ABSTRACT

ERROR SUPPRESSION IN SEQUENCED DNA FRAGMENTS USING REDUNDANT READS
WITH UNIQUE MOLECULAR INDICES (UMIS)

The disclosed embodiments concern a computer program product for determining sequences of
interest using unique molecular index (UMI) sequences that are uniquely associable with
individual polynucleotide fragments, including sequences with low allele frequencies and long
sequence length. In some implementations, the UMIs include both physical UMIs and virtual
UMIs. In some implementations, the unique molecular index sequences include non-random
sequences. A computer system is also provided for determining a sequence of interest

implementing the methods disclosed.
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