during communication to establish

a nor gashdtting th€hatisdoshifer W édt @ah@vaysvirk c@mﬁbﬁ/eﬁts along
network if _ desired. For exanple, where non-anchored

ok B TeHesUeF ROcsETRS YIS HYSICEY | y est abl i shed, the

W rel ess device 304 can attenpt to | everage the | ocal
access gateway to establish anchored | ocal access or

PEnot €hamet®d of olaém 261 wheeinghovélelittitagset eysegm Bya remote gateway
fransmtting a new access identifier to the access

Heisatag 8stWorki Brser srediiity manageracntgnqge. appreci at ed t hat

the access device 302 can be inplenmented within or

accessi ble by a serving and/or service providing

gt ewdbs methodelickimRi7t Wheremrthdsolectet neerote gaewipeisa third

st and- al one conponent d/or the |jke. over he
SuPited PP aroISH s BB aRk e plonghT Y ByRee add Revork
(ENRPLNBMy HRREtiSEheCiETR BYertRe Vol ueitiscFRVosn@dation with
when accessing the target systemvia gateway 306.

oAy sWeweyring to Figs. 4-5, nethodol ogies relating

to utilizing target systemselection to indicate

nmobi | ity managenent node for w rel ess comunications

29.e | Thesikmatdedclathi2bewhéom thtisposestagict Sysigh istd dionh-@fchored
expl anation, the nethodol ogi es are shown and descri bed
wisited gadpwasingicating & host pased mepibiy e sesserdend

appreci ated that the nethodol ogies are not |limted by

the order of acts, as sone acts may, in accordance

80.t h dhemethodwif elagni26 dfunthot cympo g recdividg résensrs based on the

orders and/or concurrentl ith other act.s fromthat )
g oy M Stk Sl and-ig o b M oD e sk R ggode in

LiidiRetRilsotdel, understand and appreciate that a
nmet hodol ogy could alternatively be represented as a
series of interrelated states or events, such as in a
2 ate dia%ranl Nbrqgﬁgr not all illustrated acts may
e QUi TGS MBI GHRT AP FEYh SHBPYTS T n accor dance
Wit h §N8asebndProCeBBM@ANIBRH S0 gtidPAShn dstehd iantifer FbiOwireless
4, illustrated is a nethodol ogy 400 that facilitates
SREn@EMCATiqNg basadothildast ip mﬁrmgeq%émd mobity mensgenicat eodedhe
ccess . | Lfier. At 40 nacc ' [ fier. d S
PSS el AR b b tes oS B RAER Rl Y5Y iFhigh Jonncton i
éoxsaiap) #1d conprising a target systemand a honme system
and can acconpany. a request for conmunication
r esouf Bg0orpeoupded tortheallgrph 0B RIEHSANd t ar get syst em
can be determ ned fromthe access identifier. These
systens can be the sane or different, or can be
related i n one exanple such that the indication of the
systens can be utilized to infer required access
paraneters, such as protocols and/or interfaces
utilized in conmunicati on between vari ous network
conmponents as described. [0049] At 406, the nmobility
managenent node can be established based at |east in

N e




flash menory. Volatile nmenory can include random
access nenory (RAM, which acts as external cache
woreossn§421By way of illustration and not |inm tap¢OOS20R%045610

is available in many forms such as synchronous RAM

(SRAM), dynam c RAM (DRAM, synchronous DRAM ( SDRAM,

doubl e data rate SDRAM (DDR 3BRAM, enhanced SDRAM

(ESDRAM), Synchlink DRAM ( SLDRAM, and direct Rambus

RAM (DRRAM . The nenory 608 of the subject systens and

§Et hogfe {i$relcll ENRGEHNIEAIIR 'IP%dr%s oPEIL R8T, ARIAE thd A1¢RFone

to, these and any other suitable types of nenory.

POssEpr iPfartles sonfiBO6&] masslckutht erpetivestopdrastd atddapt in part on the

g%ed tot a servi%g rgiguestor 610 that can request
FIob4ty SHOABERINMOZE- £ r om one or nore wirel ess

net wor ks; the networks can be 3GPP or non-3GPP as

descri bed, for exanple. The service requestor 610

ahd/ ol hpraelsssenmmpoBiceizoms abpasatpe ot daim &4 wherein throsstested target

identifier generator 612 th create.acce

PHE et g AT hsatnd e PR SEEBRURE RE) Bpommery mroce

desi red communi cation. The access identifier can be

created to inply a npbility managenent node based at

past Theywyaless gtmmupicetings apparatug of clais 8 & rvhasein theescirstad
! . J . . ‘
R P IR AR SEn R S MRl FofREMpED PP R fypfution

(IHER) prackq elataineelork PDN) ghtewan dhdicaaing nhedt as iS§naksadeas to be

for instance,. a.basestation, another nobile device,

Bilized Ap copImYRicaEMN WftE&lea%D]Hegade@ eparate fromthe

processor 606, it is to be appreciated that the

service requestor 610, access identifier generator

812, dhewdulecas cmi@odicatamd apparatos of dtion 35 Mheran thyesepatad target

%&&t}%ﬁ )es_ aplioglgag%i&%fi g’%(lst?g éﬁtg%lg}t’ lgﬁilicgl)t(iﬁé_g ﬁlggfai%{s%j[ %ggitlity management

gRgEuni cati on system 700. The wirel ess communi cati on
system 700 depicts one base station 710 and one nobile
device 750 for sake of brevity. However, it is to be
Pr e?béa ! ?rglets!] & I%XI%E%EHHZ 91& 33 P gllalﬂg? 1 nv@{e?ei}l %natcf&%t one
dse station andlor rore than-one robile device,
ploeesbinis dckthdr icom@durfb®arcgicdt 40BS tard argectpbidnespieiyiag she
can be substantially simlar or different from exanple
preses identiics i theaeqistt- nobi | e devi ce 750 descri bed
below. In addition, it is to be appreciated that base
station 710 and/or nobile device 750 can enpl oy the
3Y.st elifBe whiclyss cami@uainalidhp appeditos ofidbinods, Wikeirgs thedatBJast one
describeq erein.to facilitate wirel ess communi cation
PRereoDS ddeh .001[1%%@{ TOAPCEUSIeSUTGIS el iof 19 the doggsprequest and
S8R @M dbily FREh o Gherfl M Sh LERMEG e {AYiged from a
data source 712 to a transmt (TX% data processor 714.
According to an exanple, each data stream can be

ansn tted over a.respectiv tenn TX data o
$oc oactrSisso i fhitEoRs natfu i st g mobility
aaddcnfentidbae §i WRaRSRHuNftRnPaohipeidingl codi ng
schene sel ected for that data streamto provi de coded

dat a. MEATEO] scleréing degeiawsnt kascdatdpasy d Rarken edepiigd mobility
|t d with pilot data using orthogonal

&?‘%%ﬁﬁ%ﬁhﬁfy‘@i sion nultiplexing (OFDM techni ques.

Addi t mend foy crentidd dreddeadsiid@ltificr tdaprNih®the $atpEQlyste@maind a home

be frequency division multiplexed (FDM, tinme division

piptatsdxed (TDM, or code division nultiplexed (CDM.

The pj e .

R T e R e e

awbsd iderdeier.ce 750 to estimate channel response. The

mul ti pl exed pilot and coded data for each data stream

can be nodul ated {e.g., synbol napped) based on a

parti cul ar nodul ati on schene {e.g., binary phase-shift

keyi ng (BPSK), quadrature phase-shift keying (QPSK),

M phase-shift keying (M PSK), M quadrature anplitude

o, o " I T



determining a nobility managenent node for wrel ess
communi cations. For exanple, system 800 can reside at
woemstspartially within a base station, nobil ePCBEUS2968/065610
under | yi ng network conponent such as a gateway, AAA
server, etc. It is to be appreciated that system 800
Is represented as including fidncti onal bl ocks, which
can be functional blocks that represent functions
i npl enented by a processor, software, or conbination
t hereof (e.g., firmwvare). System 800 includes a
| ogi cal grouping 802 of electrical conponents that can
é\%t i Eh@wﬁtjelmmdrmmunﬂéaﬁoms rppatoe of tleign 3% wigrcophagl®ad target
ncl ude an el ectrical conponent ceivin
SOEELE 4 B P SFCBSHIS £ O e@%’!ﬁe TG4 pgomode.
systemrelated to a wirel ess device 804. For exanple,
the target and hone systens can indicate a desired
4@cesshe yfyélesmommemdetmn@ @pparatus af eleinngd.tlerein dlesselected
%‘? t% I%afltlev%arly 18 autil I@%eﬁerat a%nal%ﬁi)uﬂ%qﬁ (E%%PEDQEI}Igﬁg]{;T eVO%.?[lOIl

rircal onen
(mr@qeamtdaMaN&ﬁr(Ppmmgubweﬁﬁndmmvg&ﬁm tbh 88 WhteFh®SiS to be

devi ce based at | east art on the access identifier
W@GﬁdeFmeﬁﬁﬁﬁF@M1Eﬁh&§§@%N@@@“6WeV|ously, the access
identifier can include a relationship between the hone

and target system which can indicate whether the

#equeThe nieteycaremdeisations apparhtos eficlem A& vlanah dicedticcted target

3GPP or non- 3GPP | ocal, or renote way acgces
A ISeranranchercd vasiea gprewan Mdicat B Ta el PoBbE Przoment
Felai ns instructions for executing functions
associated with electrical conponents 804 and 806.
Wi | e shown as being external to nenory 808, it is to
%% ﬂErsto d that one.or nDr%:of e%ec%ghﬁﬁh ..
htge 6540"&’?118“’@6@10&]5&1’%%&‘ U OGFIRHR Ty OBE SIne means
f&@éo%lwﬁglfe@mﬁﬁest&s&d &h th reduebtinst 4RERo ki t@rg%f/é%xs%?ﬁ MPmeans
that defines an access identifier for a desired
fesbitilizing theamebidisemanagsent 8ode wmtdgmedharasedcee wi t hi n
a base station, nobile device, etc., for instance. As
depi cted, system 900 includes functional blocks that
¢aN r apjoRgRidr ptepRahipastuct, gphmerisinged by a processor,
software, or conbination thereof (e.g., firmware).
Syst et IDDUERERGHYS MediusyF BTSSR S upi ng 902 of
el ectr ) cal oSRTBPORES of Nk dBChbhAl fo GRACE LA AN based a
transmtting the accéss I denti ogi ca |ng
902 chastiinphtide aains@dernbhsilit;ahamgmemﬁnbda‘ or seI ect i ng

a target s based | east in part on a desired
mobi lity n%(ﬁ%gtm atéwt OREGO0 %1) geneé%te an access

descr {(féﬁgﬁertclaﬁlpirl@fn%Qﬁe YRk ey sehesh hoRe SAehOfge! at e
to the desired nobility managenent node. 1n one

exanpl e, whaledot msmgrt@@@t leass 0mqnsalm¢rfto eemit fheawrdshe
honme system. |ocal access is d,, and .where t

e r BERE o pBR Bt OGO ta R T waRe N S bRt

| ogi cadm@uRdRidid. 902 can include an el ectrica
conmponent for creating an access identifier conprising
the target systemand a home system 906. Further,

gic I
4 ponn o Rt FER GRPRALA R TheRabg i ispuagy syseem
ts%emwmw@QMrcaﬁ@sa ﬁeh@oﬂ@%é@ mot ity nfanegen&(ﬁsmoaaus
the access identifier can be interpreted by the target
system w th which communi cations is requested to
determ ne the nobility managenent node as descri bed
herein. Additionally, system 900 can include a nenory
910 that retains instructions for executing functions
associated with electrical conponents 904, 906, and
908. Wile shown as being external to nenory 910, it
is to be understood that electrical conponents 904,
906, and 908 can exist within nenory 910. [0074] Wat
has been descrlbed above |ncludes exanples of one or

Y T LT Y o oy



target systens. 18. The wi rel ess conmuni cati ons
apparatus of claim 17, wherein the hone systemis

wo edoatiet1z o t he target system and net wor k baseRICT/US2008/065610
nmobility is determ ned as the nobility managenent
node. 19. The wi rel ess communi cati ons appar at us of
claim 18, wherein the target dystemis third
generation partnership project (3GPP) long term
evolution (LTE) and the network based nobility
utilizes an S5 or S8 interface to communicate with one

no [

TS nponnc PG5 g RR MRt el EUE RELNIR Ssclected et
@efte@h;msrm thidd gmﬂ&eaitmnrpalrﬂnersh@tpmrekt (Bapeylamg e é\;olutlon (LTE)

utilizes pro nmobi | e internet protocol (PM P h
ke fbn?tmbé? <f"a PN gageveayrRdiarang Batin 3 igfrafase 1548 éutlhzed in

Qhﬁﬂﬁﬁﬁgﬁn§@ﬁﬂHQQqﬂﬁ%hkqb g network conponents.21. The

W rel ess comuni cati ons apparatus of claim 17, wherein
the hone systemis unrelated to the target system and
host based nobility is determned as the nobility
managenent node. 22. The wirel ess comruni cati ons
apparatus of claim 21, wherein the host based nobility
utilizes a nobile internet protocol (MP) to

communi cate with one or nore disparate service
provi di ng network conponents. 23. The wirel ess
comuni cati ons apparatus of claim 16, further
conprising neans for utilizing the nobility managenent
node in communicating with the wirel ess device and one
or nore disparate service providing network
conmponents. 24. The w rel ess communi cati ons appar at us
of claim 16, further conprising neans for providing
one or nore disparate network conponents with the

nobi ity nmanagenent node to facilitate comuni cations
with the wirel ess device. 25. A conputer program
product, conprising: a conputer-readabl e nmedi um
conprising: code for causing at |east one conputer to
recei ve an access identifier conprising a hone system
and target systemfor a wreless device; code for
causing the at |east one conputer to infer a nobility
managenent node for requested comruni cati on based at

| east in part on the access identifier; and code for
causing the at | east one conputer to utilize the

nobi ity managenent node in comunicating with the

W rel ess device and one or nore di sparate service
provi di ng network conponents.26. A nethod for

speci fying a nobility managenent node in wrel ess
conmuni cations, conprising: selecting a target system
based at least in part on a desired nobility
managenment node; generating an access identifier
conprising the target systemand a honme system and
transmtting the access identifier to one or nore

net wor k conponents along with a request for accessing
the target system 27. The nmethod of claim 26, wherein
the selected target systemis a renote gateway

i ndicating a network based nobility managenent node.
28. The nethod of claim 27, wherein the sel ected
renote gateway is a third generation partnership
project (3GPP) long termevolution (LTE) packet data
network (PDN) gateway indicating that an S8 interface
is to be utilized in comunication with the PDN
gateway. 29. The nmethod of claim 26, wherein the

sel ected target systemis a non-anchored visited
gateway indicating a host based nobility managenent
node. 30. The nethod of claim 26, further conprising
recei ving resources based on the request for accessing
the target system and adhering the mobility managenment
node |n utI|IZIng the resources. 31 A mnreless
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