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Fig. 2
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Fig. 3

A Futch Stj-Gal4>UAS-CD8:GFP Overlay

w8 X elav UAS-stj-IR2 X elav painless

40% mean 1.72 sec ?";;“6:-}85 sec 40% mean 5.23 sec
+

0% (+/-0.07) - 0% (+/-0.4)
P<0.001 P<0.001

20% 20%
10% 10%
o?ﬂ

=10 123 458678 9210 123456728 9210

stj*/def so%-  Stirescue
mean 7.23 sec mean 6.28sec 40% :‘:7;'.‘0;-’1 8sec

(+/-0.28) (+-0.67)
P<0.001 P<0.001 W%
20%

10%

0% 0%
12 3456 7 8 9210 12 3 4567 8 93210 1 23458678 9>0

Time to response (sec) =—————————

P>0.05

Response (%) sy




4/25

Fig. 4
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Fig. 6
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Fig. 8
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Fig. 10
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Fig. 12
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Fig. 13
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Fig. 14
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Fig. 15
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Fig. 21
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Fig. 22
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CCIl model of chronic neuropathic pain
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Fig. 23 C
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24 B

Fig.

CFA model of chronic inflammatory pain
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