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Figure 1A

»>28F11 VH nucleotide sequence: (SEQ ID NO: 1}

CAGGTGCAGCTGETEGAGTCCGEGEGAGGCGTGGTCCAGCCTGGEGAGGTCCCTGAGACTCTC
CTGTGCAGCCTCTGGATTCAAGTTCAGTGGCTATGGCATGCACTGGGTCCGCCAGGCTCCAG
GCAAGGGGCTGGAGTGGGTGGCAGTTATATGGTATGATGGAAGTAAGARATACTATGTAGAC
TCCGTGRAAGGGUCECTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCARAT
GAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGACAAATGGGCTACTGGC
ACTTCCATCTCTGGGGCCGTGGCACCCTGGTCACTGTCTCCTCA

Figure 1B
»28F11 VH amino acid sequence: (SEQ ID NO: 2)

OVQILVESGGGVVOPGRSLRLSCAASGFKFSGYGMHWVRQAPGKGLEWVAVIWYDGSKKYYVD|
[EVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYY MGYWHFDLIWGRGTLVTVSS

Figure 1C

=28F11 VL nucleotide segquence: (SEQ ID NO: 3)
CAAATTCTGTTGACACAGTCTCCAGCCACCCTGTCTTTGTCTCCAGGGGAARGAGCCACCCT
CTCOTGCAGCECCACGTCAGAGTETTAGCAGCTACTTAGCCTGGTACCAACAGAAACCTGGCC
ACGCCTCCCAGGOTCCTCATCTATGATGCATCCAACAGGGCCACTGGCATCCCAGCCAGGTTC
ACTCECGCACTGECTCTGEGACAGACTTCACTCTCACCATCAGCAGCCTAGAGCCTGAAGATTT
TECAGTTTATTACTETCAGCAGCGTAGCARCTGGCCTCCGCTCACTTTCGGCGGAGGGACCA
AGGTGGAGATCAAR

Figure 1D

>28F11 VI, amino acid sequence: (SEQ ID NO: 4)

EIVLTOSPATLSLSPGERATLSCRASOSVSSYLAWYQQKPGQAPRLLI YDASNRATIGI PARF
SGSGSGTDFTLTISSLEPEDFAVYYCQORSNWPPLTFGGGTKVEIK

Figure ZA

»23F10 VH nucleotide sequence: (SEQ ID NO: 5)

CAGGTCCAGCTEETEGCAGTCCEGGEGAGGCGTGGETCCAGTCTGGGAGGTCCCTGAGACTCTC
CTGETGCAGCCTCTCGGATTCAAGTTCAGTGGCTATGGCATGCACTCGGTCCGCCAGGCTCCAG
GCAAGCGECTCEAGTGCETEECAGTTATATGGTATGATGGARAGTAAGAAATACTATGTAGAC
TCCRTGAAGGGCCGCTTCACCATCTCCAGAGACAATTCCAAGRACACGCTGTATCTGCAAAT
CAACAGCOTCAGAGGCGAGGACACGGCTGTGTATTACTGTGCGAGACARATGGGCTACTGGC
ACTTCGATCTCTCGEEECCETEGCACCCTGGTCACTGTCTCCTCA,
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Figure 2B

»23F10 VH amino acid sequence: (SEQ ID NO: 6)
QVOLVQSGGGVVOSGRSLRLSCAASCFKF SGYGMHWVRQOA PGKGLEWVAVIWYDGSKKYY VD
[EVKJRFT1SRDNSKNTLYLOMNSLRGEDTAVYY MGYWHFDLJWGRGTLVTVSS

Figure 2C

523F10 VL nucleotide sequence: (SEQ ID NO: 7)
GAAATTOTCTTGACACAGTCTCCAGCCACCCTETCTTTGTCTCCAGGGGAAAGAGCCACCCT
CTCCTGCAGGGCCACGTCAGAGTETTAGCAGCTACTTAGCCTGGTACCAACAGAAACCTGGECC
ACGGCTCCCAGGCTCCTCATCTATGATGCATCCAACAGGGCCACTGGCATCCCAGCCAGGTTC
AGTCGCCAGTECETCTCCCGACAGACTTCACTCTCACCATCAGCAGCCTAGAGCCTGAAGATTT
TRCAGTTTATTACTGTCAGCAGCGTAGCAACTGGECCTCCGCTCACTTTCGGCGGAGGGACCA
AGGTGGAGATCAAA

Figure 2D
»23F10 VL amino acid sequence: (SEQ ID NO: 8)

EIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQOKPGOAPRLLI YDASNRATIGI PARF
SGSGSGTDFTLTISSLEPEDFAVYYCQORSNWPPLTFGGGTKVEIK

Figure 3A

>27H5 VH nucleotide sequence: (SEQ ID NO: 9)
CAGGTGECAGCTCETCEAGTCCGEEEGGAGGCCTCETCCAGCCTGGGAGGTCCCTGAGACTCTC
CTGTGCAGCGTCTGGATTCACCTTCAGAAGC TATGGCATGCACTGEETCCGCCAGGCTCCAG
GOAAGGGGCTCCAGTCEETGGCAATTATATGGTATGATGGAAGTAARRMAARACTATGCAGAC
TCCGTGAAGCGCCCATTCACCATCTCCAGAGACAATTCCAAGAACRCCGCTGTATCTGCARAT
GAACAGCCTGAGAGCCGAGGACACGECTGTGTATTACTGTGCGAGAGGAACTGEGTACAACT
GETTCGACCCCTGEEGECCAGGGAACCCTGGTCACCGTCTCCTCA

Figure 3B
>27H5 VH amino acid sequence: (SEQ ID NO: 10)

QVQLVESGGCVVQPGRSLRLS CAASGFTFRSYGMHWVRQAPGKGLEWVA[I IWYDGSKKNYAD)
[EVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARGTGYNWFDEWGQGTLVIVSS
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Figure 3C

»297H5 VL1 nucleotide sequence: (SEQ ID NO: 11)
CAAATTETETTCGACACAGTCTCCACGCACCCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCT
CTCCTECAGCECCAGTCAGAGTATTACGCAGCAGCTACTTAGCCTGGTACCAGCAGAAACCTG
GCCACGRCTCCCAGRCTCCTCATC TATGGTGCATCCAGCAGGGCCACTGGCATCCCAGACAGG
TTCACTCCCAGTGEETCTCGEGEACAGACTTCACTCTCACCATCAGCAGARCTGGACCCTGAAGA
TTTTCCAGTGTATTACTGTCAGCAGTATGETAGCTCACCGATCACCTTCGGCCAAGGGACAC
CGACTGGAGATTAAA

=27H5 VL2 nucleotide sequence: (SEQ ID NO: 12)
GACATCCTGATGACCCAGTCTCCATCCTCCCTETCTGCATCTGTAGCGAGACAGAGTCACCAT
CACTTGCCCECCAAGTCAGGGCATTAGCAGTGCTTTAGCCTGGTATCAGCAGARACCAGGGA
AACGCTCCTAAGCTCCTCGATCTATTATGCATCCAGTTTGCAAAGTGGGGTCCCATCAAGGETTC
. AGCGCCAGTGGATCTEGGACGCGATTACACTCTCACCATCAGCAGCCTGCAGCCTGAAGATTT
TECAACTTATTACTGTCAACAGTATTATAGTACCCTCACTTTCGGCGGAGGGACCARGGTGG
AGATCAAR

>27H5 VL3 nucleotide sequence: (SEQ ID NO: 13)
GACATCGTGATCACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCAT
CACTTGCCGEGCAAGTCACGCRCATTAGCAGTGCTTTAGCCTGGTATCAGCAGARACCAGGGA
AAGCTCCTAAGCTCCTGATCTATGATGCCTCCAGTTTGGGAAGTGEGGETCCCATCAAGGTTC
AGCGGCAGTECATCTECCACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCTGAAGATTT
TECAACTTATTACTGTCAACAGTATTATAGTACCCTCACTTTCGGCEGGAGGGACCAAGGTGG
AGATCAAA

>27H5 VL4 nucleoctide sequence: (SEQ ID NO: 14)
GACATCCAGATGACCCAGTCTCCATTCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCAT
CACTTGCTGGEECCAGTCAGGGCATTAGCAGT TATTTAGCCTGGTATCAGCAAAAACCAGCAA
AAGCCCCTAAGCTCTTCATCTATTATGCATCCAGTTTGCARAGTGGGGTCCCATCARAGGTTC
AGCGGCAGTGCATCTGGCACGGATTACACTCTCACCATCAGCAGCCTGCAGCCTGAAGATTT
TECAACTTATTACTGTCAACAGTATTATAGTACCCTCACTTTCGGCGGAGGGACCAAGGTGG
AGATCAAA

»>27H5 VL5 nucleotide seguence: (SEQ ID NO: 15)
GACATCGAGATGACCCAGTCTCCATTCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCAT
CACTTGCTCGGCCACTCAGEGCATTAGCAGTTATT TAGCCTGGTATCAGCAAARACCAGCAA
AAGCCCCTAAGCTCTTCATCTATTATGCATCCASTTTGCAAAGTGCGGGTCCCATCAAGGTTC
AGCGECAGTECATCTECGACGGATTACACTCTCACCATCAGCAGCCTGCAGCCTGAAGATTT
TECAACTTATTACTGTCAACAGTATTATAGTACCCTCACTTTCGGCGGAGGGACCAMAGGTGG
AGATCAAA
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Figure 3D

>27H5 VL1 amino acid sequence: (SEQ ID NO: 16)
EIVLTQSPRTLSLSPGERATLSCRASQSVSSSYLAWYQOKPGOAPRLLIYGASSRATIGI PDR
FSGSGSGTDFTLTISRLDPEDFAVYYCQOYGSSPITFGOGTRLEIK

>27H5 VL2 amino acid sequence: (SEQ ID NO: 17)
DILMTQSPSSLSASVGDRVTITCP.ASQGISSALAWYQQKPGKAPKLLI ASSLOSGVPSRF
SGSGSGTDYTLTISSLQPEDFATYYC@QYYSTLTFGGGTKVEIK

>27H5 VL3 amino acid sequence: (SEQ ID NO: 18)
DIVMTQSPSSLSASVGDRVTITCURASQGISSALAWYQOKPGKAPKLLI YDASSLGSGVPSRF
SGSESGTDFTLTISSLOPEDFATYYCRQYYSTLTFHGGGTKVEIK

»>27H5 VL4 amino acid sequence: (SEQ ID NO: 19)
DIQMTQSPFSLSASVGDRVTITCWASQGISSYLAWYQOKPAKAPKLF I VPSRF
SGSGSGTDYTLTISSLQPEDFATYYCQOYYSTLTHGGGTKVEIK '

>27H5 VL5 amino acid sequence: (SEQ ID NO: 20)

DIEMTQSPFSLSASVGDRVTITCWASQGISSYLAWYQQKPAKAPKLFIY[YASSLQSGVPSRF
SGSGSGTDYTLTISSLOPEDFATYYCQOYYSTLTFHGGGTKVEIK

Figure 3E

27H5 VL4 DIQMTOSPFSLSASVEDRVTITCWASQGISS - YLAWYQOKPAKAPKLFIYYASSLOSGVE 59
27H5 VL5 DIEMTQSPFSLSASVGDRVTITCHASQOGISS -YLAWYQOKPAKAPKLFIYYASSLOSGVE 59
27HS VL2 DILMTQSPSSLSASVGDRVTITCRASQGISS ~-ALAWYOOKPGKAPKLLIYYASSLQSGVP 59
2THS VL3 DIVMTQSPSSLSASVGDRVTITCRASQGISS - ALAWYQQKPGKAPKLLIYDASSLGSGVP 59
2785 VL1 EIVLTQSPRTLSLSPGERATLSCRASQSVSSSYLAWYQUKPGOAPRLLIYGASSRATGIP 60

KEY LW skkkE s RE K ko k Kook kkk_ okK  WkkxRExh ckF gk kh ek ok ok

27HS VL4 SRFSGSGSETDYTLTISSLOPEDFATYYCQQYYST-LTFGGGTKVEIK 106 (SEQ ID NO: 19)
27HS VLS SRFEGSGSOTDYTLTISSLOPEDFATYYCQQOYYST-LTFGGETKVELK 106 (SEQ ID NO: 20}
27HS VL2 SRFSGSGEGTDYTLTISSLOPEDFATYYCQOYYST-LTFGGGTKVEIK 106 (SEQ ID NO: 17)
27HS VL3 SRFSGSGSGTDFTLTISSLOPEDFATYYCQQYYST-LTFGGGTKVELK 106 {SEQ ID NO: 18)
27HS VL1 DRFSGSGSGTDFTLTISRLDPEDFAVY YCOOYGSSPITFGQGTRLEIK 108 (SEQ ID NO:16)

KEY  ERKRRRENAL ;AWK ER ko hARRE ANKERE kg okt k Ak g WEk
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Figure 4A

>15C3 VH nucleotide sequence: (SEQ ID NO: 21}

CAGGTGCAGCTGEETECAGTCTEEEECAGECGTGGTCCAGCCCGGGAGGTCCCTGAGACTCTC
CTGTCTAGCCTCTCEAT TCACCTTCAGTAGCTATGGCATGCACTGGGETCCGCCAGGCTCCAG
CGOAAGGCECTGCACTCEETGECAGCTATATGGTATAATGGAAGAAAACAAGACTATGCAGAC
TCCGTCAAGGGCCCATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAAT
GAACAGCCTGACGAGCCCAGGACACEGCTICTGTATTACTGTACGAGGGGAACTGGGTACAATT
GETTCGACCCCTEGEECCAGCCGAACCCTGGTCACCGTCTCCTCA

Figure 4B

»>15C3 VH amino acid sequence: {SEQ ID NO: 22)
QOVQLVQSGGGVVQPGRSLRLSCVASGFTFS|SYGMEWVRQAPGKGLEWVAR TWYNGRKODYAD

SVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWFDPWGQAGTLVTVSS

Figure 4C

>1503 VL1 nucleotide sequence: {SEQ ID NO: 23)
CAAATTCTETTCACACAGTCTCCAGCCACCCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCT
CTCCTGCAGGECCAGTCAGAGTEGTTAGCAGCTACTTAGCCTGGTACCAACAGADACCTGGCC
ACGGCTCCCAGGCTCOTCATCTATGATGCATCCAACAGGGCCACTGGCATCCCAGCCAGGTTC
AGTGECAGTGCETCTGEEACAGACTTCACTCTCACCATCAGCAGCCTAGAGCCTGAAGATTT
TGCAGTTTATTACTETCAGCAGCGTAGCAACTGECCGTEGACGTTCGGCCAAGGGACCAAGG
TGGAAATCAAA

>15C3 VL2 nucleotide sequence: (SEQ ID NO: 24)
COCATCCAGTTGACCCAGTCTCCATCCTCCCTETCTGCATCTGTATGAGACAGAGTCACCAT
CACTTGCCEEECAAGTCAGCECATTAGCAGTGCTTTAGCCTGGTATCAGCAGAAACCAGGGA
AAGOTCCTAAGCTCCTGATCTATGATGCCTCCAGTTTGGARAAGTGCGGGTCCCATCAAGGTTC
AGCGCCACGTECGATCTEEGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCTGRAAGATTT
TGCAACT TATTACTGTCAACACTTTAATAGTTACCCTATCACCTTCGGCCARGGGACACGAC
TGGAGATTAAA

Figure 4D

»15C03 VL1 amino acid sequence: (SEQ ID NO: 25)

EIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQOKPGQAPRLLIYDASNRATIGI PARF
SGSGSGTDFTLTISSLEPEDFAVYYCQORSNWPWIFGOGTKVEIK

51503 VL2 amino acid sequence: (SEQ ID NO: 26)

AIQLTQSPSSLSASVGDRVTITCRASQGI SSALAWYQQKPGKAPKLLI YDASSLES(GVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQOFNSYPITIFGQGTRLEIK
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Figure 9A

CD3 Binding Assay
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Figure 9B
OKT3 Competition Assay

uopiqIiyu| %

)
6000

T o
&&«,
U] g

Figure 9C

Antigenic Modulation Assay of CD3 and TCR
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Figure 9D
Human T cell Proliferation Assay
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Figure 10

Peptide Array: overlapping peptides spanning the extracellular domain of human CD3¢
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Figure 11A

TNF-c Release Assay
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Figure 11B

IFN-y Release Assay
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