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Fig. 1

Order Abbreviation Function etc.
1 IGFBP-4 Insulin-like growth factor binding protein
2 TIMP-1 Metalloproteinase tissue inhibitor
3 TIMP-2 Metalloproteinase tissue inhibitor
4  IGFBP-6 Insulin-like growth factor binding protein
5  IGFBP-2 Insulin-like growth factor binding protein
6 VEGF  Vascular endothelial growth factor
7 HGF  Hepatocyte growth factor
8  TNFRI Tumor necrosis factor receptor |
9 MCP-1 Chemokine/monocyte migration factor
10 TNF RII Tumor necrosis factor receptor Il
11 OPG Osteoprotegerin /osteoclast
differantiation inhibitory factor
12 IGFBP-3 Insulin-like growth factor binding protein
Chemokine/T cell /monocyte /basophil
13 RANTES leukocyte/acidophilic leukocyte migra-
tion factor
14 AR Amphiregulin /growth factor
15 TNFb  Tumor necrosis factor
16 EGF R  Epidermal growth factor receptor
17 IL-6  Inflammatory cytokine
18  FGF-7 Keratinocyte growth factor
Inflammatory cytokine/neutrophil
19 IL-8  migration chemokine
50 Eotaxi Chemokine/acidophilic leukocyte
otaxin - migration chemokine
21 PIGF  Placental growth factor
22 GDF-15 Growth differentiation factor 15
23 MCSF  Macrophage colony formation factor
24 IL-15  Cytokine NK/T cell growth factor
25  SCFR Stem cell factor receptor
26 SCF  Stem cell factor
27 NT-4  Neurotrophins/growth factor
28  IL-1ra IL-1 receptor antagonist
29 MIP-1b Chemokine/macrophage migration
30 EG-VEGF Vascular endothelial growth factor
31 IL-1a  Inflammatory cytokine
Soluble receptor of inflammatory
32 IL-6sR  cyiokine IL-6
Vascular endothelial growth factor
33 VEGFR2 \tiitor 9 .
34 BDNF  Brain derived neurotrophic factor
35 IL-16  Chemokine/CD4+T cell migration
36 GDNF  Glial cell line-derived neurotrophic factor
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Fig. 2

Preculture (B-2 cells, 10 % FCS-supplemented DMEM)
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Fig. 3

< Quantitative expression analysis >

Antibody array
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Fig. 4

< Qualitative expression analysis >

Antibody array

<«—— |[mmortalized hSHED-CM

Samples &
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y
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Fig. 5

< Protocol for microRNA array analysis >

About 10 mL of
immortalized hSHED-CM
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Exosomes
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Fig. 6
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Fig. 8
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Fig. 9
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Fig. 10
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Fig. 11
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Fig. 13
(A)
100 L
administration
Pressure Pressure
ulcer ulcer

(B)
hSHED-CM

vl

—
0 3 4 5 8 14

~

Day

(C)

Collection of
an affected tissue




14/28

Fig. 14
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Fig. 15
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Fig. 16
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Fig. 17
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(A) Fig. 18
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Fig. 20
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Fig. 22

Induction of ROS production
by low oxygenized-reoxygenized conditioning in NIH3T3
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Fig. 24
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Fig. 25
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Fig. 26
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Fig. 27
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Fig. 28
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