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<210>  1
<211>  25
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  HD adaptor

<400>  1
gagatcgtat gccgtcttct gcttg                                             25

<210>  2
<211>  25
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  HD Adaptor

<400>  2
attgtcgtat gccgtcttct gcttg                                             25

<210>  3
<211>  30
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  5' Adaptor

<220>
<221>  misc_feature
<222>  (27)..(30)
<223>  n is any RNA base

<400>  3
gttcagagtt ctacagtccg acgatcnnnn                                        30

<210>  4
<211>  26
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Complementary oligonucleotide

<400>  4
gatcgtcgga ctgtagaact ctgaac                                            26
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<210>  5
<211>  28
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  3' Adaptor

<220>
<221>  misc_feature
<222>  (1)..(4)
<223>  n is any RNA base.

<400>  5
nnnnatctcg tatgccgtct tctgcttg                                          28

<210>  6
<211>  24
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Complementary oligonucleotide

<400>  6
caagcagaag acggcatacg agat                                              24

<210>  7
<211>  25
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Synthetic oligonucleotide

<220>
<221>  misc_feature
<223>  n is any base

<220>
<221>  misc_feature
<222>  (5)..(24)
<223>  n is a, c, g, or t

<220>
<221>  misc_feature
<222>  (25)..(25)
<223>  n is a fixed sequence

<400>  7
caaannnnnn nnnnnnnnnn nnnnn                                             25

<210>  8
<211>  26
<212>  RNA
<213>  Artificial Sequence

<220>
<223>  Ligation adaptor

<400>  8
guucagaguu cuacaguccg acgauc                                            26
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<210>  9
<211>  25
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Ligation adaptor

<220>
<221>  misc_feature
<222>  (1)..(1)
<223>  Adenosine diphosphate

<220>
<221>  misc_feature
<222>  (2)..(2)
<223>  Ribonucleotide

<400>  9
aatctcgtat gccgtcttct gcttg                                             25

<210>  10
<211>  30
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  HD adaptor

<220>
<221>  misc_feature
<222>  (27)..(27)
<223>  n is any base

<220>
<221>  misc_feature
<222>  (28)..(30)
<223>  n is any RNA base

<400>  10
gttcagagtt ctacagtccg acgatcnnnn                                        30

<210>  11
<211>  26
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  HD adaptor

<220>
<221>  misc_feature
<222>  (1)..(1)
<223>  Adenosine diphosphate

<220>
<221>  misc_feature
<222>  (2)..(4)
<223>  n is any RNA base

<220>
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<221>  misc_feature
<222>  (5)..(5)
<223>  n is any base

<400>  11
annnntcgta tgccgtcttc tgcttg                                            26
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