SEQUENCE LISTING
Rt

Japan Tebacco Inc.

Virus lkagaku kenkyusho Inc.

(120>
(130>

<1407
{1415

{150
{151> 2009-03-31

(160> 11
Q10>

CALIVI

211> 159
212> PRT
213>
<4067 1

Met Gly Tyr Glu
H

2010-03-31

tle Leu Ala Cys
20

Leu Thr Leu Glu
35

Glu Ala Val Thr
50

Cys Thr Giu Ser

65

Pre Thr Lys Asn

85

Ser Trp Val Gin A

100
Cys 1le Met Met
i1s

Tar Glu Lys Ser
130

Asp Ser Leu Asn
145

@ity 2

211y 480
{212> DNA
213>

460> 2

atgggataty
ctgatcgttt
caaaaacgta
fetettgeca
cccacgaaza
getttaacta
tgitectgra
gtagagactt

{210y 3

211> 1795
{212> DNA
{213

Glu Lys val Ser
5

teu |le Val Leu
iie
Val
Thr

Lys

aagaaaaagt gtcagetact
taatactage tgcggeaata
ccactactga
getgeactga
acaaagaatc
cagcatetgg
ccacagaaaa
tagactcitt
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Human herpesvirus 6

Ala

tie
25
iie Ser Asn Gin
40
Ala Leu Lvs His
55

Thr Ser Val
70

His
Glu Ser Arg Lys
90
Leu Thr Thr Ala
105

Phe Ite Thr Cys
120

Val Gin Ser Tyr
135

Ata Ile iie Pro
150

Human herpesvirus 6

tetegaaget
atccactact
gaggaaaaaa
aattatccta
agatacagag
azatgaggct

Human herpesvirus 6

Thr

10

Leu

Lys

Val

Thr

Lys

Ser

Ser

Ala

Lys

ggaaagactc
actatgttaa
gtgactetge
tctgtacata
atigaaggga
cigtttigta
aagagigaag
attataccgsa

Gly Lys Thr Arg

Ala Ala Ala
30

fle

Arg Thr Thr Thr
45

Ser Thr Ser Leu
60

Asp Ser Val Thr §

75

fle Glu Gy Lys
45
Gly lle iie Leu
116

Trp Thr Thr Glu
125

Ser Ser Val Glu
140

Thr &lu Met Asn

155

gtitaaagat
cgctggaaat
cgctgaagea
cegaftetgt
aatctecaag
taatgatgat
tgcaatctia
aaactgaaat

Leu
5
Thr

Asp

Ala

Sar

Leu

Lys

Thr

Vai

actgecaigt
tatatceaac
tgtaagcaca
gacgagecaa
ttpgegticag
attcattaca
tgetictica
gaategtgtaa

Method for detecting & substance in a biological sample

FAD392-09158

Lys

Met

Leu

Jer

Gin

80

Pro

Phe

Asp

Leu

50
120
180
240
300
360
420
480



400> 3

aggeteotget
aggtctiget
aggctctget
gaggtttatic
aactgecagtt
tgttgeeact
tagctaataa
tttaaagact
ttitctacat
agttaattaa
caccaatact
aatttigaat
agegatgice
caggetttca
ttecaccact
ctetticttt
atgaagaaaa
ttitaatact
gtaccactac
ccagetecas
aaaacazaga
ciacagcaic
ggaccacaga
ctttagacce
attittctit
cetatateceg
getgraggtt
totgeegceee
fctgtaagat
gcaigaaaat

<210y 4

eliy 432
<212> DNA
213>

{3205
{221
{222
223>

400> 4
atg zaa gac
Met Lys Asp
1

€D3

gegc tca ata
Giy Ser Thr
20

acg tac cac
Thr Tyr His
15

ggc cgg tac
Gly Arg Tyr
50

geg gig
Ala Val

tgg
Trp
65

aca
Thr

tgg agc
Trp Ser

(n.

ggaggctcig
geaggctetg
geaggcictyg
agagtitteg
aggtitcatg
gtiggatttg
atttegageat
teecattitat
ctifttecate
atcgicttce
ttggatgcas
tctteapaty
ttggazagact
aaggacacat
gratcgggat
gcagagatia
agigtcaget
agetgepgea
tpatctcgaa
tgaateccact
atcgaggaaa
tggaatiate
zaaagataca
tttaaatgag
acagagatgt
aatgttaaag
fctitpgeaga
aagaaaatcce
taaatgigasa
atcattaaat

. {432)

cipggaggect
ctggaggete
ctgzaggcic
ccaftagitt
tcagtacatt
ttazaageag
titcttegaa
cactgtigea
coctcocaaca
atgttagaca
gtgcoaacge
cteoctiette
cigggatgaa
cacacitgag
ggtagctata
ttctotgett
acipgazagsa
ataactatgt
getgtgacte
actictgtac
aszaattgaag
ctacigtitt
gagaagagtg
grtattatac
acggagagtt
tatgtataat
ttgattccag
agcaatccaa
cagtataaat
tgttttaaac

Pleurotus cornucopiae

tgetgaagge
tgctggagec
tgtcagagac
ggttagaagt
catcaccgtt
tzaatgaget
tggatcataa
atcacttcta
tggatctgte
gticotgttt
acigagctag
catattactsg
aagatcacag
actctettce
tatactatat
gaaaatctgt
ctegitiaza
taacpctega
tgpcgetgaa
ataccgattce
ggaaateice
gtaiaatgat
sagtgcaatce
cgaaaaciga
tatatitgeg
ataaatictt
giggtggttt
taattgatgg
tctitegtige
attcttaaaza

gic
Val

atg
Maet

tce
Ser

aac
Asn

tet
Ser

€88
Gly

85

cag
Glin

tgg ctg
Trp Leu
100

acc cat gtg
Thr His Val
115

ttg
ey

gEg
Gly

caa
ain

aat
Asn

aac
Asn

cte
Leu

tie
Phe

cag
Gin

fca
Ser

cat
His

tct cte ¢ic
Ser Leu Leu

ttg act gea
l.eu Thr Ala
25

gic gec gag
Val Gly Giu
40

cag
Gin

tee
Pro
55

cCe
Pro

act
Thr

aac
Asn

gaa
Glu
70

tect
Ser
9

fte
Phe

tac
Tyr

age tet
Ser Ser
105

agg
Arg

gat gag fte
Asp Glu Phe
120

acc
Thr

aat
Asn

gtt
Val

gea

10
aga
Lys

coc
Pro

teg ggt

Ser

agt
Ser

gaa
Gig
0

gag
Glu

age
Ser

Gly

geg
Ala

cet
Pro

cge
Arg

aag

acc
Thr

gac
Asp

cca
Pro

caa
Gin

aat
Asn
75

gee
Ala

gaa
Glu

aca
Tar

tctegctppag
tetgetegag
ctcggtgaaa
ticagattta
agaagtgcta
zggatiggaa
tcagagggat
afggagtatc
cagcgttaat
caiggcagce
gatgtaaaag
gaataggaca
gettccagtt
agtattictt
aaggagattia
aacactgaic
gatacteggca
aattatatcp
geatgtaage
tgtgacgage
aagtigegtt
gataficatt
ftatgctect
aatgaatgtg
gaazatacci
accttttaag
¢ggetgcaat
gatgtaatca
ftatcaaatt
aaaaaaaaaa

aat
Asn

tgg tac
Trp Tyr

cte
Leu

get teg
Gly Ser
30

act tat
Thr Tyr

cac
His

45

act
Thr

gge gtt
Gly Val
60

tet
Ser

cat
His

gtt
Vai

atc
I1e
95

gtg
Val

gag
Glu

gat ttg teg
Asp Leu Trp
110

a8g CCA acc
Lys Pro Thr

125

gcectectige
getetgeteg
gititactca
ttticgrtes
ttcatggigs
tgactcegaa
agccatctaa
tgpgatacatt
aagecageeg
ttcactgateg
azgatatict
cattctigga
ctggaaaaay
tgatggattc
tcaccacgac
atgatgggat
tgtoctgateg
aaccaaaaac
acatcicttg
raacccacga
caggetitaa
acatgtecct
tcagtagaga
taatgtcigt
gactgttctg
agtgattcaa
caatcttict
atgtcacaaa
acaattatge
aaaaa

gaa
Gly
15

ace
Thr

ctt
Leu

cte
Ley

gga
Gly

tet
Ser

ctg gza

Leu

gic
Val

ctc
Leu

cag
Gln

asg
Lys

Gly

tca
Ser
80

ace
Thr

tee
Ser

gag
Glu

60
120
180
240
300
360
420
480
540
650
660
720
180
840
900
960

1020
1080
1140
1200
1260
1320
1380
14440
1500
1560
1620
1680
1740
1795

48

96

144

182

246

288

336

184



aag att geoc cag get caz cte ctt
Lys tle Ala Gin Ala Gin Leu Leu

130

210> 5
Qi1y 143
{212> PRT

cgt
Arg
135

<213> Pleurotus cornucopiae

40> 5

1

Gly Ser Thr Met
20

Thr Tyr His Ser
35

Gly Arg Tyr Asn
50

Trp Ala VYal Ser
65

Thr Trp Ser Gly
85

GIn Trp Leu Leu
100

Thr His Val Gly
115

Lys lie Ala Gin
130

Q107 5

Q15 426
{212>  DNA
IE)

{220
221>
222>
(213>

{4007 6
atg ica gac
Wiet Ser Asp
1

gtt
Val

zac tcc aag
Asn Ser Lys
20

atg
et

aag tac ctc
Lys Tyr lLeu
35

tee
Ser

tat
Tyr

get cgc
Gly Arg
50

gdac
Asn

ice
Ser

gia
Val

teg
Trp
85

gCE
Ala

age gga
Ser Gly

cag tic
GIn Phe
a5

ttg
Leu

tig
Ley

fca icg
Ser Ser
100

Met Lys Asp Val Gln Ser Leus Leu
5

Asn

Asn

L.eu

Phe

Gin

Ser

His

Ala

CD$
(1).. (428}

caa
Gin
5

gaa
Glu

aga
Lys

cte
Ley

tgg
Trp

tic
Phe

age
Ser

Thr

Leu Thr Ala
25

Asn
Val Gly Glu Val
40

Gin Pro Pro
55

Ser

Glu Asn Thr
70

Tyr Phe Ser Glu
90

Ser

Arg Ser Ser Glu
105

ksp Giu Phe Ser
120

Gin feu Leu Arg
135

Pleurotus cornucopiae

tet tca cte
Ser Ser Leu

ace
Thr

ttg act gca
Leu Thr Ala
25

aac
Asn

gat
Asp

gtt gge
Val Gly
40

gte
Val

cag
Gin

coe
Pro
55

cece
Pro

BCE
Ala

agt
Ser

Edg
Giu
70

aac

Asn Lys

tet
Ser

tcg tet
Ser Sar
90

Bag
Glu

act
Thr

gcg cgt ggg
Ata Arg Gly
105

cege
Arg

Gly
10

Lys
Pro
Gly
Ala
Pro
Arg

Lys

Arg

gg2
10

aza
Lys

tac
Tyr

Gly

aaa atf
e His Ser

cca
Pro

gac

Asp

& €da ggc

tte
Phe

ggg tig aag
Gly Leu Lys
140

Thr Trp Tyr Asn

Asp Gly Ser Leu
30

Pre Thr Tyr His
45

Gln Gly Val Thr
60

Asn Val His Ser

75

Ata Glu Val 1le
5

Glu Asp Leu Trp
10
Thr Lys Pro Thr
125

Gly Leu Lys Phe
140

aat
Asn

ace tpg tac
Thr Trp Tyr

cic
Leu

gac ggl act
Asp Giy Thr
30

gtg cce tac
Val Pro Tyr
45

tca
Pro

gtic
Val

gct
Gln Gly Ala

60
cat tec get

Ala

acg
Thr
75

gtg att ctt act
Val ite Leu Thr
85

gta tgg gaa tcc
Val Trp Glu Ser
110

E&E
Giu

Glu

15

Thr

feu

Leu

Vai

Leu

Gln

Lys

Glu

gaa
Glu
15

act
Thr

cte
Ley

fga

Leu

Ser
Gly
Ser
80

Thr

Ser

Gly

cte
l.eu

g£ga
Gly

tct
Ser

ctt ggg

Ley

ata
Thr

cag
Gin

aca
Thr

Gly

tgg
Tro
80

tgg
Trp

cit
Leu

432

48

98

i44

192

240

288

136



g
v

get cat get caa cte cat tgt cge
Ala His Ala Gin Leu His Cys Arg

130

21y 1

211> 141
212> PRT
N

400 7
WMet Ser Asp Val
i

Asn Ser Lys Met
20

Lys Tyr Leu Ser
35

Giy Arg Tyr Asn
50

Trp Ala Val Ser
65

Ser Giy Gln Phe
&5

Leu Leu Ser Ser
160

Yal Gly Asn Asp
115

Ata His Atla Gln
130

210> 8

ey 2
{212> PRT
Q213

{220y
<223

400> 8

Met Ala
1

Thr Pro

Het

Thr
20
Gin

Ser
Val
Gly

35
Lys

Ser Glu

Aia Met Met

[le Ala

lLev Met Thr Leu

Lys Gly Ile
180
Glu

e

Leu Gly Tyr
115
Leu Ala
130

Thr

e Cys
Glu

Thr

Leu lLeu

145

Giu Afa Val

Thar Glu Ser

180

£ys

ig gee aat gat teg ttt aca aag
al Giy Asn Asp Ser Phe Thr Lys
15

Gin
5

Giu
Lys
Leu
Trp
Phe
Ser
Ser

Leu

Thr

5
Ala
Thr
Gly
Val
Ala
Thr
Glu
Leu
e
Val

165
Thr

acg
Thr
120

gea
Ala
135

Pleurotus corpuccpiae

Ser Ser Leu Thr

Ley Thr Ala
25

Asn

Yai Gly Asp Val

40

Gln Pro Pro
55

Ala

Glu Asn Ser
70

Lys

Ser Giu Ser Ser
9

Thr Ala Arg Giy
105
Phe Thr Lys Thr
120

His Cys Arg Ala
135

Artificial Seguence

Gly Gly

Pro Leu Ala Gly

25

Val Ala Ala Gly
40

Thr Glu lle
55

Aia

Arg

Lys
70
Gly

Gly Asp

Ser Gly Ser

Ser Leu Tyr Lys
105

Ser Ala
120

Leu

Val

Vai
135
Ser

L.ys
Ile

| e Asn Gln

150
Ata Leu Lys His

Thr Val His

185

Ser

BCg
Ala

cCg
Pro

Giy
16

Lys
Tyr
Gly
ile
Pro
Asp
Ala

Pro

Fusion protein BioEase Tag-SITH-1

Gin Gln Met Gly

10
Thr

Glu
Ala
Ala
Asp

80
Lys
Thr
Leu
Lys
Val

170
Thr

4

ccg act gag
Pro Thr Glu
125
agg ttg aag taa
Arg Leu Lys
140

Thr Trp Tyr Asn

Asp Gly ¥hr
30

Leu

Vai Pro Tyr
45

Pro

Gln Giy Val
60

Ala

His Ser Ala
75

Thr
Vai Ile Leu Thr
95
Vai Trp Glu Ser
110
Pro Thr Giu Gin
25

Arg Leu Lys
140

Met Gly

Val
30
Ile

ile Trp Lys

Vat Leu
45
hla

Leu
Ala Gin
60
Ata

Gly

Val
75
Leu

Val

Tyr Asp Asp
Gtu
110

Arg

Ser

Thr
125
Ala

Gly Lys

Ala Ala

140

Arg Thr Thr Thr

155
Ser Leu

Thr Ser

Yal Thr

190

Asp Ser

Giu
15

Thr

Leu

Ley

Thr

Gln

Thr

Ata

15
Leu
Leu
Thr
Asp
Asp

95
Phe
Leu
Thr
Asp
Ala

175
Ser

cag cag atc
Gin Gin lle

Leu

Gly

Ser

Gly

Trp

a0
Trp

Leu

Ala
Glu
Val
Thr

80
Asp
Ala
Lys
et
Leu
150

Ser

Gln

384

428



Prao Thr

Ser Trp
2140
Cys fle

225

Thr Glu

Asp Ser

210>
{211
€212
213

220>
223>

{4007

Lys Asn Lys Glu Ser Arg
195 200
Val Gin Ala Leu Thr Thr
215
Met Met lle Phe Fle Thr
230
Lys Ser Giu VYaf Gin Ser
245
Lev Asn Giu Ala 1le lle
260

g

816

DNA

Artificial Sequence

Lys Lys lie
Ala Ser Gly

Cys Ser Trp
235
Tyr Ala Ser
250
Pro Lys Thr
265

Glu Giy Lys
ite lie Ley
220

Thar Thr Glu
Ser Yal Giu

Gle Met Asn
270

DNA encoding fusion protein Biokase Tag-$|TH-1

9

atggctagca tgactggtge acagcaaatg
gececgetge caggeactat ciggaaggie
gegcgaggtge tgctgatict ggaageceaty
geegegaccg tgegeggtat cgeggigaaa
cigatgacce fgpcgggete ifggatecegat
acaagtitgt acaaaaaage aggctecgaa
getactgegaa agactegtit asagatacig
geaataacta tgttaacgct ggaaaitaia
gaagcigtga ctgigrcget gaagcatgta
actactictg tacataccga tictgtracg
asazaaaitg aagegaaatc tccazagtiige
atcctactgt titgtataat gatgatatic
acagagaaga gigaagtgea atcitatget
gaggcetatta taccgasaac igaaaigaat

210>
211>
{212
{213»

(220>
223>

460>

10

20

DNA

Artificial Sequence

primer SiTHINtersGW-F
i0

ggatatgaag aazaagigtc 20

{210
Q2115
(212
213>

{220,
223>

<4007

1

20

DNA

Artificiai Sequence

primer SITHICtarmGE-R
11

ttacasatic atttcagttt 20

getattater
ctggecagceg
aagatggaaa
greggegacg
cigtacgacg
ticgeeotty
geatgictea
tcgaacczaa
agcacatcic
ageccaaccca
gttcaggett
attacatgtt
tcitcagtag
gigtaa

gCgCCgRLac
aaggccagac
ccgaaatceg
cgetpmeget
atgacgataa
gatatgaaga
tegttttaat
aacgtaccac
ttgecageig
tgazdaaacaa
taactacage
cciggaccac
agactitaga

Ser Pro
Leu Phe

Lys Asp
249

Thr Leu

255

Val

271

cccggtgace
getegccgea
cgctgrecag
tggtgacacc
gegaattaic
aaaagigica
actagctace
tagctgatcte
cactgaatce
agaatcgage
aictggaatt
agaaaaagat
ctctttaaat

60
120
180
240
300
160
420
480
540
600
660

720
780
816



