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<21> 	1 
<211> 	159 
<212> 	PRT 
<213> 	Human 	herpesvirus 	6 

<400> 	1 

Met 	Gly 	Tyr 	Glu 	Glu 	Lys 	Val 	Ser 	Ala 	Thr 	Gly 	Lys 	Thr 	Arg Leu Lys 
1 	 5 	 10 15 

Ile 	Leu 	Ala 	Cys 	Leu 	Ile 	Val 	Leu 	Ile 	Leu 	Ala 	Ala 	Ala 	Ile Thr 	Met 
20 	 25 	 30 

Leu 	Thr 	Leu 	Glu 	Ile 	Ile 	Ser 	Asn 	Gln 	Lys 	Arg 	Thr 	Thr 	Thr Asp Leu 
35 	 40 	 45 

Glu 	Ala 	Val 	Thr 	Val 	Ala 	Leu 	Lys 	His 	Val 	Ser 	Thr 	Ser 	Leu Ala 	Ser 
50 	 55 	 60 

Cys 	Thr 	Glu 	Ser 	Thr 	Thr 	Ser 	Val 	His 	Thr 	Asp 	Ser 	Val 	Thr Ser 	Gln 
65 	 70 	 75 80 

Pro 	Thr 	Lys 	Asn 	Lys 	Glu 	Ser 	Arg 	Lys 	Lys 	Ile 	Glu 	Gly 	Lys Ser 	Pro 
85 	 90 	 95 

Ser 	Trp 	Val 	Gln 	Ala 	Leu 	Thr 	Thr 	Ala 	Ser 	Gly 	Ile 	Ile 	Leu Leu 	Phe 
100 	 105 	 110 

Cys 	Ile 	Met 	Met 	Ile 	Phe 	Ile 	Thr 	Cys 	Ser 	Trp 	Thr 	Thr 	Glu Lys Asp 
115 	 120 	 125 

Thr 	Glu 	Lys 	Ser 	Glu 	Val 	Gln 	Ser 	Tyr 	Ala 	Ser 	Ser 	Val 	Glu Thr 	Leu 
130 	 135 	 140 

Asp 	Ser 	Leu 	Asn 	Glu 	Ala 	Ile 	Ile 	Pro 	Lys 	Thr 	Glu 	Met 	Asn Val 
145 	 150 	 155 

<210> 	2 
<211> 	480 
<212> 	DNA 
<213> 	Human 	herpesvirus 	6 

<400> 	2 
atgggatatg 	aagaaaaagt 	gtcagctact 	ggaaagactc 	gtttaaagat actggcatgt 60 
ctgatcgttt 	taatactagc 	tgcggcaata 	actatgttaa 	cgctggaaat tatatcgaac 120 
caaaaacgta 	ccactactga 	tctcgaagct 	gtgactgtgg 	cgctgaagca tgtaagcaca 180 
tctcttgcca 	gctgcactga 	atccactact 	tctgtacata 	ccgattctgt gacgagccaa 240 
cccacgaaaa 	acaaagaatc 	gaggaaaaaa 	attgaaggga 	aatctccaag ttgggttcag 300 
gctttaacta 	cagcatctgg 	aattatccta 	ctgttttgta 	taatgatgat attcattaca 360 
tgttcctgga 	ccacagaaaa 	agatacagag 	aagagtgaag 	tgcaatctta tgcttcttca 420 
gtagagactt 	tagactcttt 	aaatgaggct 	attataccga 	aaactgaaat gaatgtgtaa 480 

<210> 	3 
<211) 	1795 
<212> 	DNA 
<213> 	Human 	herpesvirus 	6 



<400> 	3 
aggctctgct 	ggaggctctg 	ctggaggcct tgctggaggc tctgctggag gccctgctgg 60 
aggtcttgct 	ggaggctctg 	ctggaggctc tgctggaggc tctgctggag gctctgctgg 120 
aggctctgct 	ggaggctctg 	ctggaggctc tgtcagagac ctcggtgaaa 	gttttactca 180 
gaggtttatc 	agagttttcg 	ccattagttt ggttagaagt ttcagattta 	ttttcggtgg 240 
aactgcagtt 	aggtttcatg 	tcagtacatt catcaccgtt agaagtgcta 	ttcatggtgc 300 
tgttgccact 	gttggatttg 	ttaaaagcag taaatgagct aggattggaa 	tgactccgaa 360 
tagctaataa 	atttgagcat 	tttcttcgaa tggatcataa tcagagggat 	agccatctaa 420 
tttaaagact 	tccattttat 	cactgttgca atcacttcta atggagtatc 	tggatacatt 480 
ttttctacat 	ctttttcatc 	ccctccaaca tggatctgtg cagcgttaat 	aagccagcgg 540 
agttaattaa 	atcgtcttcc 	atgttagaca gttcctgttt catggcagcc 	ttcactgatg 600 
caccaatact 	ttggatgcaa 	gtgccaacgg actgagctag gatgtaaaag 	aagatattct 660 
aattttgaat 	tcttcagatg 	ctccttcttc cacattactg gaataggaca cattcttgga 720 
agcgatgtcg 	ttggaagact 	ctgggatgaa aagatcacag gcttccagtt 	ctggaaaaag 780 
caggctttca 	aaggacacat 	cacacttgag actctcttcc aatatttctt 	tgatggattc 840 
ttccaccact 	ggatcgggat 	ggtagctata tatactatat aaggagatta 	ccaccaccac 900 
ctctttcttt 	gcagagatta 	ttctctgctt gaaaatctgt aacactgatc 	atgatgggat 960 
atgaagaaaa 	agtgtcagct 	actggaaaga ctcgtttaaa gatactggca 	tgtctgatcg 020 
ttttaatact 	agctgcggca 	ataactatgt taacgctgga aattatatcg 	aaccaaaaac 080 
gtaccactac 	tgatctcgaa 	gctgtgactg tggcgctgaa gcatgtaagc 	acatctcttg 140 
ccagctgcac 	tgaatccact 	acttctgtac ataccgattc tgtgacgagc 	caacccacga 200 
aaaacaaaga 	atcgaggaaa 	aaaattgaag ggaaatctcc aagttgggtt 	caggctttaa 260 
ctacagcatc 	tggaattatc 	ctactgtttt gtataatgat gatattcatt 	acatgtccct 320 
ggaccacaga 	aaaagataca gagaagagtg aagtgcaatc ttatgctcct 	tcagtagaga 380 
ctttagaccc 	tttaaatgag 	gctattatac cgaaaactga aatgaatgtg 	taatgtctgt 440 
atttttcttt 	acagagatgt 	acggagagtt tatatttggg gaaaatacct 	gactgttctg 500 
cctatatgcg 	aatgttaaag 	tatgtataat ataaattctt accttttaag 	agtgattcaa 560 
ggtggaggtt 	tctttggaga 	ttgattccag gtggtggttt cgggtgcaat 	caatctttct 620 
tctgggcggg aagaaaatcc 	agcaatccaa taattgatgg gatgtaatca 	atgtcacaaa 680 
tctgtaagat 	taaatgtgaa 	cagtataaat tctttcgtgc ttatcaaatt 	acaattatgc 740 
gcatgaaaat 	atcattaaat 	tgttttaaac attcttaaaa aaaaaaaaaa aaaaa 795 

<210> 	4 
<211> 	432 
<212> 	DNA 
<213> 	Pleurotus 	cornucopiae 

<220> 
<221> 	CDS 
<222> 	(1).. (432) 
<223> 

<400> 	4 
atg 	aaa 	gac 	gtc 	caa 	tct 	etc 	ctc acc gga 	acc tgg 	tac 	aat 	gaa 	ctc 48 
Met 	Lys 	Asp Val 	Gln Ser 	Leu 	Leu Thr 	Gly 	Thr Trp Tyr 	Asn Glu 	Leu 
1 	 5 10 15 

ggc 	tca 	aca 	atg 	aat 	ttg act 	gcaaat 	aaa 	gac ggt 	tcg 	ctc 	acc 	gga 96 
Gly 	Ser 	Thr 	Met 	Asn 	Leu Thr 	Ala Asn 	Lys 	Asp Gly 	Ser 	Leu 	Thr 	Gly 

20 	 25 30 

acg 	tac 	cac 	tcc 	aac 	gtc ggc 	gag gtt 	ccc 	cca act 	tat 	cac 	ctt 	tct 144 
Thr 	Tyr 	His 	Ser 	Asn 	Val 	Gly 	Glu Val 	Pro 	Pro Thr 	Tyr 	His 	Leu 	Ser 

35 	 40 45 

ggc 	cgg 	tac 	aac 	etc 	cag 	ccc 	ccc tcg ggt 	caa ggc 	gtt 	act 	ctg 	gga 192 
Gly 	Arg 	Tyr 	Asn 	Leu 	Gln 	Pro 	Pro Ser 	Gly 	Gln Gly 	Val 	Thr 	Leu 	Gly 

50 	 55 60 

tgg gcg 	gtg 	tct 	ttc 	gaa 	aac 	act agt 	gcg aat gtt 	cat 	tct 	gtc 	tca 240 
Trp Ala 	Val 	Ser 	Phe 	Glu Asn 	Thr Ser 	Ala Asn Val 	His 	Ser 	Val 	Ser 
65 	 70 75 80 

aca 	tgg 	agc 	ggg 	cag 	tac 	ttc 	tct gaa 	ccc 	gcc gag gtg 	atc 	ctc 	acc 288 
Thr 	Trp 	Ser 	Gly 	Gln 	Tyr 	Phe 	Ser Glu 	Pro 	Ala Glu 	Val 	Ile 	Leu 	Thr 

85 	 90 95 

cag 	tgg 	ctg 	ttg 	tca 	agg agc 	tct gag cgc gaa gat 	ttg 	tgg 	cag 	tcc 336 
Gln 	Trp 	Leu 	Leu 	Ser 	Arg 	Ser 	Ser Glu 	Arg 	Glu Asp 	Leu 	Trp Gln 	Ser 

100 	 105 110 

acc 	cat 	gtg 	ggg 	cat 	gat 	gag 	ttc agc 	aag aca aag cca acc aag gag 384 
Thr 	His 	Val 	Gly 	His 	Asp 	Glu 	Phe Ser 	Lys 	Thr Lys 	Pro 	Thr 	Lys 	Glu 

115 	 120 125 



3 
aag 	att 	gcc 	cag 	get 	caa 	ctc 	ctt 	cgt cgc ggg ttg aag ttc gag tga 432 

Lys 	Ile 	Ala 	Gin 	Ala 	Gln 	Leu 	Leu 	Arg Arg Gly Leu 	Lys Phe Glu 
130 	 135 140 

<210> 	5 
<211> 	143 
<212> 	PRT 
<213> 	Pleurotus 	cornucopiae 

<400> 	5 
Met 	Lys Asp Val 	Gln 	Ser Leu 	Leu Thr Gly 	Thr Trp Tyr Asn Glu Leu 
1 	 5 10 15 

Gly Ser Thr Met 	Asn 	Leu Thr 	Ala Asn Lys Asp Gly 	Ser Leu Thr Gly 
20 	 25 30 

Thr Tyr 	His 	Ser 	Asn 	Val 	Gly 	Glu 	Val Pro Pro Thr Tyr His Leu Ser 

35 	 40 45 

Gly Arg Tyr Asn 	Leu Gin Pro 	Pro 	Ser Gly 	Gln Gly 	Val Thr Leu Gly 

50 	 55 60 

Trp Ala 	Val 	Ser 	Phe 	Glu Asn 	Thr 	Ser Ala 	Asn Val 	His Ser Val Ser 
65 	 70 75 80 

Thr 	Trp Ser 	Gly 	Gln Tyr 	Phe 	Ser 	Glu Pro 	Ala Glu 	Val Ile Leu Thr 
85 	 90 95 

Gln Trp 	Leu 	Leu 	Ser 	Arg Ser 	Ser 	Glu Arg Glu Asp Leu Trp Gln Ser 
100 	 105 110 

Thr His 	Val 	Gly 	His 	Asp Glu 	Phe 	Ser Lys Thr Lys 	Pro Thr Lys Glu 
115 	 120 125 

Lys 	Ile 	Ala 	Gin 	Ala 	Gin 	Leu 	Leu 	Arg Arg Gly Leu 	Lys Phe Glu 
130 	 135 140 

<210> 	6 
<211> 	426 
<212> 	DNA 
<213> 	Pleurotus 	cornucopiae 

<220> 
<221> 	CDS 
<222> 	(1)..(426) 
<223> 

<400> 	6 
atg 	tca 	gac 	gtt 	caa 	tct 	tca 	ctc 	acc gga acc tgg 	tac aat gaa ctc 48 

Met 	Ser 	Asp 	Val 	Gin 	Ser 	Ser 	Leu 	Thr Gly 	Thr Trp Tyr Asn Glu Leu 

1 	 5 10 15 

aac 	tcc 	aag atg gaa 	ttg act 	gca aac aaa gac ggt 	act ctc act gga 96 

Asn Ser 	Lys 	Met 	Glu Leu Thr Ala Asn Lys Asp Gly 	Thr Leu Thr Gly 
20 	 25 30 

aag 	tac 	ctc 	tcc 	aaa gtt 	ggg gat 	gtc tac gtg ccc 	tac cca ctc tct 144 

Lys 	Tyr 	Leu 	Ser 	Lys 	Val 	Gly 	Asp 	Val Tyr 	Val Pro Tyr Pro Leu Ser 
35 	 40 45 

ggt 	cgc 	tat 	aac 	ctc 	caa 	ccc 	ccc 	gcg gga caa ggc gtc get ctt ggg 192 
Gly Arg Tyr Asn 	Leu Gln 	Pro 	Pro Ala Gly 	Gln Gly 	Val Ala Leu Gly 

50 	 55 60 

tgg gcg gta 	tcc 	tgg gag aac 	agt aaa att 	cat tcc 	get acg aca tgg 240 
Trp Ala 	Val 	Ser 	Trp Glu 	Asn 	Ser 	Lys Ile 	His Ser 	Ala Thr Thr Trp 
65 	 70 75 80 

agc 	gga 	cag 	ttc 	ttc 	tct 	gag 	tcg 	tct cca 	gtg att 	ctt act cag tgg 288 

Ser 	Gly 	Gln 	Phe 	Phe 	Ser 	Glu 	Ser 	Ser Pro 	Val Ile 	Leu Thr Gin Trp 
85 	 90 95 

ttg 	ttg 	tca 	tcg agc 	act 	gcg 	cgt 	ggg gac gta tgg gaa tcc aca ctt 336 

Leu Leu 	Ser 	Ser 	Ser Thr Ala Arg Gly Asp Val Trp 	Glu Ser Thr Leu 
100 	 105 110 



gtg ggg aat 	gat 	tcg ttt 	aca aag acg gcg ccg act gag cag cag atc 	384 
Val 	Gly 	Asn Asp 	Ser Phe Thr Lys Thr Ala 	Pro 	Thr Glu Gln Gln Ile 

115 120 125 

gct 	cat 	gct 	caa 	ctc cat 	tgt cgc gca ccg agg 	ttg aag taa 426 
Ala 	His 	Ala 	GIn 	Leu His 	Cys Arg Ala Pro Arg Leu Lys 

130 135 140 

<210> 	7 
<211> 	141 
<212> 	PRT 
<213> 	Pleurotus 	cornucopiae 

<400> 	7 
Met 	Ser 	Asp Val 	Gln Ser 	Ser Leu Thr Gly 	Thr 	Trp Tyr Asn Glu Leu 
1 	 5 10 15 

Asn Ser 	Lys 	Met 	Glu Leu Thr Ala Asn Lys 	Asp Gly Thr Leu Thr Gly 
20 25 30 

Lys 	Tyr Leu 	Ser 	Lys Val 	Gly Asp Val Tyr 	Val 	Pro Tyr Pro Leu Ser 
35 40 45 

Gly Arg Tyr Asn Leu Gln 	Pro Pro Ala Gly 	Gln 	Gly Val Ala Leu Gly 
50 55 60 

Trp Ala Val 	Ser 	Trp Glu 	Asn Ser Lys Ile 	His 	Ser Ala Thr Thr Trp 
65 70 75 80 

Ser 	Gly Gln 	Phe 	Phe Ser 	Glu Ser Ser Pro 	Val 	Ile Leu Thr Gln Trp 
85 90 95 

Leu 	Leu Ser 	Ser 	Ser Thr 	Ala Arg Gly Asp Val 	Trp Glu Ser Thr Leu 
100 105 110 

Val 	Gly Asn 	Asp 	Ser Phe Thr Lys Thr Ala 	Pro Thr Giu Gln Gin lie 
115 120 125 

Ala 	His 	Ala 	Gln 	Leu His 	Cys Arg Ala Pro Arg Leu Lys 
130 135 140 

<210> 	8 
<211> 	271 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Fusion 	protein 	BioEase Tag—SITH-1 

<400> 	8 
Met Ala Ser Met 	Thr Gly 	Gly GIn Gln Met 	Gly 	Ile Met Gly Ala Gly 

1 	 5 10 15 
Thr 	Pro 	Val 	Thr 	Ala Pro Leu Ala Gly Thr 	Ile 	Trp Lys Val Leu Ala 

20 25 30 
Ser 	Glu 	Gly 	Gin 	Thr Val 	Ala Ala Gly Glu 	Val 	Leu Leu Ile Leu Glu 

35 40 45 
Ala Met 	Lys Met 	Glu Thr 	Glu Ile Arg Ala 	Ala 	GIn Ala Gly Thr Val 

50 55 60 
Arg 	Gly 	Ile 	Ala 	Val Lys Ala Gly Asp Ala 	Val 	Ala Val Gly Asp Thr 
65 70 75 80 

Leu Met Thr 	Leu Ala Gly 	Ser Gly Ser Asp Leu Tyr Asp Asp Asp Asp 
85 90 95 

Lys 	Gly 	Ile 	Ile 	Thr Ser Leu Tyr Lys Lys 	Ala 	Gly Ser Glu Phe Ala 
100 105 110 

Leu 	Gly 	Tyr 	Glu 	Glu Lys 	Val Ser Ala Thr 	Gly 	Lys Thr Arg Leu Lys 
115 120 125 

Ile 	Leu 	Ala 	Cys 	Leu Ile 	Val Leu Ile Leu 	Ala Ala Ala Ile Thr Met 
130 135 140 

Leu 	Thr 	Leu 	Glu 	Ile Ile 	Ser Asn Gln Lys Arg Thr Thr Thr Asp Leu 
145 150 155 160 
Glu 	Ala 	Val 	Thr 	Val Ala 	Leu Lys His Val 	Ser .  Thr Ser Leu Ala Ser 

165 170 175 
Cys 	Thr Glu 	Ser Thr Thr Ser Val His Thr Asp Ser Val Thr Ser Gln 

180 185 190 



5 
Pro 	Thr 	Lys 	Asn 	Lys 	Glu 	Ser 	Arg 	Lys 	Lys 	Ile 	Glu Gly 	Lys Ser 	Pro 

195 	 200 205 
Ser 	Trp 	Val 	Gln 	Ala 	Leu 	Thr 	Thr 	Ala 	Ser 	Gly 	Ile Ile 	Leu Leu 	Phe 

210 	 215 	 220 
Cys 	Ile 	Met 	Met 	Ile 	Phe 	Ile 	Thr 	Cys 	Ser 	Trp 	Thr Thr 	Glu Lys 	Asp 

225 	 230 	 235 240 
Thr 	Glu 	Lys 	Ser 	Glu 	Val 	Gln 	Ser 	Tyr 	Ala 	Ser 	Ser Val 	Glu Thr 	Leu 

245 	 250 255 
Asp 	Ser 	Leu 	Asn 	Glu 	Ala 	Ile 	Ile 	Pro 	Lys 	Thr 	Glu Met 	Asn Val 

260 	 265 270 271 

<210> 	9 
<211> 	816 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	DNA 	encoding 	fusion 	protein 	B 	oEase Tag—SITH-1 

<400> 	9 
atggctagca 	tgactggtgg acagcaaatg ggtattatgg gcgccggcac cccggtgacc 60 
gccccgctgg cgggcactat 	ctggaaggtg ctggccagcg aaggccagac ggtggccgca 120 
ggcgaggtgc 	tgctgattct 	ggaagccatg aagatggaaa ccgaaatccg cgccgcgcag 180 
gccgggaccg 	tgcgcggtat 	cgcggtgaaa gccggcgacg cggtggcggt cggcgacacc 240 
ctgatgaccc 	tggcgggctc 	tggatccgat 	ctgtacgacg atgacgataa gggaattatc 300 
acaagtttgt 	acaaaaaagc 	aggctccgaa 	ttcgcccttg gatatgaaga aaaagtgtca 360 
gctactggaa 	agactcgttt 	aaagatactg gcatgtctga 	tcgttttaat actagctgcg 420 
gcaataacta 	tgttaacgct 	ggaaattata 	tcgaaccaaa 	aacgtaccac tactgatctc 480 
gaagctgtga 	ctgtggcgct 	gaagcatgta 	agcacatctc 	ttgccagctg cactgaatcc 540 
actacttctg 	tacataccga 	ttctgtgacg 	agccaaccca 	cgaaaaacaa agaatcgagg 600 
aaaaaaattg 	aagggaaatc 	tccaagttgg gttcaggctt 	taactacagc atctggaatt 660 
atcctactgt 	tttgtataat 	gatgatattc 	attacatgtt 	cctggaccac agaaaaagat 720 
acagagaaga 	gtgaagtgca 	atcttatgct 	tcttcagtag 	agactttaga ctctttaaat 780 
gaggctatta 	taccgaaaac 	tgaaatgaat 	gtgtaa 816 

<210> 	10 
<211> 	20 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	primer 	SITH1NtermGW—F 

<400> 	10 
ggatatgaag aaaaagtgtc 	20 

<210> 	11 
<211> 	20 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	primer 	SITH1CtermGW — R 

<400> 	11 
ttacacattc 	atttcagttt 	20 


