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SEQUENCE LISTING 

<110> GENOMIX CO., LTD. 

OSAKA UNIVERSITY 

<1-20> Tissue—regeneration promoter using recruitment of bone marrow mesenchymal 

stem cells and/or pluripotent stem cells 	in blood 

<130> G6—A0901P 

<150> JP 2009-247143 

<151> 2009-10-28 

<160> 32 

<170> Patentln version 3.4 

<210> 1 

<211> 215 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr 

1 5 10 15 

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro 

20 25 30 

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg 

35 40 45 

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala 

50 55 60 

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro 

65 70 75 80 

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys 

85 90 95 

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys 

100 105 110 

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys 

115 120 125 

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr 

130 135 140 

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala 

145 150 155 160 

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val 

165 170 175 

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu 
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180 

Asp Glu Glu Asp Glu Glu Glu Glu 

195 	 200 

Glu Glu Asp Asp Asp Asp Glu 

210 	 215 

<210> 	2 

<211> 	648 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	2 

atgggcaaag gagatcctaa gaagccgaga 

185 

Glu Asp Glu 

ggcaaaatgt 

190 

Glu Asp Glu Asp Glu 

205 

catcatatgc attttttgtg 60 

caaacttgtc gggaggagca taagaagaag cacccagatg cttcagtcaa cttctcagag 120 

ttttctaaga agtgacaga gaggtggaag accatgtctg ctaaagagaa aggaaaattt 180 

gaagatatgg oaaaagcgga caaggcccgt tatgaaagag aaatgaaaac ctatatocct 240 

cccaaagggg agacaaaaaa gaagttcaag gatcccaatg cacccaagag gcctccttcg 300 

goottottcc tcttctgotc tgagtatcgc ccaaaaatca aaggagaaca tcctggcctg 360 

tccattggtg atgttgcgaa gaaactggga gagatgtgga ataacactgc tgcagatgac 420 

aagcagcctt atgaaaagaa ggotgcgaag ctgaaggaaa aatacgaaaa ggatattgct 480 

gcatatcgag ctaaaggaaa gcctgatgca gcaaaaaagg gagttgtcaa ggctgaaaaa 540 

agcaagaaaa agaaggaaga ggaggaagat gaggaagatg aagaggatga ggaggaggag 600 

gaagatgaag aagatgaaga tgaagaagaa 

<210> 	3 

<211> 	215 

<212> 	PRT 

<213> 	Mus musculus 

<400> 	3 

Met Gly Lys Gly Asp Pro Lys Lys 

1 	 5 

Ala Phe Phe Val Gln Thr Cys Arg 

20 

Asp Ala Ser Val Asn Phe Ser Glu 

35 	 40 

Trp Lys Thr Met Ser Ala Lys Glu 

50 	 55 

Lys Ala Asp Lys Ala Arg Tyr Glu 

65 	 70 

Pro Lys Gly Glu Thr Lys Lys Lys 

85 

Arg Pro Pro Ser Ala Phe Phe Leu 

gatgatgatg 

Pro Arg Gly 

10 

Glu Glu His 

25 

Phe Ser Lys 

Lys Gly Lys 

Arg Glu Met 

75 

Phe Lys Asp 

90 

Phe Cys Ser 

atgaataa 

Lys Met Ser Ser Tyr 

15 

Lys Lys Lys His Pro 

30 

Lys Cys Ser Glu Arg 

45 

Phe Glu Asp Met Ala 

60 

Lys Thr Tyr 	lle Pro 

80 

Pro Asn Ala Pro Lys 

95 

Glu Tyr Arg Pro Lys 

648 
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100 105 110 

Ile Lys Gly Glu His Pro Gly Leu Ser 	Ile Gly Asp Val 	Ala Lys Lys 

115 	 120 125 

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr 

130 	 135 140 

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala 

145 	 150 155 160 

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val 	Val 

165 170 175 

Lys Ala Glu Lys Ser Lys Lys Lys Lys 	Glu Glu Glu Asp Asp Glu Glu 

180 185 190 

Asp Glu Glu Asp Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Glu 

195 	 200 205 

Glu Glu Asp Asp Asp Asp Glu 

210 	 215 

<210> 	4 

<211> 	648 

<212> 	DNA 

<213> 	Mus musculus 

<400> 	4 

atgggcaaag gagatcctaa aaagccgaga ggcaaaatgt cctcatatgc attctttgtg 60 

caaacttgec gggaggagca caagaagaag cacccggatg cttctgtcaa ettetcagag 120 

ttctccaaga agtgctcaga gaggtggaag accatgtctg ctaaagaaaa ggggaaattt 180 

gaagatatgg caaaggctga caaggctcgt tatgaaagag aaatgaaaac etacatcoco 240 

cccaaagggg agaccaaaaa gaagttcaag gaccccaatg cacccaagag gcotccttcg 300 

cccaaaatca aaggcgagca toctggetta 360 gccttottct tgttctgttc tgagtaccgc 

tccattggtg atgttgcaaa gaaactagga gagatgtgga acaacactgc agcagatgac 420 

aagcagccct atgagaagaa agctgccaag ctgaaggaga agtatgagaa ggatattgot 480 

gcctacagag ctaaaggaaa acctgatgca gcgaaaaagg gggtggtcaa ggctgaaaag 540 

agcaagaaaa agaaggaaga ggaagatgat gaggaggatg aagaggatga ggaagaggag 600 

gaagaagagg aagacgaaga tgaagaagaa gatgatgatg atgaataa 648 

<210> 	5 

<211> 	215 

<212> 	PRT 

<213> 	Rattus norvegicus 

<400> 	5 

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr 

1 	 5 10 15 

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro 



4/17 

20 25 30 

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg 

35 	 40 45 

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala 

50 	 55 60 

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro 

65 	 70 75 80 

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys 

85 90 95 

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys 

100 105 110 

Ile Lys Gly Glu His Pro Gly Leu Ser 	Ile Gly Asp Val 	Ala Lys Lys 

115 	 120 125 

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr 

130 	 135 140 

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala 

145 	 150 155 160 

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val 	Val 

165 170 175 

Lys Ala Glu Lys Ser Lys Lys Lys Lys Giu Glu Glu Asp Asp Glu Glu 

180 185 190 

Asp Glu Glu Asp Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Glu 

195 	 200 205 

Glu Glu Asp Asp Asp Asp Glu 

210 	 215 

<210> 	6 

<211> 	648 

<212> 	DNA 

<213> 	Pettus norvegicus 

<400> 	6 

atgggcaaag gagatcctaa gaagccgaga ggcaaaatgt cctcatatgc attctttgtg 60 

caaacctgcc gggaggagca caagaagaag cacccggatg cttctgtcaa ottetcagag 120 

ttctccaaga agtgctcaga gaggtggaag accatgtctg ctaaagaaaa ggggaaattt 180 

gaagatatgg caaaggctga caaggctcgt tatgaaagag aaatgaaaac ctacatcocc 240 

cccaaagggg agaccaaaaa gaagttcaag gaccccaatg cccccaagag gcctccttcg 300 

gccttcttct tgttctgttc tgagtaccgc ccaaaaatca aaggcgagca tcctggctta 360 

tccattggtg atgttgcgaa gaaactagga gagatgtgga acaacactgc tgcggatgac 420 

aagcagccct atgaaaagaa ggccgccaag ctgaaggaga agtatgagaa ggatattgct 480 

gcctacagag ctaaaggaaa acctgatgca gogaaaaagg gggtggtcaa ggctgagaag 540 

agcaagaaaa agaaggaaga ggaagacgac gaggaggatg aagaggatga ggaagaggag 600 

gaagaggagg aagacgaaga tgaagaagaa gatgatgatg atgaataa 648 
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<210> 	7 

<211> 	209 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	7 
Met Gly Lys Gly Asp Pro Asn Lys Pro Arg Gly Lys Met Ser Ser Tyr 
1 	 5 10 15 
Ala Phe Phe Val Gln Thr Cys Arg Glu 	Glu His Lys Lys Lys His Pro 

20 25 30 
Asp Ser Ser Val Asn Phe Ala Glu Phe Ser Lys Lys Cys Ser Glu Arg 

35 	 40 45 
Trp Lys Thr Met Ser Ala Lys Glu Lys Ser Lys Phe Glu Asp Met Ala 

50 	 55 60 
Lys Ser Asp Lys Ala Arg Tyr Asp Arg Glu Met Lys Asn Tyr Val Pro 
65 	 70 75 80 
Pro Lys Gly Asp Lys Lys Gly Lys Lys Lys Asp Pro Asn Ala Pro Lys 

85 90 95 
Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu His Arg Pro Lys 

100 105 110 
Ile Lys Ser Glu His Pro Gly Leu Ser 	Ile Gly Asp Thr Ala Lys Lys 

115 	 120 125 
Leu Gly Glu Met Trp Ser Glu Gln Ser Ala Lys Asp Lys Gln Pro Tyr 

130 	 135 140 
Glu Gln Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala 
145 	 150 155 160 
Ala Tyr Arg Ala Lys Gly Lys Ser Glu Ala Gly Lys Lys Gly Pro Gly 

165 170 175 
Arg Pro Thr Gly Ser Lys Lys Lys Asn Glu Pro Glu Asp Glu Glu Glu 

180 185 190 
Glu Glu Glu Glu Glu Asp Glu Asp Glu 	Glu 	Glu Glu Asp Glu Asp Glu 

195 	 200 205 
Glu 

<210> 	8 
<211> 	630 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	8 
atgggtaaag gagaccccaa caagccgcgg ggcaaaatgt cctcgtacgc cttcttcgtg 60 
cagacctgcc gggaagagca caagaagaaa cacccggact cttccgtcaa tttogcggaa 120 
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ttctccaaga agtgttcgga gagatggaag accatgtctg caaaggagaa gtcgaagttt 180 

gaagatatgg caaaaagtga caaagctcgc tatgacaggg agatgaaaaa ttacgttcct 240 

cccaaaggtg ataagaaggg gaagaaaaag gaccocaatg ctoctaaaag gccaccatct 300 

gccttcttcc tgttttgctc tgaacatcgc ccaaagatca aaagtgaaca ccctggccta 360 

tccattgggg atactgcaaa gaaattgggt gaaatgtggt ctgagcagtc agccaaagat 420 

aaacaaccat atgaacagaa agcagctaag ctaaaggaga aatatgaaaa ggatattgct 480 

gcatatcgtg ccaagggcaa aagtgaagca ggaaagaagg gccctggcag gccaacaggc 540 

tcaaagaaga agaacgaacc agaagatgag gaggaggagg aggaagaaga agatgaagat 600 

gaggaggaag agiatgaaga tgaagaataa 630 

<210> 	9 

<211> 	210 

<212> 	PRT 

<213> 	Mus musculus 

<400> 	9 

Met Gly Lys Gly Asp Pro Asn Lys Pro Arg Gly Lys Met Ser Ser Tyr 

1 5 	 10 15 

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro 

20 	 25 30 

Asp Ser Ser Val Asn Phe Ala Glu Phe Ser Lys Lys Cys Ser Glu Arg 

35 40 45 

Trp Lys Thr Met Ser Ala Lys Glu Lys Ser Lys Phe Glu Asp Leu Ala 

50 55 60 

Lys Ser Asp Lys Ala Arg Tyr Asp Arg Glu Met Lys Asn Tyr Val 	Pro 

65 70 	 75 80 

Pro Lys Gly Asp Lys Lys Gly Lys Lys Lys Asp Pro Asn Ala Pro Lys 

85 	 90 95 

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Asn Arg Pro Lys 

100 	 105 110 

Ile 	Lys 	Ile Glu His 	Pro Gly Leu Ser 	Ile 	Gly Asp Thr Ala Lys Lys 

115 120 125 

Leu Gly Glu Met Trp Ser Glu Gln Ser Ala Lys Asp Lys Gln Pro Tyr 

130  135 140 

Glu Gln Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala 

145 150 	 155 160 

Ala Tyr Arg Ala Lys Gly Lys Ser Glu Ala Gly Lys Lys Gly Pro Gly 

165 	 170 175 

Arg Pro Thr Gly Ser Lys Lys Lys Asn Glu Pro Glu Asp Glu Glu Glu 

180 	 185 190 

Glu 	Glu 	Glu Glu Glu Glu Glu Glu Asp Asp Glu Glu Glu Glu Glu Asp 

195 200 205 

Glu 	Glu 

210 
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<210> 	10 

<211> 	633 

<212> 	DNA 

<213> 	Mus musculus 

<400> 	10 

atgggcaagg gtgaccccaa caagccgcgg ggcaaaatgt cctcgtacgc cttcttcgtg 60 

cagacctgcc gcgaggagca caagaagaag catcccgact cgtcggtgaa cttcgocgag 120 

ttaccaaga aatgctccga gagatggaag accatgtctg caaaggaaaa gtccaagttt 180 

gaagatttgg ccaagagcga caaagotcgt tatgacaggg agatgaagaa ctatgttcct 240 

cocaaagggg ataagaaagg aaagaaaaaa gaccccaatg ctccgaagag accaccgtct 300 

gcuttettcc tglittgcto tgaaaatcgc ccaaagatca aaattgaaca cocaggcctg 360 

tctattggag atactgcgaa gaaactgggt gagatgtggt ctgagcaatc tgccaaagat 420 

aaacaaccgt atgagcagaa agoagotaaa ctaaaggaga agtatgaaaa ggatattgct 480 

gcataccgtg ccaagggcaa aagtgaagca ggaaagaagg gtoctggtag gocaacaggc 540 

tcaaagaaga agaacgaacc agaagatgag gaggaggaag aagaggagga agaggaggaa 600 

gatgacgagg aagaagagga ggatgaagaa taa 633 

<210> 	11 

<211> 	210 

<212> 	PRT 

<213> 	Rattus norvegicus 

<400> 	11 

Met Gly Lys Gly Asp Pro Asn Lys Pro Arg Gly Lys Met Ser Ser Tyr 

1 	 5 10 15 

Ala Phe Phe Val Gln Thr Cys Arg Glu 	Glu 	His Lys Lys Lys His Pro 

20 25 30 

Asp Ser Ser Val Asn Phe Ala Glu Phe Ser Lys Lys Cys Ser Glu Arg 

35 	 40 45 

Trp Lys Thr Met Ser Ala Lys Glu Lys Ser Lys Phe Glu Asp Leu Ala 

50 	 55 60 

Lys Ser Asp Lys Ala Arg Tyr Asp Arg Glu Met Lys Asn Tyr Val Pro 

65 	 70 75 80 

Pro Lys Gly Asp Lys Lys Gly Lys Lys Lys Asp Pro Asn Ala Pro Lys 

85 90 95 

.Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu His Arg Pro Lys 

100 105 110 

Ile Lys Ser Glu His Pro Gly Leu Ser 	Ile Gly Asp Thr Ala Lys Lys 

115 	 120 125 

Leu Gly Glu Met Trp Ser Glu Gln Ser Ala Lys Asp Lys Gln Pro Tyr 

130 	 135 140 



8 / 17 

Glu Gln Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala 

145 	 150 	 155 160 

Ala Tyr Arg Ala Lys Gly Lys Ser Glu Val 	Gly Lys Lys Gly Pro Gly 

165 	 170 175 

Arg Pro Thr Gly Ser Lys Lys Lys Asn Glu Pro Glu Asp Glu Giu Glu 

180 	 185 190 

Glu Glu Glu Glu Glu Asp Asp Glu Asp Glu Glu Glu Glu Asp Glu Asp 

195 	 200 205 

Glu Gfu 

210 

<210> 	12 

<211> 	633 

<212> 	DNA 

<213> 	Rattus norvegicus 

<400> 	12 

atgggcaagg gggaocccaa caagccgcgg ggcaagatgt cctcgtacgc cttottcgtg 60 

cagacctgcc gggaggagca caagaagaag catoccgact cgtoggtcaa cttcgccgag 120 

ttctcgaaga aatgttogga gagatggaag accatgtotg ccaaggaaaa gtcgaagttt 180 

gaggatttgg ccaagagcga caaagctcgt tatgacaggg agatgaagaa ctatgttoct 240 

occaaaggtg ataagaaagg aaagaaaaaa gatccaaatg ctcccaagag accaccgtct 300 

gcottcttco tgttttgotc tgaacatcgc ccaaagatca aaagtgaaca occoggoctg 360 

tctattggag atactgcaaa gaaactgggg gagatgtggt ctgagcaatc tgccaaagat 420 

aaacaaccgt atgagcagaa agcagctaaa ctaaaggaga agtatgaaaa ggatattgct 480 

gcataccgtg ccaagggcaa aagtgaagta ggaaagaagg gtcctggtag gccaacaggc 540 

tcaaagaaga agaatgaacc agaagatgag gaagaggagg aggaggaaga agatgatgaa 600 

gatgaagagg aggaagatga ggatgaagaa taa 633 

<210> 	13 

<211> 	200 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	13 

Met Ala Lys Gly Asp Pro Lys Lys Pro Lys Gly Lys Met Ser Ala Tyr 

1 	 5 	 10 15 

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys Asn Pro 

20 	 25 30 

Glu Val Pro Val Asn Phe Ala ON Phe Ser Lys Lys Cys Ser Glu Arg 

35 	 40 45 

Trp Lys Thr Met Ser Gly Lys Glu Lys Ser Lys Phe Asp Glu Met Ala 

50 	 55 60 
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Lys Ala Asp Lys Val Arg Tyr Asp Arg Glu Met Lys Asp Tyr Gly Pro 

65 	 70 75 80 

Ala Lys Gly Gly Lys Lys Lys Lys Asp Pro Asn Ala Pro Lys Arg Pro 

85 90 95 

Pro Ser Gly Phe Phe Leu Phe Cys Ser Glu Phe Arg Pro Lys Ile Lys 

100 105 110 

Ser Thr Asn Pro Gly Ile Ser 	Ile Gly Asp Val Ala Lys Lys Leu Gly 

115 	 120 125 

Giu Met Trp Asn Asn Leu Asn Asp Ser Giu Lys Gln Pro Tyr Ile Thr 

130 	 135 140 

Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Val Ala Asp Tyr 

145 	 150 155 160 

Lys Ser Lys Gly Lye Phe Asp Gly Ala Lys Gly Pro Ala Lys Val 	Ala 

165 170 175 

Arg Lys Lys Val Glu Glu Glu Asp Glu Glu 	Glu Glu 	Glu Glu Glu Glu 

180 185 190 

Glu Glu Glu Glu flu Glu Asp Glu 

195 	 200 

<210> 	14 

<211> 	603 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	14 

atggctaaag gtgacoccaa gaaaccaaag ggcaagatgt ccgcttatgc cttctttgtg 60 

cagacatgca gagaagaaca taagaagaaa aacccagagg tccctgtcaa ttttgcggaa 120 

ttttccaaga agtgctctga gaggtggaag acgatgtccg ggaaagagaa atctaaattt 180 

gatgaaatgg caaaggcaga taaagtgcgc tatgatcggg aaatgaagga ttatggacca 240 

gctaagggag gcaagaagaa gaaggatcct aatgctccca aaaggccacc gtctggattc 300 

ttectatct gttcagaatt ccgcoccaag atcaaatcca caaaccccgg catctctatt 360 

ggagacgtgg caaaaaagct gggtgagatg tggaataatt taaatgacag tgaaaagcag 420 

cattacatca ctaaggcggc aaagotgaag gagaagtatg agaaggatgt tgagactat 480 

aagtcgaaag gaaagtttga tggtgcaaag ggtoctgeta aagttgcccg gaaaaaggtg 540 

gaagaggaag atgaagaaga ggaggatgaa gaagaggagg aggaggagga ggaggatgaa 600 

tea 603 

<210> 	15 

<211> 	200 

<212> 	PRT 

<213> 	Mus musculus 

<400> 15 
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Met Ala Lys Gly Asp Pro Lys Lys Pro Lys Gly Lys Met Ser Ala Tyr 

1 	 5 10 15 

Ala Phe Phe Val Gin Thr Cys Arg Glu 	Glu 	His Lys Lys Lys Asn Pro 

20 25 30 

Glu Val 	Pro Val Asn Phe Ala Glu Phe Ser Lys Lys Cys Ser Glu Arg 

35 	 40 45 

Trp Lys Thr Met Ser Ser Lys Glu Lys Ser Lys Phe Asp Glu Met Ala 

50 	 55 60 

Lys Ala Asp Lys Val Arg Tyr Asp Arg Glu Met Lys Asp Tyr Gly Pro 

65 	 70 75 80 

Ala Lys Gly Gly Lys Lys Lys Lys Asp Pro Asn Ala Pro Lys Arg Pro 

85 90 95 

Pro Ser Gly Phe Phe Leu Phe Cys Ser Glu Phe Arg Pro Lys Ile Lys 

100 105 110 

Ser Thr Asn Pro Gly Ile Ser 	Ile Gly Asp Val Ala Lys Lys Leu Gly 

115 	 120 125 

Glu Met Trp Asn Asn Leu Ser Asp Asn Glu Lys Gln Pro Tyr Val 	Thr 

130 	 135 140 

Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Val Ala Asp Tyr 

145 	 150 155 160 

Lys Ser Lys Gly Lys Phe Asp Gly Ala Lys Gly Pro Ala Lys Val 	Ala 

165 170 175 

Arg Lys Lys Val Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu 

180 185 190 

Glu Glu Glu Glu Glu Glu Asp Glu 

195 	 200 

<210> 	16 

<211> 	603 

<212> 	DNA 

<213> 	Mus musculus 

<400> 	16 

atggctaaag gtgaccccaa gaaaccaaag ggcaagatgt ctgcttatgc cttetttgtg 60 

cagacatgca gggaagaaca taagaagaaa aacccagagg ttcccgtcaa ttttgctgag 120 

ttctccaaga agtgctcgga gaggtggaag accatgtcta gcaaagagaa atcaaagttt 180 

gatgaaatgg caaaggcaga taaagtccga tatgatcggg agatgaaaga ttatggacca 240 

gctaaaggag gcaagaagaa gaaggaccca aatgccccca aaagacctcc gtctggattt 300 

ttcttattct gctctgaatt ccgccccaag atcaaatcca caaaccctgg catctccatt 360 

ggagatgtgg caaaaaagct gggtgagatg tggaataact taagtgacaa tgaaaagcag 420 

ccttatgtca ccaaggcagc aaagctgaag gagaagtatg agaaggatgt tgctgactat 480 

aagtotaaag ggaagtttga tggtgccaag ggtcctgota aagttgcccg gaaaaaggtg 540 

gaagaagagg aagaggagga ggaagaggaa gaagaggagg aggaagagga ggaagatgaa 600 

taa 603 
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<210> 	17 

<211> 	89 

<212> 	PRT 

<213> 	Mus muscufus 

<400> 	17 

Met Pro Ser Glu Leu Glu Lys Ala Leu Ser Asn Leu 	Ile Asp Val Tyr 

1 	 5 10 15 

His Asn Tyr Ser Asn Ile Gln Gly Asn His His Ala -Lau Tyr Lys Asn 

• 20 25 30 

Asp Phe Lys Lys Met Val Thr Thr Glu Cys Pro Gln Phe Val Gln Asn 

35 	 40 45 

Ile Asn Ile Glu Asn Leu Phe Arg Glu Leu Asp Ile Asn Ser Asp Asn 

50 	 55 60 

Ala Ile Asn Phe Glu Glu Phe Leu Ala Met Val Ile 	Lys Val Gly Val 

65 	 70 75 80. 

Ala Ser His Lys Asp Ser His Lys Glu 

85 

<210> 	18 

<211> 	270 

<212> 	DNA 

<213> 	Mus musculus 

<400> 	18 

atgccgtotg aactggagaa ggcottgagc aacctcattg atgtctacca caattattcc 60 

aatatacaag gaaatcacca tgocctotac aagaatgact tcaagaaaat ggtcactact 120 

gagtgtoctc agtttgtgca gaatataaat atcgaaaact tgttcagaga attggacatc 180 

aatagtgaca atgcaattaa cttcgaggag ttccttgcga tggtgataaa agtgggtgtg 240 

gcatctcaca aagacagcca caaggagtag 270 

<210> 	19 

<211> 	89 

<212> 	PRT 

<213> 	Rattus norvegicus 

<400> 	19 

Met Ala Thr Glu Leu Giu Lys Ala Leu Ser Asn Val 	Ile 	Glu Val Tyr 

1 	 5 10 15 

His Asn Tyr Ser Giy Ile Lys Gly Asn His His Ala Leu Tyr Arg Asp 

20 25 30 
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—Asp Phe Arg Lys Met Val Thr Thr Glu Cys Pro Gln Phe Val Gln Asn 

35 40 45 

Lys Asn Thr Glu Ser Leu Phe Lys Glu Leu Asp Val Asn Ser Asp Asn 

50 55 60 

Ala Ile Asn Phe Glu Glu Phe Leu Ala Leu Val Ile Arg Val Gly Val 

65 70 	 75 80 

Ala Ala His Lys Asp Ser His Lys Glu 

85 

<210> 	20 

<211> 	270 

<212> 	DNA 

<213> 	Rattus norvegicus 

<400> 	20 

atgoaactg aactggagaa ggccttgagc aacgtcattg aagtctacca caattattct 60 

ggtataaaag ggaatcacca tocctctac agggatgact tcaggaaaat ggtcactact 120 

gagtgocctc agtttgtgca gaataaaaat accgaaagct tgttcaaaga attggacgtc 180 

aatagtgaca acgcaattaa cttcgaagag ttecttgogt tggtgataag ggtgggcgtg 240 

gcagctcata aagacagcca caaggagtaa 270 

<210> 	21 

<211> 	93 

<212> 	PRT 

<213> 	Homo sapiens 

<400> 	21 

Met Leu Thr Glu Leu Glu Lys Ala Leu Asn Ser Ile 	Ile Asp Val Tyr 

1 5 	 10 15 

His Lys Tyr Ser Leu 	Ile Lys Gly Asn Phe His Ala Val 	Tyr Arg Asp 

20 	 25 30 

Asp Leu Lys Lys Leu Leu Glu Thr Glu Cys Pro Gln 	Tyr 	Ile Arg Lys 

35 40 45 

Lys Gly Ala Asp Val 	Trp Phe Lys Glu Leu Asp Ile Asn Thr Asp Gly 

50 55 60 

Ala Val Asn Phe Gin Glu Phe Leu Ile Leu Val Ile Lys Met Gly Val 

65 70 	 75 80 

Ala Ala His Lys Lys Ser His Glu Glu Ser His Lys Glu 

85 	 90 

<210> 	22 

<211> 	282 
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<212> 	DNA 

<213> 	Homo sapiens 

<400> 	22 

atgttgaccg agctggagaa agccttgaac tctatcatcg acgtctacca caagtactcc 60 

ctgataaagg ggaatttcca tgccgtctac agggatgacc tgaagaaatt gctagagacc 120 

gagtgtccto agtatatcag gaaaaagggt gcagacgtct ggttcaaaga gttggatatc 180 

aacactgatg gtgcagttaa cttccaggag ttcctcattc tggtgataaa gatgggcgtg 240 

gcagcccaca aaaaaagcca tgaagaaagc cacaaagagt ag 282 

<210> 	23 

<211>. 	113 

<212> 	PRT 

<213> 	Mus musculus 

<400> 	23 

Met Ala Asn Lys Ala Pro Ser Gln Met Glu Arg Ser 	Ile Thr Thr 	Ile 

1 5 10 15 

lie Asp Thr Phe His Gin Tyr Ser Arg Lys Glu Gly His Pro Asp Thr 

20 25 30 

Leu Ser Lys Lys Glu Phe Arg Gin Met Val Glu Ala Gln Leu Ala Thr 

35 40 45 

Phe Met Lys Lys Glu Lys Arg Asn Glu Ala Leu Ile Asn Asp Ile Met 

50 55 60 

Glu Asp Leu Asp Thr Asn Gln Asp Asn Gln Leu Ser Phe Glu Glu cys 

65 70 75 80 

Met Met Leu Met Ala Lys Leu Ile Phe Ala Cys His Glu Lys Leu His 

85 90 95 

Glu Asn Asn Pro Arg Gly His Gly His Ser His Gly Lys Gly Cys Gly 

100 105 110 

Lys 

<210> 	24 

<211> 	342 

<212> 	DNA 

<213> 	Mus musculus 

<400> 	24 

atggccaaca aagcaccttc tcagatggag cgcagcataa ccaccatcat cgacacctto 60 

catcaatact ctaggaagga aggacaccct gacaccctga gcaagaagga attcagacaa 120 

atggtggaag cacagttggc aacctttatg aagaaagaga agagaaatga agccctcata 180 

aatgacatca tggaggacct ggacacaaac caggacaatc agctgagctt tgaggagtgt 240 



14 / 17 

atgatgctga tggcaaagtt gatctttgcc tgtcatgaga agctgcatga gaacaaccca 300 

cgtgggcatg gccacagtoa tggcaaaggc tgtgggaagt aa 342 

<210> 	25 

<211> 	113 

<212> 	PRT 

<213> 	Rattus norvegicus 

<400> 	25 

Met Ala Ala Lys Thr Gly Ser Gin Leu Glu Arg Ser 	Ile Ser Thr 	Ile 

1 	 5 	 10 15 

Ile Asn Val 	Phe His Gin Tyr Ser Arg Lys Tyr Gly His Pro Asp Thr.  

20 	 25 30 

Leu Asn Lys Ala Glu Phe Lys Glu Met Val Asn Lys Asp Leu Pro Asn 

35 	 40 45 

Phe Leu Lys Arg Glu Lys Arg Asn Glu Asn Leu Leu Arg Asp Ile Met 

50 	 55 60 

Glu Asp Leu Asp Thr Asn Gln Asp Asn Gln Leu Ser Phe Glu Glu Cys 

65 	 70 	 75 80 

Met Met Leu Met Gly Lys Leu Ile Phe Ala Cys His Glu Lys Leu His 

85 	 90 95 

Glu Asn Asn Pro Arg Gly His Asp His Arg His Gly Lys Gly Cys Gly 

100 	 105 110 

Lys 

<210> 	26 

<211> 	342 

<212> 	DNA 

<213> 	Rattus norvegicus 

<400> 	26 

atggctgcca aaacaggatc tcagctggag cgcagcataa gcaccatcat caatgttttc 60 

catcagtact ctaggaagta tggacatcct gacaccctga acaaggcgga attcaaagaa 120 

atggtgaata aggacttgcc aaattttctg aagagggaga aaagaaatga aaatctccta 180 

agagacatca tggaggacct ggacacaaac caggacaatc aactgtcctt tgaggagtgt 240 

atgatgctga tgggaaagtt gatctttgcc tgtcatgaga agctgcatga gaacaaccca 300 

cgtgggcatg accacaggca cggcaaaggc tgtgggaagt aa 342 

<210> 	27 

<211> 	116 

<212> 	PRT 
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<213> Homo sapiens 

<400> 	27 

Met Thr Cys Lys Met Ser Gln Leu Glu Arg Asn Ile Glu Thr Ile Ile 

1 	5 	 10 	 15 

Asn Thr Pro His Glu His Gln Tyr Ser Val 	Lys Leu Gly His Pro Asp 

20 	 25 	 30 

Thr Leu Asn Gin Gly Glu Phe Lys Glu Leu Val Arg Lys Asp Leu Gln 

35 	 40 	 45 

	

Asn Phe Leu Lys Lys Glu Asn Lys Asn Glu Lys Val 	Ile Glu His Ile 

50 	 55 	 60 

Met Glu Asp Leu Asp Thr Asn Ala Asp Lys Gln Leu Ser Phe Glu Glu 

65 	 70 	 75 	 80 

Phe Ile Met Leu Met Ala Arg Leu Thr Trp Ala Ser His Glu Lys Met 

85 	 90 	 95 

His Glu Gly Asp Glu Gly Pro Gly His His His Lys Pro Gly Leu Gly 

100 	 105 	 110 

Glu Gly Thr Pro 

115 

<210> 	28 

<211> 	345 

<212> 	DNA 

<213> 	Homo sapiens 

<400> 	28 

atgacttgca aaatgtcgca gctggaacgc aacatagaga ccatcatcaa caccttocac 60 

caatactctg tgaagctggg gcacccagac accctgaacc agggggaatt caaagagctg 120 

gtgcgaaaag atctgcaaaa ttttctcaag aaggagaata agaatgaaaa ggtcatagaa 180 

cacatcatgg aggacctgga cacaaatgca gacaagcagc tgagcttcga ggagttcatc 240 

atgctgatgg cgaggctaac ctgggcctcc cacgagaaga tgcacgaggg tgacgagggc 300 

cctggccacc accataagcc aggoctcggg gagggcaccc cctaa 345 

<210> 	29 

<211> 	63 

<212> 	DNA 

<213> 	Artificial 

<220> 

<223> 	An artificially synthesized nucleotide sequence 

<400> 	29 

atgcagacag acacactcct gctatgggta ctgctgctgt gggttccagg ttccactggt 60 
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gac 
	

63 

<210> 30 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 30 

Asp Tyr Lys Asp Asp Asp Lys 

1 5 

<210> 31 

<211> 220 

<212> PRT 

<213> Artificial 

<220> 

<223> An artificially synthesized peptide sequence 

<400> 31 

Met Ser Pro Ile Leu Gly Tyr Trp Lys Ile Lys Gly Leu Val Gln Pro 
1 5 10 15 

Thr Arg Leu Leu Leu Glu Tyr Leu Glu Glu Lys Tyr Glu Glu His Leu 
20 25 30 

Tyr Glu Arg Asp Glu Gly Asp Lys Trp Arg Asn Lys Lys Phe Glu Leu 

35 40 45 

Gly Leu Glu Phe Pro Asn Leu Pro Tyr Tyr 	Ile Asp Gly Asp Val Lys 

50 55 60 

Leu Thr Gln Ser Met Ala Ile 	Ile Arg Tyr 	Ile Ala Asp Lys His Asn 

65 70 75 80 

Met Leu Gly Gly Cys Pro Lys Glu Arg Ala Glu Ile 	Ser Met Leu Glu 

85 90 95 

Gly Ala Val Leu Asp Ile Arg Tyr Gly Val Ser Arg Ile Ala Tyr Ser 

100 105 110 

Lys Asp Phe Glu Thr Leu Lys Val Asp Phe Leu Ser Lys Leu Pro Glu 
115 120 125 

Met Leu Lys Met Phe Glu Asp Arg Leu Cys His Lys Thr Tyr Leu Asn 

130 135 140 

Gly Asp His Val 	Thr His Pro Asp Phe Met Leu Tyr Asp Ala Leu Asp 

145 150 155 160 
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Val Val Leu Tyr Met Asp Pro Met Cys Leu Asp Ala Phe Pro 

165 	 170 

Val 	Cys Phe Lys Lys Arg Ile Glu Ala 	Ile Pro Gln 	Ile Asp 

180 	 185 	 190 

Leu Lys Ser Ser Lys Tyr Ile Ala Trp Pro Leu Gln Gly Trp 

195 	 200 	 205 

Thr Phe Gly Gly Gly Asp His Pro Pro Lys Ser Asp 

210 	 215 	 220 

<210> 	32 

<211> 	660 

<212> 	DNA 

<213> 	Artificial 

<220> 

<223> 	An artificially synthesized nucleotide sequence 

<400> 	32 

atgtocccta tactaggtta ttggaaaatt aagggccttg tgcaacccac 

Lys Leu 

175 

Lys Tyr 

Gln Ala 

tcgacttctt 60 

ttggaatatc ttgaagaaaa atatgaagag catttgtatg agcgcgatga aggtgataaa 120 

tggcgaaaca aaaagtttga attgggtttg gagtttccca atcttcctta ttatattgat 180 

ggtgatgtta aattaacaca gtctatggcc atcatacgtt atatagctga caagcacaac 240 

atgttgggtg gttgtccaaa agagcgtgca gagatttcaa tgcttgaagg agcggttttg 300 

gatattagat acggtgtttc gagaattgca tatagtaaag actttgaaac totcaaagtt 360 

gattttctta gcaagotacc tgaaatgctg aaaatgttcg aagatcgttt atgtcataaa 420 

acatatttaa atggtgatca tgtaacccat cctgacttca tgttgtatga cgctcttgat 480 

gttgttttat acatggaccc aatgtgoctg gatgcgttcc caaaattagt ttgttttaaa 540 

aaacgtattg aagctatccc acaaattgat aagtacttga aatccagcaa gtatatagca 600 

tggcctttgc agggctggca agccacgttt ggtggtggcg accatcptcc aaaatcggat 660 


