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Al472PCT
SEQUENCE LISTING

HUMAN CGRP RECEPTOR BINDING PROTEINS

A-1472-WO-PCT

61/264,622
2009-11-25

61/203,569
2008-12-23

<160>
<170>

<210> 1

<211> 1419
<212> DNA
<213> Homo

<400> 1
atgttataca

261

ctggttctct
gactcaattc
caaaagatta
gatggatggc
gattactttc
aactggttta
aacacccacg
ggattgtcta
agttgccasa
gtaacaatca
gttagttgca
atgctctgtg
caacatttaa
catgccattg
ctcctcféca
ttaaatattg
ctgtacatga
gtgctgattc
cacatcctta

gaggttcaag

sapiens

gcatatttca
tgectttttt
agttgggagt
tgcaagaccc
tctgetygaa
aggactttga
gacatccagc
agaaagtgaa
ttgcatcact
ggattacctt
ttcacctcac
aagtgtccca
aaggcattta
tgtggtatta
ctagaagctt
ttatccatgg
tacgegttct
aagctgtgag
catggcgacc
tgcacttcca

caattctgag

patentIn version 3.5

ttttggctta
tatgattctt
tactagaaat
cattcaacaa
cgatgttgca
tccatcagaa
aagcaacaga
gactgcacta
gcttatctcg
acacaaaaat
tgcagtggcc
gttcattcat
cctacacaca
ttttcttage
atattacaat
cccaatttgt
catcaccaag
agctactctt
tgaaggaaag
gggtcttttg

aagaaactgg

atgatggaga
gttacagcag
aaaatcatga
gcagaaggcg
gcaggaactg
aaagttacaa
acatggacaa
aatttgtttt
cttggcatat
ctgttcttct
aacaaccagg
ctttacctga
ctcattgtag
tggggatttc
gacaattgct
gctgetttac
ttaaaagtta
atcttggtgc
attgcagagg
gtctctacca

aatcaataca
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aaaagtgtac
aattagaaga
cagctcaata
ttrtactgcaa
aatcaatgca
agatctgtga
attataccca
acctgaccat
tctrttattt
catttgtttg
ccttagtagc
tgggctgtaa
tggccgtgtt
cactgattcc
ggatcagttc
tggtgaatct
cacaccaagc
cattgcrtag
aggtatatga
ttttectgett

aaatccaatt

cctgtatttt
gagtcctgag
tgaatgttac
cagaacctgg
gctetgeect
ccaagatgga
gtgtaatgtt
aattggacac
caagagccta
taactctgtt
cacaaatcct
ttacttttgg
tgcagagaag
tgcttgtata
tgatacccat
ttttttcttg
ggaatccaat
cattgaattt
ctacatcatg
ctttaatgga

tggaaacagc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
200
960

1020
1080
1140
1200
1260



Al472pPCT

ttttccaact cagaagctct tcgtagtgcg tcttacacag tgtcaacaat cagtgatggt 1320
ccaggttata gtcatgactg tcctagtgaa cacttaaatg gaaaaagcat ccatgatatt 1380
gaaaatgttc tcttaaaacc agaaaattta tataattga 1419
<210> 2

<211> 472

<212> PRT .

<213> Homo sapiens

<400> 2 .

Met Leu Tyr Ser §1e Phe His Phe Gly igu Met Met Glu Lys iys Cys

1 5

Thr Leu Tyr ;Be Leu val Leu Leu Sgo Phe Phe Met Ile geu val Thr
0

Ala 61u Leu Glu Glu Ser Pro Glu Asp Ser Ile Gln Leu Gly val Thr
35 40 45

Arg ggn Lys Ile met Thr ?;a GlIn Tyr Glu Cys g%r Gln Lys Ile Met

GIn Asp Pro Ile GIn GIn Ala Glu Gly val Tyr Cys Asn Arg Thr Trp
65 70 75 80

Asp Gly Trp Leu ggs Trp Asn Asp val Sga Ala Gly Thr Glu Ser Met
95

G1In Leu Cys Pro Asp Tyr Phe GIn Asp Phe Asp Pro Ser Glu Lys val
100 105 110

Thr Lys Ile Cys Asp GIn Asp Gly Asn Trp Phe Arg His Pro Ala Ser
115 120 125

g Thr Trp Thr Asn Tyr Thr GIn Cys Asn val Asn Thr His Glu

Asn Ar
130 135 140

Lys val Lys Thr Ala Leu Asn Leu Phe Tyr Leu Thr Ile Ile Gly His
145 150 155 160

Gly Leu Ser Ile Ala Ser Leu Leu Ile Ser Leu Gly Ile Phe Phe Tyr
165 170 175

Phe Lys Ser Leu Ser Cys GIn Arg Ile Thr Leu His Lys Asn Leu Phe
180 185 190

Phe Ser phe val Cys Asn Ser val val Thr ITe ITe His Leu Thr Ala
195 200 205

val Ala Asn Asn GIn Ala Leu val Ala Thr Asn Pro val Ser Cys Lys
210 215 220
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val

225

Met

Phe

pPhe

Tyr

Ile

305

Leu

Ala

val

Gly

His

385

Glu

Phe

Thr

Ser

Leu
465

Ser

Leu

Ala

Pra

Asn

290

His

Asn

Glu

Pro

LyS

370

Phe

val

Gly

val

Glu

450

Lys

<210> 3
<211> 447

Gln

Cys

Glu

Leu

275

Asp

Gly

Ile

Ser

Leu

355

Ile

Gln

Glin

Asn

Ser

435

His

Pro

Phe

Glu

260

Ile

Asn

Pro

val

Asn

340

Leu

Ala

Gly

Ala

Ser

420

Thr

Leu

Glu

Pro

Cys

Ile

325

Leu

Gly

Glu

Leu

Ile

405

Phe

Ile

Asn

Asn

His

230

Ile

His

Ala

Trp

Cys

310

val

Tyr

Ile

Glu

Leu

390

Leu

Ser

Ser

Gly

Leu
470

Leu

Tyr

Leu

Cys

Ile

295

Ala

Leu

Met

Glu

val

375

val

Arg

Asn

Asp

Lys

455

Tyr

Tyr

Leu

Met

Ile

280

Ser

Ala

Ile

Lys

Phe

360

Tyr

ser

Arg

ser

Gly

440

Ser

Asn

Leu

His

Trp

265

His

Ser

Leu

Thr

Ala

345

val

Asp

Thr

Asn

Glu

425

Pro

Ile

Al472PCT

Met Gly Cys
235

Thr

250

TYr

Ala

Asp

Leu

Lys

330

val

Leu

Tyr

Ile

Trp

410

Ala

Gly

His
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Leu

TYr

Ile

Thr

val

315

Leu

Arg

Ile

Ile

Phe

395

Asn

Leu

Tyr

Asp

Ile

Phe

Ala

His

300

Asn

Lys

Ala

Pro

Met

380

cys

Gln

Arg

Ser

Ile
460

Asn

val

Leu

Arg

Leu

Leu

val

Thr

Trp

His

Phe

Tyr

Ser

His

445

Glu

Tyr

val

Leu

Phe

Thr

Leu

350

Arg

Ile

Phe

Lys

Ala

430

ASp

AsSn

Phe

Ala

255

Trp

Leu

Tyr

Phe

His

335

Ile

Pro

Leu

Asn

Ile

415

Ser

cys

val

Trp

val

Gly

Tyr

Ile

Leu

320

Gln

Leu

Glu

Met

Gly

GIn

Tyr

Pro

Leu



- <212> DNA

<213> Homo sapiens

<400> 3
atggceccggg

ctcttcatga ccactgcctg
ctcacccagt tccaggtaga
aggaccatca ggagctacag
ggctgettct ggcccaatge
ttcaggagct gccccatctce

cccttecatcg tggtccccat

agcaagcgca

<210> 4
<211> 148
<212> PRT

ccctgtgecg

ctgagggcat

<213> Homo sapiens

<400> 4

Met Ala Arg Ala Leu
1 5

Leu Ala His

Gly Ala Leu
35

" Glu Ala val
50

ser Tyr Arg
65

Gly Cys Phe

His Gly Arg

Asp Pro Pro
115

val Thr Leu
130

Glu Gly Ile
145

<210> 5

His

20

Leu

Gly

Glu

Trp

TYyr

100

Gly

Leu

val

Leu

Arg

Glu

Leu

Pro

85

Phe

ser

val

cys

Phe

Glu

Thr

Ala

70

Asn

Arg

Ile

Thr

Arg

Met

Leu

Leu

55

Asp

Ala

ser

Leu

cctceccgegyg
ccaggaggct
catggaggcc
ggagctggcc
agaggtggac
aggcagggcc
cacggtgacc

tgtgtag

Leu
Thr
)
Trp
Cys
Glu
Cys
Tyr

120

Leu

Al472PCT

cgcggectct

aactacggtg

gtcggggaga
gactgcacct

aggttcttcc

Pro

Thr

25

Leu

Ccys

Thr

val

Pro

105

Pro

val

Arg

10

Ala

Thr

Asp

Trp

Asp

90

Ile

Phe

val
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gtgcgggacc
ctgctggtga

Arg

cys

Glin

Trp

His

75

Arg

Ser

Ile

Trp

ggctgetect

ccctcetecg
cgctgtggtg
ggcacatggc

tggcagtgca

cgcccggcag

cggcactggt

Gly

Gln

Phe

Gly

60

Met

Phe

Gly

val

GIn
140

Leu

Glu

Gln

45

Arg

Ala

Phe

Arg

val

125

sSer

Trp

Ala

30

val

Thr

Glu

Leu

Ala

110

Pro

Lys

ggcccatcac
ggagctctgce
tgactggggc
ggagaagctg
tggccgcetac

catcctctac

ggtctggcag

Leu

15

Asn

ASp

Ile

Lys

Ala

95

val

ITle

Arg

Leu

TYynr

Met

Arg

Leu

80 -

val

Arg

Thr

Thr

60
120
180
240
300
360
420
447



<211> 414
<212> DNA
<213> Homo

<400> 5

atggagaaaa agtgtaccct

acagcagaat tagaagagag

atcatgacag

gaaggcgttt actgcaacag

ggaactgaat
gttacaaaga
tggacaaatt
<210> 6

<211> 138
<212> PRT

sapiens

ctcaatatga

caatgcagct
tctgtgacca

atacccagtg

<213> Homo sapiens

<400> 6

Met Glu Lys Lys Cys
1 5

Met Ile Leu

GIn Leu Gly
35

Tyr GIn Lys
50

Cys Asn Arg
65

Gly Thr Glu

Pro ser Glu

Arg His Pro
115

val Asn Thr
130

<210> 7
<211> 351
<212> DNA

val

20

val

Ile

Thr

Ser

Lys

100

Ala

His

Thr

Thr

Met

Trp

Met

85

val

Ser

Glu

<213> Homo sapiens

<400> 7

Thr

Ala

Arg

GIn

Asp

70

GIn

Thr

Asn

Lys

Leu

Glu

Asn

Asp

55

Gly

Leu

Lys

Arg

val
135

gtattttctg
tcctgaggac
atgttaccaa
aacctgggat
ctgccctgat
agatggaaac

taatgttaac

Tyr

Leu

Lys

40

Pro

Trp

Cys

Ile

Thr

120

Lys

Al472PCT

gttctettge

tcaattcagt

aagattatgc

ggatggctct

Phe

Glu

25

Ile

Ile

Leu

Pro

Cys

105

Trp

Thr

tactttcagg
tggtttagac

acccacgaga

Leu val

10

Glu Ser

Met Thr

GIn GIn

Cys Trp
75

Asp Tyr
90
Asp GIn

Thr Asn

Ala

Page 5

ctrtttttat

tgggagttac

aagaccccat

gctggaacga

actttgatcc

atccagcaag

aagtgaagac

Leu

Pro

Ala

Ala

60

Asn

Phe

Asp

Tyr

Leu

Glu

GIn

45

Glu

ASp

Gin

Gly

Thr
125

Pro

Asp

30

Tyr

Gly

val

Asp

Asn
110

gattcttgtt
tagaaataaa
tcaacaagca
tgttgcagca
atcagaaaaa

cadacagdaaca

tgca

Phe

15

ser

Glu

val

Ala

Phe

95

Trp

Cys

Phe

Ile

Cys

Tyr

Ala

80

ASp

Phe

Asn

60
120
180
240
300
360
414



atggcccggg
ctcttcatga
ctcacccagt
aggaccatca
ggctgcttct
ttcaggagct
<210> 8
<211> 117
<212> PRT
<213> Homo

<400> 8
Met Ala Arg
1

Leu Ala His

Gly Ala Leu

35

Glu Ala val

50
ser Tyr
65
Gly Cys

His Gly Arg

Asp Pro
P 115

<210> 9
<211> 31
<212> PRT
<213> Homo

<400> 9

Arg

Phe

Pro

ccctgtgecy
ccactgectg
tccaggtaga
ggagctacag
ggcccaatgce

gcececcatctc

sapiens

Ala Leu
5

His Leu

20

Leu Arg

Gly Glu
Glu

Leu

Pro
85

Trp

Tyr Phe
100

Gly Ser

sapiens

Cys Arg
Phe Met
Glu Leu
Thr Leu
Ala Asp
70

Asn Ala

Arg Ser

cctececgegy
ccaggaggct
catggaggcc
ggagctggcc
agaggtggac
aggcagggcc

Leu

Thr

cys

40

Trp
55
Cys

Glu

Cys

Al472PCT

cgcggectet
aactacggtg
gtcggggaga
gactgcacct

aggttcttcc
gtgcgggacc

ggctgctcct
ccctecteceg
cgctgtggrtg
ggcacatggc
tggcagtgca

cgcccggcag

Pro

Thr

25

Leu

Cys

Thr

val

Pro
105

Arg

Arg
10

Ala Cys
Thr GIn
Asp Trp

His
75

Trp

ASp
90

Arg

Ile Ser

Gly Leu Trp

Ala
30

Gln Glu

GIn val

45

Phe

Gly Thr

60

Arg

Met Ala Glu

Phe Phe Leu

Ala
110

Gly Arg

ggcccatcac
ggagctctgce
tgactggggc
ggagaagctg
tggccgctac

C

Leu
15

Leu
Asn Tyr
Asp Met
Ile Arg

Leu
80

Lys

Ala val

95

val Arg

Trp val Thr His Arg Leu Ala Gly Leu Leu Ser Arg Ser Gly Gly val
1 5 10 15

val Arg Cys Asn Phe val Pro Thr Asp val Gly Pro Phe Ala phe
20 25 30

<210> 10
<211> 116
<212> PRT

Page 6

60
120
180
240
300
351



<213> Homo sapiens

<400> 10
g1u Leu Glu Glu ger

Asn Lys Ile mMet Thr
20

Asp Pro g}e GIn GIn

Gly Trp Leu Cys Trp
50

ggu Cys Pro Asp Tyr

Lys Ile Cys Asp Gln
85

Arg Thr Trp Thr Asn
100

val Lys Thr Ala
115

<210> 11

<211> 91

<212> PRT .
<213> Homo sapiens

<400> 11
Eys GIn Glu Ala ésn

G1n phe GIn val Asp
20
Trp Gly Arg Thr Ile
35
His Met Ala Glu Lys
50

Arg Phe Phe Leu Ala
65

ser Gly Arg Ala val

85

<210> 12
<211> 238
<212> PRT

Pro

Ala

Ala

ASn

Phe

70

ASp

Tyr

Tyr

Met

Arg

Leu

val

70

Arg

Glu

Gln

Glu

ASp

55

GlIn

Gly

Thr

Gly

Glu

ser

Gly

55

His

Asp

Asp
Tyr
Gly
40

val
Asp

Asn

Gln

Ala
Ala
Tyr
40

Cys
Gly

Pro

ser

Glu

25

val

Ala

Phe

Trp

Cys
105

Leu

val

25

Arg

Phe

Arg

Pro

Al472PCT

Ile Gln
10

Cys Tyr

Tyr Cys

Ala Gly

Asp Pro
75

Phe Arg
90

Asn val

Leu Arg
10

Gly Glu

Glu Leu

Trp Pro

Tyr pPhe

75

Gly Ser
90

Page 7

Leu

Gln

Asn

Thr

60

Ser

His

Asn

Glu

Thr

Ala

Asn

60

Arg

Gly

Lys

Arg

45

Glu

Glu

Pro

Thr

Leu
Leu
Asp
45

Ala

Ser

val
Ile
30

Thr
Ser
Lys

Ala

His
110

Cys
Trp
30

cys

Glu

Cys

Thr
15

Met
Trp
Met
val
Ser
95

Glu

Leu
15

Cys
Thr

val

Pro

Arg

GIn

ASp

Gin

Thr

80

Asn

Lys

Thr

Asp

Trp

Asp

Ile
80



Al472PCT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Seguence:

polypeptide”

<400> 12
Met Asp Met Arg ¥a1 Pro Ala GIn Leu Leu Gly Leu
1

Leu Arg Gly gga Arg Cys GIn Ser gg] Leu Thr GIn

Ser Glu gga Pro Gly Gin Lys Xg] Thr Ile Ser Cys

Ser Asn Ile Gly Asn Asn Tyr val Ser Trp Tyr Gln
50 55 60

Thr Ala Pro Lys Leu Leu Ile Tyr Asp Asn Asn Lys
65 70 75

Ile Pro Asp Arg gge Ser Gly Ser Lys Sgr Gly Thr

Gly Ile Thr Gly Leu GIn Thr Gly Asp Glu Ala Asp
100 105

Thr Trp Asp Ser Arg Leu Ser Ala val val pPhe Gly
115 120

teu Thr val Leu Gly GIn Pro Lys Ala Asn Pro Thr
130 135 140

Pro Pro Ser Ser Glu Glu Leu GIn Ala Asn Lys Ala
145 150 155

Leut Ile Ser Asp Phe Tyr Pro Gly Ala val Thr val
165 170

Asp Gly Ser Pro val Lys Ala Gly val Glu Thr Thr
180 185

GIn Ser Asn Asn Lys Tyr Ala Ala Ser Ser Tyr Leu
195 200

Glu GIn Trp Lys Ser His Arg Ser Tyr Ser Cys Gln
210 215 220

Gly ser Thr val Glu Lys Thr val Ala pro Thr Glu
225 230 235

Page 8

synthetic

Leu Leu Leu

Pro

Ser

45

GlIn

Arg

Ser

TYr Ty

Thr

Ala

Lys

sSer

205

val

Cys

Pro

30

Gly

Leu

Pro

Ala

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

Ser

Ser

Ser

Pro

Ser

Thr

95

Cys

Thr

Leu

val

Lys

175

Ser

Thr

His

Trp

val

Ser

Gly

Gly

80

Leu

Gly

Lys

Phe

Cys

160

Ala

Lys

Pro

Glu



Al472PCT
<210> 13
<211> 238
<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

polypeptide™

<400> 13
Met Asp Met Arg gaT Pro Ala Gln Leu igu Gly Leu
1 a -

Leu Arg Gly QAa Arg Cys GIn Ser 5?1 teu Thr Gln

ser Gly g?r Pro Gly GIn Arg Xg] Thr Ile Ser Cys

Sser Asn Ile Gly Ser Asn Tyr val Tyr Trp Tyr GIn
50 55 60

Ala Ala Pro Lys Leu Leu Ile Phe Arg Ser Asn GIn
65 70 75

val Pro Asp Arg gge Ser Gly Ser Lys ggr Gly Thr

Ala ITe ser Gly Leu Arg Ser Glu Asp Glu Ala Asp

Ala Trp Asp Asp Ser Leu Ser Gly Trp Val Phe Gly
115 120

Leu Thr val Leu Gly GIn Pro Lys Ala Asn Pro Thr
130 135 140

Pro Pro Ser Ser Glu Glu Leu GIn Ala Asn Lys Ala
145 150 155

Leu Ile Ser Asp Phe Tyr Pro Gly Ala val Thr val
165 170

asp Gly ser Pro val Lys Ala Gly val Glu Thr Thr
180 185

GIn Ser Asn Asn Lys Tyr Ala Ala Ser Ser Tyr Leu
195 200

Glu G1n Trp Lys Ser His Arg Ser Tyr Ser Cys Gln
210 215 220

Gly ser Thr val Glu Lys Thr val Ala Pro Thr Glu
Page 9

synthetic

Leu Leu Leu

Pro
Ser
45

GIn
Arg

Ser

Tyr

Thr
Ala
Lys
ser
205

val

Ccys

Pro

30

Gly

Leu

Pro

Ala

Tyr

110"

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

Ser

Ser

Ser

Pro

Ser

ser

95

Cys

Thr

Leu

val

LyS

175

Ser

Thr

His

Trp

Ala

ser

Gly

Gly

80

Leu

Ala

Lys -

Phe

Cys

160

Ala

Lys

Pro

Glu



225

<210> 14

<211> 236
<212> PRT .
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence:

polypeptide”

<400> 14
Met ASp Met Arg

1

Leu Arg
Leu Ser

Gln Gly
50

Ala Pro
65

Pro ser
Ile ser
Tyr Asn
Lys Arg
130
Glu GIn
145
phe Tyr
Gin ser

ser Thr

Glu Lys
210

Gly
Ala
35

Ile
LyS
Arg
ser
Ile
115
Thr
Leu
Pro
Gly
Tyr
195

His

Ala

20

ser

Arg

Arg

Phe

Leu

100

TYr

val

Lys

Arg

ASn

180

Ser

Lys

val
5
Arg
val
ASn
Leu
Ser
85
GIn
Pro
Ala
Ser
Glu
165
ser

Leu

val

230

Pro

Cys

Gly

AsSp

Ile

70

Gly

Pro

Trp

Ala

Gln

ser

TYyr

Ala

Asp

Asp

Leu

55

TYr

Ser

Glu

Thr

Pro

135

Thr

Lys

Glu

Ser

Ala
215

Al472PCT

235

GIln Leu Leu Gly Leu
10

Tle

Arg

40

Gly

Ala

Gly

Asp

Phe

120

ser

Ala

val

Ser

Thr

200

Cys

GlIn

25

val

Trp

Ala

Ser

Leu

105

Gly

val

Ser

Gln

val

185

Leu

Glu

Met

Thr

Phe

Ser

Gly

90

Ala

Gln

Phe

val

Thr

Thr

Ile

GIn

Ser

75

Thr

Thr

Gly

Ile

val

155

Lys

Glu

Leu

GIn
Thr
Gln
60

Leu
Glu
Tyr
Thr
Phe
140
Cys
val

Gln

Ser

val Thr His

220

page 10

synthetic

Leu Leu Leu
15

ser
cys
45

Lys
G1n
Phe
Tyr
Lys
Pro
Leu
Asp
Asp
Lys

205

GlIn

Pro

30

Arg

Pro

Ser

Thr

Cys

110

val

Pro

Leu

Asn

Ser

190

Ala

Gly

ser

Ala

Gly

Gly

Leu

95

Leu

Glu

Ser

Asn

Ala

175

Lys

Asp

Leu

Trp

ser

Ser

Lys

val

80

Thr

GIn

Ile

Asp

Asn

160

Leu

Asp

Tyr

‘ser



225

<210> 15

<211> 236
<212> PRT
<213> Artificial Sequence

<220>
<221> source L
<223> /note="Description of
polypeptide”

<400> 15

ser Pro val Thr Lys Ser Phe
230

Met Asp Met Arg §a1 Pro Ala
1

Leu

ser

Leu

Pro

65

Asp

Thr

Asp

val

ser

145

ser

Ser

Asn

Arg

val

Arg

50

val

Arg

Gly

ser

Leu

130

Ser

Asp

Pro

Asn

Gly

Ala

35

Ser

Leu

Phe

Ala

Ser

115

Gly

Glu

Phe

val

Lys
195

Ala

20

Leu

Phe

val

Ser

Gln
100

val

Gln

Glu

Tyr

Lys

180

Tyr

Arg

Gly

Tyr

Phe

Gly

85

Ala

TYyr

Pro

Leu

Pro

165

Ala

Ala

Cys

Gln

Ala

Tyr

70

Ser

Glu

His

Lys

Gln

150

Gly

Gly

Ala

ser

Thr

Ser

55

Gly

ser

Asp

Leu

Ala

135

Ala

Ala

val

Ser

Al472PCT

Asn Arg Gly Glu Cys
235

Artificial Sequence:

Gln

Ser

val

40

Trp

Lys

ser

Glu

val

120

Asn

Asn

val

Glu

ser
200

Leu

Glu

25

Lys

Tyr

Asn

Gly

Ala

J05

Leu

Pro

Lys

Thr

Thr

185

Tyr

kgu Gly
Leu Thr
Ile Thr
GIn GIn
Asn Arg

75

Asn Thr
90

Asp Tyr
Gly Gly
Thr val
Ala Thr
val Ala
170

Thr Lys

Leu Ser

Leu

Gln

Cys

Ala

TYr

Gly

Thr

140

Leu

Trp

Pro

Leu

Page 11

Synthetic

Leu Leu Leu

Asp

GlIn

45

Pro

Ser

ser

Cys

Thr

125

Leu

val

Lys

Ser

Thr
205

Pro

30

Gly

Gly

Gly

Leu

Asn

110

Lys

Phe

Cys

Ala

Lys

190

Pro

Thr

AsSp

Gln

Ile

Thr

95

Ser

Leu

Pro

Leu

Asp

GIn

Glu

Trp

val

ser

Ala

Pro

80

Ile

Arg

Thr

Pro

ITe

160

Gly

Ser

Gln



Al472pPCT

Trp Lys Ser His Arg Ser Tyr Ser Cys GIn val Thr His Glu Gly Ser
210 215 220

Thr val Glu Lys Thr val Ala Pro Thr Glu Cys Ser
225 o230 235

<210> 16

<211> 241

<212> PRT

<213> Artificial Sequence

<220>
<221> source L .
<223> /note="Description of Artificial Sequence: synthetic

polypeptide”
<400> 16
get AsSp Met Arg ga] Pro Ala GIn Leu igu Gly Leu Leu Leu Leu Trp
15

Leu Arg Gly Ala Arg Cys Asp Ile Ile Leu Ala GIn Thr Pro Leu Ser
20 25 30

Leu Ser ga1 Thr Pro Gly GIn 250 Ala Ser Ile Ser Cys Lys Ser Ser
5 45

Gin SSF Leu Leu His Ser éga Gly Lys Thr Tyr ggu Tyr Trp Tyr Leu
5

GIn Lys Pro Gly GIn Pro Pro Gln Leu Leu Ile Tyr Glu val Ser Asn
65 70 75 80

Arg Phe Sser Gly ¥?1 Pro Asp Arg Phe Sgr Gly ser Gly Ser Gly Thr
95

Asp Phe Thr Leu Lys Ile Ser Arg val Glu Ala Glu Asp val Gly Ile
100 105 110

Tyr Tyr Cys Met GIn Ser Phe Pro Leu Pro Leu Thr Phe Gly Gly G1
yry 115 120 125 Y

Thr Lys val Glu Ile Lys Arg Thr val Ala Ala Pro Ser val phe Ile
130 135 140

Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr Ala ser val val
145 150 155 160

Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys val GIn Trp Lys
165 170 175

val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu Ser val Thr Glu
180 185 190

Page 12



Al472pCT
GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu
195 200 205

Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala Cys Glu val Thr
210 215 220

His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe Asn Arg Gly Glu
225 230 235 ' 240

Cys

<210> 17

<211> 238

<212> PRT

<213> Artificial Sequence

<220>
<221> source L. L
<223> /note="bescription of Artificial Sequence: Synthetic

polypeptide”
<400> 17
Met Asp Met Arg ga] Pro Ala GIn Leu igu Gly Leu Leu Leu Leu Trp
1 15

Leu Arg Gly gga Arg Cys Gln Ser ggT Leu Thr Gln Pro Pro Ser val
30

ser Ala §1a Pro Gly Gln Lys XgT Thr I1e Ser Cys Ser Gly Ser Ser
5 45

ser Asn Ile Gly Asn Asn Tyr val Ser Trp Tyr 'Gln GIn Leu Pro Gly
50 55 60

Thr Ala Pro Lys Leu Leu Ile Tyr Asp Asn Asn Lys Arg Pro Ser Gly
- 65 70 75 80

Ile Pro Asp Arg gge Ser Gly Ser Lys ggr Gly Thr Ser Thr ghr Leu
5

Gly Ile Thr Gly Leu GIn Thr Gly Asp Glu Ala Asp Tyr Tyr Cys Gly
100 105 110

Thr Trp Asp Ser Arg Leu Ser Ala val val Phe Gly Gly Gly Thr Lys
115 120 125

Leu Thr val Leu Gly GIn Pro Lys Ala Asn Pro Thr val Thr Leu pPhe
130 135 140

Pro Pro Ser Ser Glu Glu Leu GIn Ala Asn Lys Ala Thr Leu val Cys
145 150 155 160

Leu I1e Ser Asp Phe Tyr Pro Gly Ala val Thr val Ala Trp Lys Ala
Page 13



165

Asp Gly ser Pro val Lys Ala
180

Gln Ser Asn Asn Lys Tyr Ala
195

Glu Gln Trp Lys Ser His Arg
210

<210>
<211>

215

Gly ser Thr val Glu Lys Thr
225 230

18

241

PRT

<212>
<213>

<220>

<221>
<223>

<400>

Artificial Sequence

source o
/note="pescription of
polypeptide”

18

get AsSp Met Arg ga] Pro Ala

Leu

Leu

Gln

GIn

65

Arg

Asp

Tyr

Thr

Phe
145

Arg Gly Ala

20
Pro
Ser
50
Lys
Ala
Phe
Tyr
Lys val

130

Pro Pro

Arg Cys Asp

val Thr Glu

35

Pro Gly

Phe
55

Leu Leu His ser

Pro Gly GIn Ser

70

Pro

val
85

ser Gly Pro Asp

Leu Ile

100

Thr Lys ser

Cys Met GIn Ala Leu

115

Asp ITe Lys Arg

135

Glu G1n

150

ser Asp

Al472PCT
170

Gly val Glu Thr Thr
185

Ala ser ser Tyr Leu
200

Ser Tyr Ser Cys Gln
220

val Ala Pro Thr Glu

235

Artificial sequence:

Gln Leu Leu Gly Leu
10

val Thr GIn

25

Ile Met

Pro Ala

40~

Ser Ile Ser

Gly Tyr Asn Tyr Leu

60

Gln Tle

75

Leu Leu Tyr

Arg Phe ser

90

Gly Ser

val Glu Ala Glu

105

Arg

GIn Thr Phe

120

Pro Thr

Thr val Ala Ala Pro

140

Leu Lys Ser Gly Thr
155

Page 14

175
Lys Pro Ser
190

Ser Leu Thr
205

val Thr His

Cys ser

Synthetic

Leu Leu

15

Leu

Ser Pro Leu

30

Cys
45

Arg Ser

Asp Trp Tyr

Leu Gly Ser

Gly ser Gly

g5

val
110

Asp Gly

Phe
125

Gly Pro

Ser val Phe

Ala ser val

Lys

Pro

Glu

Trp

Ser

ser

Leu

Asn

80

Thr

val

Gly

Ile

val
160



Al472pPCT

Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys val GIn Trp Lys
165 170 175

val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu Ser val Thr Glu
180 185 190

Gin Asp ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu
195 200 205

ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala Cys Glu val Thr
210 : 215 . 220

His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe Asn Arg Gly Glu
225 230 235 240

Cys

<210> 19

<211> 241

<212> PRT

<213> Artificial Sequence

<220>
<221> source L. T
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 19
Met Asp Met Arg ¥a1 Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
1 ) 10 - 15

Leu Arg Gly gga Arg Cys Asp Ile %ge Leu Thr GIn Thr ggo Leu Ser

Leu ser gg] Thr Pro Gly Gln Zgo Ala ser Ile Ser 2¥s Lys Ser ser

GIn Ser Leu Leu His Ser éép Gly Lys Thr Tyr Egu Tyr Trp Tyr Leu
50

GIn Lys Pro Gly Gin Pro Pro GIn Leu Leu Ile Tyr Glu val Ser Asnh
65 70 75 80

Arg Phe Ser Gly Glu Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr
85 90 95

Asp Phe Thr Leu Lys Ile Ser Arg val Glu Ala Glu Asp val Gly Thr
100 105 110

Tyr Tyr Cys Met GIn Ser Phe Pro Leu Pro Leu Thr Phe Gly Gly Gly
115 120 125

Page 15



Thr Lys val Glu Ile

130

Lys

Glu
150

Phe
145

Pro Pro ser Asp

Leu Asnh Asn Phe

165

cys Leu TYyr

Ala Gln

180

val Asp Asn Leu ser

GlIn ser ser Thr

195

Asp Lys Asp

Ser Lys Ala Glu

210

Tyr Lys

As
.pA 215

Gln ser

230

His Gly Leu Ser Pro

225

Cys

<210> 20

<211> 238

<212> PRT,

<213> Artificial Sequence

<220>

<221> source

<223> /note—"Descrwpt1on of
polypeptide"

<400> 20 _
Met Asp Met Arg }’/a1 Pro Ala
1

Leu Arg Gly gga Arg Cys GIn
ser Ala gga Pro Gly GIn Lys
Ser Asn ITe Gly Asn Asn Tyr
50 55
Thr Ala Pro Lys Leu %gu Ile

65

Ile Pro Asp Arg gge Ser Gly

Thr

Leu

Pro

Gly

Tyr

200

His

val

Artificial sequence:

Gln

Ser

val

40

val

Tyr

Ser

val
Lys
Arg
Asn
185
Ser

Lys

Thr

Leu

val
25

Thr ITe Sser
Ser Trp Tyr

AsSp Asn Asn
75

Lys

Al472pPCT
Ala Ala Pro
140

ser Thr

Glu
170

Lys

ser GIn Glu

l.eu Ser Ser

val Ala

220

Tyr

Lys Ser Phe

235

Leu Gly Leu
10

Leu Thr Gln
Cys
Gln
60
Lys
Thr

ser Gly
90

Page 16

Ser Vaerhe
Ala Ser val
val GIn Trp

175

ser val Thr
190

Thr Leu Thr
205
Cys Glu val

Asn Arg -Gly

synthetic
Leu Leu Leu
15
Pro Pro ser
30

Ser Gly ser
45

GIin Phe Pro

Arg Pro Ser

Ser Ala Thr
95

Ile

val

160

Lys

Glu

Leu

Thr

Glu
240

Trp

val

ser

Gly

Gly

80

L.eu



Gly 11e Thr Gly Leu GIn Thr
100

Thr Trp Asp Ser Arg Leu Ser

Lteu Thr val Leu Gly GIn Pro
130 135

Pro Pro Ser Ser Glu Glu Leu
145 150

Leu ITe Ser Asp Phe Tyr Pro
165

Asp Gly Ser pro val Lys Ala
180

Gln Ser Asn Asn Lys Tyr Ala
195

Glu GIn Trp Lys Ser His Arg
210 215

Gly ser Thr val Glu Lys Thr
225 230

<210> 21

<211> 238

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="pDescription of
polypeptide”

<400> 21
Met Asp Met Arg ¥a1 Pro Ala
1

Leu Arg Gly gga Arg Cys Gin
ser Gly ggr Pro Gly Gln Arg
ser Asn Ile Gly Ser Ash Tyr
50 ) 55
Ala Ala Pro Lys Leu ligu Ile

val Pro Asp Arg Phe Ser Gly

Al472PCT
Gly Asp Glu Ala Asp

Ala val val Phe Gly
120

Lys Ala Asn Pro Thr
140

Glin Ala Asn Lys Ala
155

Gly Ala val Thr val
170

Gly val Gtu Thr Thr
185

Ala Ser Ser Tyr Leu
200

Ser Tyr Ser Cys Gln
220

val Ala Pro Thr Glu
235

Artificial Sequence:

GIln Leu Leu Gly Leu
10
ser val Leu Thr GlIn
25

val Thr Ile Ser Cys

40

val Tyr Trp Tyr GlIn
60

Leu Arg Asn Asn Gln
75

ser Lys Ser Gly Thr
Page 17

Tyr Tyr Cys
110
Gly Gly Thr
val Thr Leu
Thr Leu val
Ala Trp Lys

175

Lys Pro ser
190

Ser Leu Thr
205
val Thr His

Cys ser

Synthetic
Leu Leu Leu
15
ser Pro Ser
Ser Gly Ser
45
GIn Leu Pro

Arg Pro ser

Ser Ala ser

Gly
Lys
Phe
Cys
160
Ala
Lys

Pro

Glu

Trp
Ala
ser
Gly
&

Leu



85

Thr ITe sSer Leu Arg Ser

Ala Trp Asp Ser Leu Ser

Gln Pro

135

Thr
130

Leu Leu Gly

Glu
150

Pro Ser Glu Leu

145

Pro Ser

Phe
165

Leu Ile Ser Asp Tyr Pro

Pro val Ala

180

Asp Gly Ser Lys

GIn Ser Asn Asn Lys Tyr Ala
195

Gln His

210

Glu Trp Lys Ser

Gly Ser Thr val Glu

225

Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

22

238

PRT

Artificial sequence

source L
/note="Description of
polypeptide™

<400> 22

Met Asp Met Arg ga1 Pro Ala
1

Leu Arg Gly géa Arg Ccys Gin

ser Gly ;Er Pro Gly GIn Arg

Thr

Ser Asn Ile Gly Ser Asn
50 55

Thr Ala Pro Lys Leu Leu Ile
70

65

Al472pPCT
90

Glu Giu Ala Asp

Gly Trp val Phe Gly

Ala Thr

140

Lys Asn Pro

GIn Ala Asn Lys Ala

155

val Thr val

170

Gly Ala

val Glu Thr Thr

185

Gly

Ala
200

Ser Ser Tyr Leu

Gln
220

sSer Tyr Ser Cys

Thr Glu

235

val Ala Pro

Artificial Sequence:

GIn Leu Leu Gly Leu
10

ser gg] Leu Thr GIn

val

Thr Ile Ser Cys
40

val Asn Trp Tyr Gin
60

Tyr Thr Asn ?gn Gln

Page 18

95

Tyr Cys
110

Gly Thr

Thr Leu

Thr Leu‘Va1

Ala Trp Lys

175

Pro Ser

190

Lys

Ser Leu Thr

205

val Thr His

Cys ser

synthetic

Leu Leu Leu
15

Pro Pro Ser

30

ser

Gly ser
45

Gln

Leu Pro

Arg Pro Ser

Ala

Lys

Phe

Cys

160

Ala

Lys

Pro

Glu

Trp

Ala

Ser

Gly

Gly
80



val

Ala

Ala

Leu

Pro

145

Leu

Asp

GIn

Glu

Pro

Ile

Arg

Thr

130

Pro

Ile

Gly

Ser

Gln
210

Asp

ser

Ser

Ser

Ser

Asn

195

Trp

Gly ser Thr

225

<210> 23

<211> 238
<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of

Arg

Gly

100

Glu

Leu

Ser

Asp

Pro

180

Asn

Lys

val

Phe

85

Leu

Ser

Gly

Glu

Phe

165

val

Lys

Ser

Glu

polypeptide”

<400> 23
Met Asp Met Arg gaT Pro Ala
1

ser

GIn

Leu

Gln

Glu

150

Tyr

Lys

Tyr

His

Lys
230

Gly

Ser

Asn

Pro

135

Leu

Pro

Ala

Ala

Arg

215

Thr

Leu Arg Gly éga Arg Cys GIn

ser Gly ggr Pro Gly GIn Arg

Ser Asn Ile Gly Ser Asn Tyr
50 55

Ser

Glu

Lys

Gln

Gly

Gly

Ala

200

Ser

val

Artificial Sequence:

Lys

Asp

val

Ala

Ala

Ala

val

185

Ser

Tyr

Ala

Al1472PCT

Ser Gly Thr
90

Glu

val

Asn

Asn

val

170

Glu

Ser

ser

Pro

Ala

Phe

Pro

Lys

Thr

Thr

TYyr

Cys

Thr
235

Asp

Gly

Thr

Ser

Phe

Gly

val

140 -

AT;
val
Thr
Leu
Gln

220

Glu

GIn Leu Leu Gly Leu
10

ser val Leu Thr GIn
25

val Thr Ile Ser Cys
40

val Tyr Trp Tyr Gln
60

Page 19

Thr

Ala

Lys

Ser

205

val

Cys

synthetic

Ala
TVYIr
110
Gly
Thr
Leu
Trp
Pro
190

Leu

Thr

Ser

95

Cys

Thr

Leu

val

Lys

Ser

Thr

His

Ser )

Leu Leu Leu

Pro Pro ser
30

Ser Gly ser
45

Gln Leu Pro

Leu

Ala

Lys

Phe

Cys

Ala

Lys

Pro

Glu

Trp

Ala

ser

Gly



Ala

65

val

Ala

Ala

Leu

Pro

145

Leu

ASp

Gln

Glu

Gly
225

<210>
<211>
<212>
<213>

Ala

Pro

Ile

Trp

Thr

130

Pro

Ile

Gly

Ser

Gin

210

Ser

<220>

<221>
<223>

<400>

Pro

Asp

ser

115

val

Ser

Ser

Ser

Asn

195

Trp

Thr

24

241
PRT |
Artificial Sequence

Lys

Arg

Gly

ASp

Leu

Ser

Asp

Pro

180

Asn

Lys

val

source L
/note="Description of

Leu

Phe

a5

Leu

Ser

Gly

Glu

Phe

165

val

Lys

Ser

Glu

polypeptide”

24

Leu

70

ser

Arg

Leu

GIn

Glu

150

Tyr

Lys

Tyr

His

230

Ile

Gly

ser

ser

Pro

135

Leu

Pro

Ala

Ala

get Asp Met Arg gaT pro Ala

Leu Arg Gly gga Arg Cys Asp

Leu ser val ser Pro Gly Gln

35

Phe

Ser

Glu

Lys

Gln

Gly

Gly

Ala

200

Ser

val

Artificial Sequence:

Arg

LysS

Trp

Ala

Ala

Ala

val

185

Ser

TYyr

Ala

Al472pPCT

Asn Asn Gln
75

Ser

90

Glu

val

Asn

Asn

val

170

Glu

Ser

Ser

Pro

Gly

Ala

Phe

Pro

Lys

155

Thr

Thr

Tyr

Cys

Thr
235

Thr

Asp

Gly

Thr

140

Ala

val

Thr

Leu

Gin

220

Glu

GIn Leu Leu Gly Leu
10

Ile ;?r Leu Thr G1In

Pro Ala Ser ITe Ser
40

Page 20

Arg

Ser

TYr

Gly

val

Thr

Ala

Lys

Ser

205

val

Cys

Pro

Ala

Tyr

110

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

Ser

Ser

Ser

95

Cys

Thr

Leu

val

Lys

175

Ser

Thr

His

Synthetic

Gly

80

Leu

Ala

Lys

Phe

Cys

160

Ala

Lys

Pro

Glu

Leu Leu Leu Trp

Thr Pro Leu Ser
30

Cys Lys Ser Ser
45



Gln

Gln

65

Arg

ASp

Tyr

Thr

Phe

145

Cys

val

Gln

Ser

His

225

cys

Ser

50

Lys

Phe

Phe

Tyr

Lys

130

Pro

Leu

Asp

Asp

Lys

210

Gln

Leu

Pro

Ser

Thr

cys

115

val

Pro

Leu

Asn

Ser

195

Ala

Gly

<210> 25

<211> 238
<212> PRT |
<213> Artificial Sequence

<220>
<221> source . Lo
<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 25
Met Asp Met Arg gaT Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
1

Leu

Gly

Gly

Leu

100

Met

Glu

Ser

Asn

Ala

180

Lys

Asp

Leu

His

Gln

Leu

85

Lys

GIn

Tle

Asp

Asn

165

Leu

Asp

Tyr

ser

Ser

Pro

70

Pro

Ile

Ser

Lys

Glu

150

Phe

Gln

Ser

Glu

Ser
230

ASp

55

Pro

Asp

ser

Phe

Tyr

Ser

Thr

Lys

215

Pro

Gly

Gin

Arg

Arg

Pro

120

Thr

Leu

Pro

Gly

TYr

200

His

val

Arg

Leu

Phe

val

105

Leu

val

Lys

Arg

Asn

185

Ser

Lys

Thr

Al472PCT
Asn Tyr Leu

Leu

Ser

a0

Glu

Pro

Ala

Ser

Glu

170

Ser

Leu

val.

Lys

Ile
75

Gly
Ala

Leu

Ala

GIn

Ser

Tyr

ser
235

60

Tyr

ser

Glu

Thr

Pro

140

Thr

Lys

Glu

Ser

Ala

220

Phe

Tyr

Glu

Gly

Asp

Phe

125

ser

Ala

val

Ser

Thr

205

Cys

Asnh

Trp

val

Ser

val

110

Gly

val

Ser

GIn

val

190

Leu

Glu

Arg

Tyr

Ser

Gly

95

Gly

Gly

Phe

val

Trp

Thr

Thr

val

Gly

15

Leu

Asn

80

Thr

Ile

Gly

Ile

val

160

Lys

Glu

Leu

Thr

Glu
240

Leu Arg Gly aAla Arg Cys GIn Ser val Leu Thr GIn Pro Pro Ser val
Page 21



ser
Ser
Thr
65

Ile
Gly
Thr
Leu
Pro
145
Leu
Asp
Gln

Glu

Gly
225

<210>
<211>
<212>
<213>

Ala

Asn

50

Ala

Pro

Ile

Trp

Thr

130

Pro

Ile

Gly

ser

GIn

210

Ser

<220>

<221>
<223>

<400>

Ala

35

Ile

Pro

Asp

Thr

Ser

ser

Ser

Asn

195

Trp

Thr

26

236
PRT .
Artificial Ssequence

20

Pro

Gly

Gly Asn

Lys

Arg

Gly

ser

Leu

Ser

Asp

Pro

180

Asn

Lys

val

source o
/note="Description of

Leu

Phe

85

Leu

Arg

Gly

Glu

Phe

165

val

Lys

ser

Glu

polypeptide™

26

Gln

Asn

Leu

70

ser

Gin

Leu

Gln

Glu

150

Tyr

Lys

Tyr

His

Lys
230

Lys

TYyr

55

Ile

Gly

Thr

Ser

Pro

135

Leu

Pro

Ala

Ala

Arg

215

Thr

Met Asp Met Arg gaT Pro Ala
1

val

40

val

Tyr

Ser

Gly

Ala

120

Lys

Gln

Gly

Gly

Ala

200

Ser

val

Artificial sequence:

25

Thr

Ser

Asp

Lys

Ala

Ala

Ala

val

185

ser

Tyr

Ala

Al472PCT

Ile Ser Cys

Trp

AsSn

ser

90

Glu

val

Asn

Asn

val

170

Glu

Ser

Ser

Pro

Tyr
ASn
75

Gly
Ala
Phe
Pro
Lys
155
Thr
Thr
Tyr
Cys

Thr
235

GIn
60

Lys
Thr
ASp
Gly
Thr
140
Ala
val
Thr
Leu
Gln

220

Glu

Ser

45

GlIn

Arg

Ser

Tyr

Gly

val

Thr

Ala

Lys

Ser

205

val

Cys

30

Gly

Leu

Pro

Ala

Tyr

110

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

ser

ser
Pro
ser
Thr
95

Cys
Thr
Leu
val
Lys
175
Ser

Thr

His

Synthetic

ser

Gly

Gly

80

Leu

Gly

Lys

Phe

Cys

160

Ala

Lys

Pro

Glu

Gln Leu Leu Gly Leu Leu Leu Leu Trp
10 15

page 22



Leu

Leu

Gln

Ala

65

Pro

Ile

Lys

Glu

145

Phe

GlIn

ser

Glu

Arg
ser
Gly
50

Pro
ser

ser

Asn

Tyr
ser
Thr

LysS
210

Gly

Ala

35

Tle

Lys

Arg

Ser

Ser

115

Thr

Leu

Pro

Gly

Tyr

195

His

Ser Pro val

225

<210>
<211>
<212>
<213>

<220>

<221>
<223>

27
235
PRT
Artificial sequence

Ala

20

Ser

Arg

Arg

Phe

Leu

100

Phe

val

Lys

Arg

Asn

180

ser

Lys

Thr

source o .
/note="Description of Artificial Sequence:

Arg

val

Lys

Leu

Ser

85

Gln

Pro

Ala

Ser

Glu

165

ser

Leu

val

Lys

polypeptide™

Cys

Gly

Asp

Ile

70

Gly

Pro

Trp

Ala

Gln

Ser

Tyr

ser
230

Asp

Asp

Leu

55

TYr

Ser

Glu

Thr

Pro

135

Thr

Lys

Glu

Ser

Ala

215

Phe

Ile

Arg
40

G1y

Gly
Gly
ASp
Phe
120
ser
Ala
val
Ser
Thr
200

Cys

Asn

GIn

25

val

Trp

Ala

Ser

Phe

105

Gly

val

Ser

Gin

val

185

Leu

Glu

Arg

Al472PCT

Met Thr G1n

Thr

Tyr

Ser

Gly

90

Ala

GIn

Phe

val

Trp

Thr

Thr

val

Gly

Ile

Gln

Ser

75

Thr

Thr

Gly

Ile

val

155

Lys

Glu

Leu

Thr

Glu
235

Thr

Gln

60

Leu

Glu

Tyr

Thr

Phe

140

Cys

val

Gln

Ser

His

220

Cys

Page 23

Ser

cys

45

Lys

G1n

Phe

TYr

Lys

125

Pro

Leu

Asp

ASp

Lys

205

GlIn

Pro

30

Arg

Pro

Ser

Thr

Cys

110

val

Pro

Leu

Asn

Ser

190

Ala

Gly

Ser

Ala

Gly

Gly

lLeu

95

Leu

Glu

Ser

Asn

Ala

175

Lys

Asp

Leu

sSynthetic

Ser

‘Ser

Lys

val

80

Thr

Gln

Ile

Asp

Asn

160

Leu

ASp

Tyr

Ser



<400> 27

Met Glu Thr
1

Asp Thr Thr

Leu

val

Pro

65

Asp

Ser

Gly

Arg

Gin

145

Tyr

sSer

Thr

Lys

Pro
225

<210>
<211>
<212>
<213>

Ser

ser

50

Arg

Arg

Arg

Asn

Thr

130

Leu

Pro

Gly

Tyr

His

210

val

<220>
<221> source

Pro

35

Ser

Leu

Phe

Leu

Ser

115

val

Lys

Arg

Asn

Ser

195

Lys

Thr

28

235
PRT .
Artificial Sequence

Pro

Gly

20

Gly

Gly

Leu

ser

Glu

100

Leu

Ala

Ser

Glu

ser

180

l.eu

val

Lys

Ala

Glu

Glu

Tyr

Ile

Gly

85

Pro

Cys

Ala

Gly

Ala

165

Gln

ser

Tyr

sSer

Gln

Ile

Arg

Leu

Tyr

70

Ser

Glu

Arg

Pro

Thr

150

Lys

Glu

ser

Ala

Phe
230

Leu

val

Ala

Thr

55

Gly

Gly

ASp

Phe

ser

135

Ala

val

Ser

Thr

Cys

215

Asn

Leu

Leu

Thr

40

Trp

Ala

Ser

Phe

ser

GIn

val

Leu

200

Glu

Arg

Phe

Thr

25

Leu

Tyr

Ser

Gly

Ala

105

Gln

Phe

val

Trp

Thr

185

Thr

val

Gly

Al1472PCT

Leu Leu
10

Gln Ser
ser Cys
GTﬁ GIn
ser Arg

75
ggr Asp
val Tyr
Gly Thr
Ile phe
val Cys

155
Lys val
170
Glu GIn
Leu Ser

Thr His

Glu Cys

Leu

Pro

Arg

Phe

Tyr

Lys

Pro

140

Leu

Asp

Asp

Lys

Gln
220

Page 24

Leu

Gly

Ala

45

Pro

Thr

Thr

Cys

Leu

125

Pro

Leu

Asn

ser

Ala

205

Gly

Trp

Thr

30

ser

Gly

Gly

Leu

Gln

110

Glu

ser

Asn

Ala

Leu

Leu

15

Leu

Gln

Gln

Ile

Thr

95

GIn

Ile

Asp

Asn

Leu

175

Asp

Tyr

Ser

Pro

Ser

Ser

Ala

Pro

80

Ile

TYr

Lys

Glu

Phe

160

Gln

ser

Glu

Ser



Al472pCT

<223> /note="pescription of Artificial Sequence:

polypeptide”

<400> 28
Met Glu Thr Pro Ala GIn Leu Leu Phe Leu Leu Leu
1 5

asp Thr Thr Gly Glu X1e val Leu ;gr Gln ser Pro
20

Leu Ser Pro Gly Glu Arg Ala Zgr Leu Ser Cys Arg
35

val ser ser Gly Tyr Leu Thr Trp Tyr GIn Gln Lys
50 55 60

Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala
65 70 75

Asp Arg Phe Ser ggy Ser Gly Ser Gly ;gr Asp Phe

Ser Arg Leu Glu Pro Glu Asp Phe Ala val Tyr Tyr
100 105

Gly Asn Ser Leu Ser Arg Phe Gly GIn Gly Thr Lys
115 120

Arg Thr val Ala Ala Prao Ser val phe Ile Phe Pro
130 135 140

GIn Leu Lys Ser Gly Thr Ala Ser val val Cys Leu
145 150 155

Tyr Pro Arg Glu Ala Lys val Gln Trp Lys val Asp
165 170

ser Gly Asn Ser Gln Glu Ser val Thr Glu GIn Asp
180 185

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys
195 200

Lys His Lys val Tyr Ala Cys Glu val Thr His Gln
210 215 220

pro val Thr Lys Ser phe Asn Arg Gly Glu Cys
225 230 235

<210> 29
<211> 478
<212> PRT
<213> Artificial Sequence
Page 25

synthetic

Lteu Trp Leu
15

Gly

Ala

45

Pro

Thr

Thr

Cys

Leu

125

Pro

Leu

Asn

ser

Ala

205

Gly

Thr
30

Ser
Gly
Gly
Leu
GIn
110
Glu
ser
Asn
Ala
Lys
190

Asp

Leu

Leu
Gln
Gln
Ile
Thr
95

GIn
Ile
Asp
Asn
Leu
175
Asp

Tyr

ser

Pro

Ser

Ser

Ala

Pro

80

Ile

Tyr

Lys

‘Glu

Phe

160

Gln

Ser

Glu

ser



Al472pPCT

<220>
<221> source

<223> /note="Description of Artificial Sequence:

polypeptide”

<400>- 29
Met Asp Met Arg §a1 Pro Ala Gln Leu igu Gly Leu
1

Leu Arg Gly Ala Arg Cys Gln Vval g;n Leu val Glu
20

val val GIn Pro Gly Arg Ser kgu Arg Leu Ser Cys
35

phe Thr pPhe Ser Ser phe Gly Met His Trp val Arg
50 55 60

Lys Gly Leu Glu Trp val Ala val Ile Ser Phe Asp
65 70 75

Tyr Ser val Asp ggr val Lys Gly Arg gge Thr Ile

Ser Lys Asn Thr Leu Phe Leu GIn Met Asn Ser Leu
100 105

Thr ala val Tyr Tyr Cys Ala Arg Asp Arg Leu Asn
115 120

ser Gly Tyr Tyr His Tyr Lys Tyr Tyr Gly Met Ala
130 135 140

Gly Thr Thr val Thr val ser Ser Ala Ser Thr Lys
145 150 155

pPhe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu
165 170

Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro
180 185

Trp Ash Ser Gly Ala Leu Thr Ser Gly val His Thr
195 200

Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val
210 215 220

ser ser Asn phe Gly Thr GIn Thr Tyr Thr Cys Asn
225 230 235

Pro Ser Asn Thr Lys val Asp Lys Thr val Glu Arg
pPage 26

synthetic

Leu

Ser

Ala

45

GIn

Gly

ser

Arg

Tyr

125

val

Gly

ser

val

Phe

205

val

val

Lys

Leu

Gly

30

Ala

Ala

Ser

Arg

Ala

110

Tyr

Trp

Pro

Thr

Thr

190

Pro

Thr

Asp

Cys

Leu
15
Gly
ser
Pro
Ile
Asp
95
Glu
Asp
Gly
Ser
Ala
175
val
Ala
val
His

Cys

Trp

Gly

Gly

Gly

Asp

Ser

Gln

val

160

Ala

Ser

val

Pro

240

val



Glu

Leu

Glu

GIn

305

Lys

Leu

Lys

Lys

Ser

385

Lys

GIn

Gly

Gln

Asn
465

<210>
<211>
<212>
<213>

Cys
Phe
val
290
Phe
Pro

Thr

val

“Thr

370

Arg

Gly

Pro

Ser

Gln

450

His

<220>

<221>
<223>

Pro

Pro

275

Thr

Asn

Arg

val

Ser

355

Lys

Glu

Phe

Glu

Phe

435

Gly

Tyr

30
479
PRT |
Artificial sequence

Pro

260

Pro

Cys

Trp

Glu

val

340

Asn

Gly

Glu

TYyr

Asn

420

Phe

Asn

Thr

source e L
/note="Description of Artificial Sequence:

245

cys

Lys

val

Tyr

Glu

325

His

Lys

Gln

Met

Pro

405

Asn

Leu

val

Gln

polypeptide”

Pro

Pro

val

val

310

Gln

GIn

Gly

Pro

Thr

390

ser

TYr

Tyr

Phe

Lys
470

Ala

Lys

val

295

Asp

Phe

ASp

Leu

Arg

375

Lys

Asp

Lys

ser

Ser

455

Ser

Pro

Asp

Asp

Gly

Asn

Trp

Pro

360

Glu

Asn

Ile

Thr

Cys

Leu

Pro

265

Thr

val

val

Ser

Leu

345

Ala

Pro

Gln

Ala

Thr

425

Leu

Ser

ser

Al472PCT

250

val Ala Gly

Leu

ser

Glu

Thr

330

Asn

Pro

Gin

val

val

410

Pro

Thr

val

Leu

Met

His

val

315

Phe

Gly

Ile

val

Ser

395

Glu

Pro

val

Met

ser
475

Ile

Glu

300

His

Arg

Lys

Glu

Tyr

380

Leu

Trp

Met

Asp

His

460

Pro

Page 27

Pro

Ser

285

Asp

Asn

val

Glu

Lys

365

Thr

Thr

Glu

Leu

Lys

445

Glu

Gly

ser
270
Arg
Pro
Ala
val

TYr
350
Thr
LLeu
Cys
ser
Asp
ser

Ala

Lys

255

val

Thr

Glu

Lys

Ser

335

Lys

ITe

Pro

Leu

Asn

415

Ser

Arg

Leu

synthetic

Phe

Pro

val

Thr

320

val

Cys

Ser

Pro

val

400

Gly

Asp

Trp

His



<400> 30

Met Asp Met
1

Leu

Leu

Phe

Lys

65

Thr

Asp

Glu

Ile

Gln

145

val

Ala

Ser

val

Pro

225

Lys

val

Arg
val
Thr
50
Gly
Thr
Asp
Asp
Sear
130
Gly
Phe
Leu
Trp
Leu
210
Ser

Pro

Glu

Gly

Lys

35

phe

Leu

ASp

Ser

Thr

115

Trp

Thr

Pro

Gly

Ash

195

Gln

Ser

Ser

Cys

Arg

Ala

20

Pro

Ser

Glu

TYr

LyS

100

Ala

Ser

Thr

Leu

Cys

180

ser

Ser

Asn

Asn

Pro
260

val

Arg

Gly

Asn

Trp

Ala

85

Asn

val

Ser

val

Ala

165

Leu

Gly

Ser

Phe

Thr

245

Pro

Pro

cys

Gly

Ala

val

70

Ala

Thr

Tyr

Tyr

Thr

150

Pro

val

Ala

Gly

Gly

Lys

cys

Ala
Glu
ser
Trp
55

Gly
Pro
Leu
TYr
Tyr
135
val
Cys
Lys
Leu
Leu
215
Thr

val

Pro

Gln

val

Leu

40

Met

Arg

val

Tyr

Cys

120

Tyr

Ser

ser

Asp

Thr

200

Tyr

GIn

Asp

Ala

Leu

Gin

25

Arg

Ser

Ile

Lys

Leu

105

Thr

Tyr

Ser

Arg

TYr

185

ser

ser

Thr

Lys

Pro
265

Al472pPCT

Leu Gly Leu
10

Leu

Leu

Trp

Lys

Gly

90

Gln

Thr

Tyr

Ala

Ser

170

Phe

Gly

Leu

TYr

Thr
250

val

Ser

val

ser

75

Arg

Met

Asp

Gly

ser

155

Thr

Pro

val

Ser

Thr

235

val

Glu

cys

Arg

60

Thr

Phe

Asn

Arg

Met

140

Thr

Ser

Glu

His

Ser

220

cys

Glu

Pro val Ala

Page 28

Leu

Ser

Ala

45

Gln

Thr

Thr

Ser

Thr

125

Asp

Lys

Glu

Pro

Thr

205

val

Asn

Arg

Gly

Leu

Gly

30

Ala

Ala

Asp

Ile

Leu

110

Gly

val

Gly

ser

val

190

Phe

val

val

Lys

Pro
270

Leu

15

Gly

Ser

Pro

Gly

ser

95

Lys

Tyr

Trp

Pro

Thr

175

Thr

Pro

Thr

Asp

Cys

ser

Trp

Gly

Gly

Gly

Gly

80

Arg

Thr

Ser

Gly

Ser

160

Ala

val

Ala

val

His

240

Cys

val



Phe

Pro

val

305

Thr

val

cys

Ser

Pro

385

val

Gly

Asp

Trp

His
465

<210>
<211>
<212>
<213>

Leu

Glu

290

GlIn

Lys

Leu

Lys

Lys

370

Ser

Lys

GlIn

Gly

Gln

450

Asn

<220>

<221>
<223>

<400>
Met Asp Met Arg §a1 Pro Ala

1

Phe

275

val

Phe

Pro

Thr

val

355

Thr

Arg

Gly

Pro

ser

435

Gln

His

31
478
PRT' ..
Artificial Sequence

Pro

Thr

Asn

Arg

val

340

Ser

Lys

Glu

Phe

Glu

420

Phe

Gly

Tyr

source L
/note="Description of

Pro

Cys

Trp

Glu

325

val

Asn

Gly

Glu

Tyr

405

Asn

Phe

Asn

Thr

polypeptide”

31

Lys

val

TYr

310

Glu

His

Lys

Gln

Met

390

Pro

Asn

Leu

val

Gln
470

Pro

val

295

val

Gln

G1n

Gly

Pro

375

Thr

ser

Tyr

Tyr

Phe

455

Lys

Lys

280

val

Asp

Phe

Asp

Leu

360

Arg

Lys

ASp

Lys

Ser

440

Ser

Ser

Artificial Sequence:

Asp

Asp

Gly

Asn

Tr

34

Pro

Glu

Asn

Ile

Thr

425

Lys

cys

Leu

Al472PCT

Thr Leu Met

val

val

Ser

330

Leu

Ala

Pro

Gln

Ala

410

Thr

Leu

Ser

Ser

ser
Glu
315
Thr
Asn
Pro
Gln
val
395
val
Pro
Thr

val

Leu
475

His
300

val

.Phe

Gly

Ile

val

380

Ser

Glu

Pro

val

Met

460

ser

Ile
285
Glu
His
Arg
Lys
Glu
365
Tyr

Leu

Trp

‘Met

ASp

His

Pro

Ser

Asp

Asn

val

Glu

350

Lys

Thr

Thr

Glu

Leu

430

Lys

Glu

Gly

Arg

Pro

Ala

val

335

Tyr

Thr

Leu

Cys

ser

415

Asp

Ser

Ala

Lys

Synthetic

Thr

Glu

320

ser

Lys

Ile

Pro

Leu

400

Asn

ser

Arg

Leu

GIn Leu Leu Gly Leu Leu Leu Leu Trp
10 15

Page 29



Leu

Leu

Phe

Lys

TYyr

ser

Thr

Ser

Leu

Trp

Leu

Ser

225

Pro

Glu

Leu

Arg

val

Thr

50

Gly

Tyr

Lys

Ala

ser

130

Thr

Pro

Gly

Asn

Gln

210

ser

Ser

cys

Phe

Gly

GIn

35

Phe

Leu

Ala

Asn

val

115

Gly

Thr

Leu

Cys

Ser

195

ser

Asn

Asn

Pro

Pro
275

Ala

20

Pro

ser

Glu

Asp

Thr

100

Tyr

Trp

val

Ala

Leu

180

Gly

Ser

Phe

Thr

Pro

260

Pro

Argd

Gly

ser

Trp

Ser

85

Leu

Tyr

Tyr

Thr

Pro

165

val

Ala

Gly

Gly

Lys

245

Cys

Lys

Cys

Glu

Tyr

val

70

val

Tyr

Cys

Asp

val

150

Cys

Lys

Leu

Leu

Thr

230

val

Pro

Pro

Glu

Ser

Ala

55

ser

Lys

Leu

Ala

Tyr

135

Ser

Ser

Asp

Thr

TYr

215

Gln

Asp

Ala

Lys

val

Leu

40

Met

Ala

Gly

Gln

Lys

120

Tyr

Ser

Arg

Tyr

ser

200

Ser

Thr

LysS

Pro

ASp

Gln

25

Arg

ser

Ile

Arg

Met

105

Asp

Tyr

Ala

Ser

Phe

185

Gly

Leu

Tyr

Thr

Pro

265

Thr

Al472PCT

Leu Leu Glu

Leu

Trp

Ser

Phe

90

Asn

Gin

Gly

Ser

Thr

170

Pro

val

Ser

Thr

val

250

val

Leu

Ser

val

Gly

75

Thr

Ser

Arg

Met

Thr

155

Ser

Glu

His

Ser

Cys

235

Glu

Ala

Met

Ccys

Arg

60

Ser

Ile

Leu

Glu

Lys

Glu

Pro

Thr

val

220

Asn

Arg

Gly

Ile

Page 30

Ser

Ala

45

GlIn

Gly

Ser

Arg

val

125

val

Gly

Ser

val

Phe

205

val

val

Lys

Pro

Ser
285

Gly

30

Ala

Ala

Gly

Arg

Ala

110

Gly

Trp

Pro

Thr

Thr

190

Pro

Thr

Asp

cys

ser

270

Arg

Gly

ser

Pro

Arg

Asp

95

Glu

Pro

Gly

Ser

Ala
175

val

Ala

val

His

Cys

255

val

Thr

Gly

Gly

Gly

Thr

80

Asn

Asp

Tyr

GIn

val

160

Ala

Ser

val

Pro

Lys

240

val

Phe

Pro



Glu

Glin

305

Lys

Ley

Lys

Lys

Ser

385

Lys

Gln

Gly

GlIn

Asn
465

val
280

Phe

Pro

Thr

val

Thr

370

Arg

Gly

Pro

ser

GIn

450

His

Thr

Asn

Arg

val

sSer

355

Lys

Glu

Phe

Glu

Phe

435

Gly

Tyr

<210> 32

<211> 478
<212> PRT
<213> Artificial sequence

<220>
<221> source L
<223> /note="Description of
polypeptide”

<400> 32
Met Asp Met Arg ga1 Pro Ala
1

cys

Trp

Glu

val

340

Asn

Gly

Glu

Tyr

Asn

420

Phe

Asn

Thr

val
Tyr
Glu
325
His
Lys
Gln
Met
Pro
405
Asn
Leu

val

Gln

val

val

310

Gln

Gin

Gly

Pro

val

295

Asp

Phe

AsSp

Leu

Arg

- 375

Thr

390

ser

Tyr

Tyr

Phe

Lys

Lys

Asp

Lys

ser

ser

455

Ser

Leu Arg Gly ééa Arg Cys Gln

Asp

Gly

Asn

Trp

Pro

360

Glu

Asn

Ile

Thr

Lys

440

Cys

Leu

val

val

Ser

Leu

345

Ala

Pro

Gln

Ala

Thr

425

Leu

ser

Ser

Al472pCT

Ser His Glu

Glu

Thr

330

Asn

Pro

Gln

val

val

410

Pro

Thr

val

Leu

val

315

Phe

Gly

Ile

val

Ser

395

Glu

Pro

val

Met

Ser
475

300

His

Arg

Lys

Glu

Tyr

380

Leu

Trp

Met

Asp

His

460

Pro

Asp

Asn

val

Glu

Lys

365

Thr

Thr

Glu

Leu

Lys

445

Glu

Gly

Pro
Ala
val
Tyr
350
Thr
Leu
Cys

Ser

Ala

Lys

Glu
Lys
ser
335
Lys
Ile
Pro
Leu
Asn
415
ser

Arg

Leu

Artificial Sequence: Synthetic

val

Thr

320

val

Cys

Ser

Pro

val

400

Gly

ASp

Trp

His

GIn Leu Leu Gly Leu Leu Leu Leu Trp
10 15

val GIn Leu val GIn Sser ggy Ala Glu

25

Page 31



val

Tyr

Gln

65

Asn

Ser

Thr

Arg

Leu

Trp

Leu

ser

225

Pro

Glu

Leu

Glu

Lys

Thr

50

Gly

Tyr

Ile

Ala

Pro

Gly

Asn

Gln

210

ser

ser

Cys

Phe

val
290

Lys

Phe

Leu

Ala

Ser

val

115

val

Thf

Leu

Cys

ser

195

Ser

Asn

Asn

Pro

Pro

275

Thr

Pro

Thr

Glu

Gln

Thr
100

TYr

Phe

val

Ala

Leu

180

Gly

ser

Phe

Thr

Pro

260

Pro

Cys

Gly
Gly
Trp
Lys
85

Ala
Phe
Pro
Thr
Pro
165
val
Ala
Gly
Gly
Lys
Cys
Lys

val

Ala

Tyr

Met

70

Phe

Tyr

Cys

Pro

val

150

Cys

Lys

Leu

Leu

Thr

230

val

Pra

Pro

val

Ser

Tyr

55

Gly

Gln

Met

Ala

Tyr

135

Ser

Ser

Asp

Thr

TYr

215

Gln

Asp

Ala

Lys

val
295

val

40

Met

Trp

Gly

Glu

Arg

TYr

ser

Arg

Tyr

Lys

His

Ile

Arg

Leu

105

Asp

Tyr

Ala

ser

Phe

185

ser

200

Ser

Thr

Lys

Pro

Asp

Asp

Gly

Leu

Tyr

Thr

Pro

265

Thr

val

Al472pCT
val Ser Cys

Trp

Asn

val

90

ser

GIn

Gly

ser

Thr

170

Pro

val

Ser

Thr

val

250

val

Leu

ser

Page 32

val

Pro

75

Thr

Arg

Met

Met

Thr

155

Ser

Glu

His

Ser

Cys

235

Glu

Ala

Met

His

Arg
60.

Asn
Met
Leu

Ser

Lys
Glu
Pro
Thr
s
Asn
Arg
Gly

Ile

Glu
300

Ser

Thr

Arg

Ile

125

val

Gly

Ser

val

Phe

205

val

val

Lys

Pro

Ser

285

ASp

Ala

Ala

Gly

Arg

ser

110

Ile

Trp

Pro

Thr

Thr

180

Pro

Thr

ASp

Cys

ser

270

Arg

Pro

Ser

Pro

Gly

Asp

95

Asp

Met

Gly

ser

Ala

175

val

Ala

val

His

Cys

255

val

Thr

Glu

Gly

Gly

Thr

80

Thr

Asp

Leu

Gln

val

160

Ala

Ser

val

Pro

240

val

Phe

Pro

val



Gln

305

Lys

Leu

Lys

Lys

Ser

385

Lys

Gln

Gly

Gln

Asn
465

Phe

Pro

Thr

val

Thr

370

Arg

Gly

Pro

ser

Gln

450

His

<210> 33
<211> 477

<212>
<213>

<220>

<221>
<223>

Asn

Arg

val

Ser

355

Lys

Glu

Phe

Glu

Phe

435

Gly

Tyr

PRT .
Artificial Sequence

Trp

Glu

val

340

Asn

Gly

Glu

Tyr

Asn

420

Phe

Asn

Thr

source o
/note="Description of

Tyr

Glu

325

His

Lys

Gln

Met

Pro

405

Asn

Leu

val

Glin

polypeptide”

<400> 33
Met Asp Met Arg gaT Pro Ala
1

val

310

Gin

Gln

Gly

Pro

Thr

390

Ser

Tyr

Tyr

Phe

Lys
470

Asp

Phe

ASp

Leu

Arg

375

Lys

Asp

Lys

Ser

Ser

455

Ser

Leu Arg Gly géa Arg Cys Gin

val val ng Pro Gly Arg Ser
5

Phe Thr Phe Ser Ser Tyr Gly

Al472pCT
Gly val Glu val His
315

Asn ser Thr Phe Arg
330

Trp Leu Asn Gly Lys
345

Pro Ala Pro Ile Glu
360

Glu Pro GIn val Tyr
380

Asn GIn val Ser Leu
395

Ile Ala val Glu Trp
410

Thr Thr Pro Pro Met
425

Lys Leu Thr val Asp

Cys Ser val Met His
460

Leu Ser Leu Ser Pro
475

Artificial sequence:

GIn Leu Leu Gly Leu
10
val G1n Leu val Glu
25
Leu Arg Leu Ser Cys
40

Met His Trp val Arg
Page 33

Asn Ala Lys Thr

val

Glu

Lys

365

Thr

Thr

Glu

Leu

Lys

445

Glu

Gly

val

Tyr

350

Thr

Leu

Cys

ser

Ala

Lys

ser

335

Lys

Ile

Pro

Leu

Asn

415

Ser

Arg

Leu

Synthetic

Leu Leu Leu

15

Ser Gly Gly
30

Ala Ala Ser
45

Gln Ala Pro

320

val

cys

Ser

Pro

val

400

Gly .

Asp

Trp

His

Trp

Gly

Gly



Lys

65

Ser

ser

Thr

Thr

Thr

145

Pro

Gly

Asn

GIn

ser

225

Ser

Cys

Phe

val

Phe
305

50

Gly

Tyr

Lys

Ala

Leu

130

Thr

Leu

Cys

ser

ser

210

Asn

Asn

Pro

Pro

Thr

290

Asn

Leu

Ala

Asn

val

115

Tyr

val

Ala

Leu

Gly

Ser

Phe

Thr

Pro

Pro

275

Cys

Trp

Pro Arg Glu

Glu

Asp

Thr

100

TYr

TYr

Thr

Pro

val

180

Ala

Gly

Gly

Lys

Cys

260

Lys

val

Tyr

Glu

Trp

Ser

85

Leu

Phe

Tyr

val

Cys

165

Lys

Leu

Leu

Thr

val

245

Pro

Pro

val

val

Gln

val

70

val

Tyr

Cys

Phe

ser

150

Ser

Asp

Thr

Tyr

Gln

230

Asp

Ala

Lys

val

Asp

310

Phe

55

Ala

Lys

Leu

Ala

Tyr

135

Ser

Arg

TYr

Ser

Ser

215

Thr

Lys

Pro

Asp

295

Gly

Asn

val

Gly

GIn

TYyr

Ala

Ser

Phe

Gly

Leu

Tyr

Thr

Pro

Thr

280

val

val

sSer

Ile

Arg

Met

105

Glu

Gly

ser

Thr

Pro

185

val

ser

Thr

val

val

265

Leu

ser

Glu

Thr

Al472PCT
60

ser Tyr Asp
75

Phe

90

Asn

Arg

Met

Thr

Ser

170

Glu

His

Ser

Cys

Glu

250

Ala

Met

His

val

Thr

Ser

Lys

Asp

Lys

155

Glu

Pro

Thr

val

Asn

235

Arg

Gly

Ile

Glu

His
315

Ile

Leu

Arg

val

140

Gly

Ser

val

Phe

vaTl

220

val

Lys

Pro

Ser

300

ASn

Phe Arg val
page 34

Gly
ser
Arg
val
125
Trp
Pro
Thr
Thr
Pro
205
Thr
Asp
Ccys
Ser
Arg
285
Pro

Ala

val

Ser

Arg

Ala

110

Thr

Gly

Ser

Ala

val

190

Ala

val

His

cys

val

270

Thr

Glu

Lys

ser

His

Asp

95

Glu

Met

Gln

val

Ala

175

ser

val

Pro

Lys

val

255

Phe

Pro

val

Thr

val

Glu

80

Ile

Asp

Ser

Gly

Phe

160

Leu

Trp

Leu

Ser

Pro

240

Glu

Leu

Glu

GlIn

Lys

320

Leu



Al472PCT
325 330

Thr val val His GIn Asp Trp Leu Asn Gly Lys Glu
340 345

val ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys
. 355 360

Thr Lys Gly GIn Pro Arg Glu Pro Gln val Tyr Thr
370 375 380

Arg Glu Glu Met Thr Lys Asn GIn val Ser Leu Thr
385 390 395

Gly pPhe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu
405 410

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu
420 425

ser phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys

435 440

Gln Gly Asn val Phe Ser Cys Ser val Met His Glu

450 455 460
His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
465 470 475
<210> 34 :
<211> 469
<212> PRT _.
<213> Artificial Sequence
<220>

<221> source

<223> /note="Description of Artificial Sequence:

polypeptide”

<400> 34
Met Asp Met Arg ¥a1 Pro Ala GIn Leu igu Gly Leu
1

Leu Arg Gly Ala Arg cys Glu val Gln Leu val Glu
20 25
Leu val ggs Pro Gly Arg Ser kgu Arg Leu Ser Cys

Phe Thr Phe Gly Asp Tyr Ala Met Ser Trp Phe Arg
50 55 60

Lys Gly Leu Glu Trp Ile Gly Phe Ile Arg Ser Arg
65 70 75

Page 35

Tyr

Thr

365

Leu

Cys

Ser

Asp

ser

445

Ala

Lys

Lys

350

Ile

Pro

Leu

Asn

ser

430

Arg

Leu

335

cys

ser

Pro

val

ASp

Trp

His

synthetic

Leu Leu Leu

ser Gly Gly
30

Thr Ala ser

45

Gln Ala Pro

Ala Tyr Gly

Lys
Lys
Ser
4%
GIn
Gly
GIn

Asn

Trp
Gly
Gly
Gly

Gl
80y



Thr

Asp

Glu

Arg-

ser

145

Thr

Pro

val

ser

Thr

225

val

val

Leu

ser

Glu

305

Thr

Asn

Pro

Asp

ASp

Trp

Thr

ser

Glu

His

Ser

210

cys

Glu

Ala

Met

His

290

val

Phe

Gly

Glu

Ser

Thr

115

Asp

Lys

Glu

Pro

Thr

195

val

Asn

Arg

Gly

Ile

275

Glu

His

Arg

Lys

TYr

Lys

100

Ala

Tyr

Gly

Ser

val

180

Phe

val

val

Lys

Pro

260

Ser

ASp

Asn

val

Glu
340

Ala

85

Thr

val

Trp

Pro

Thr

165

Thr

Pro

Thr

Asp

Cys

Ser

Arg

Pro

Ala

val

325

Tyr

Ala

Ile

Tyr

Gly

Ser

150

Ala

val

Ala

val

His

230

cys

val

Thr

GTu

LYyS

310

ser

Lys

Ser

Ala

Phe

GIn

135

val

Ala

Ser

val

Pro

215

Lys

val

Phe

Pro

val

295

Thr

val

Cys

val

TYr

Cys

120

Gly

Phe

Leu

Trp

Leu

200

ser

Pro

Glu

Leu

Glu

280

Gln

Lys

Leu

LysS

Lys

Leu

105

Ala

Thr

Pro

Gly

Asn

185

Gln

Ser

Ser

Cys

Phe

265

val

Phe

Pro

Thr

val
345

Al1472pPCT

Gly Arg Phe
90

GlIn

Arg

Leu

Leu

cys

170

Ser

Ser

Asn

Asn

Pro

250

Pro

Thr

Asn

Arg

val
330

Met

Gly

val

Ala

155

Leu

Gly

Ser

Phe

Thr

235

Pro

Pro

Cys

Trp

Glu

315

val

Asn

Arg

Thr

140

Pro

val

Ala

Gly

Gly

220

Lys

Cys

Lys

val

TYyr

300

Glu

His

Ser Asn Lys

Page 36

Thr

ser

cys

Lys

Leu

Leu

205

Thr

val

Pro

Pro

val

285

val

Gln.

Gln

Gly

ITe

Leu

110

Ile

Ser

Ser

Asp

Thr

Ser

95

Lys

Ala

Ser

Arg

Tyr

ser

190

Tyr

GIn

Asp.

Ala

Lys

val

Asp

Phe

Asp

Leu
350

Ser
Thr
Lys
Pro
255
Asp
Asp
Gly
Asn

Trp

Pro

Arg
Thr
Ala
Ala
Ser
160
Phe
Gly
Leu
Tyr
Thr
240
Pro
Thr
val

val

ser
320

Leu

Ala



Glu Thr 1le

355

Pro Ile Lys ser

val Thr

370

Gln Pro

375

Tyr Leu Pro

val Thr val

385

Leu
390

Ser Leu cys

val Glu Glu ser

405

Trp Asn Gly

Met Leu ser

420

Pro Pro ASp Asp

Thr val Asp Ser

435

Lys Arg Trp

val Met His Ala Leu

Glu,
450

455

Leu Pro Lys

465

Ser Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

35

479

PRT

Artificial Sequence

source o
/note="pescription of
polypeptide"

<400> 35 :
Met Asp Met Arg ¥a1 Pro Ala
1

Leu Arg Gly gga’Arg Cys Glu
Leu val ggs Pro Gly Gly ser
phe Thr Phe Ser Asn Ala ggp
Lys Gly Leu Glu Trp val Gly
65 70

Thr Ala Pro
85

Thr Thr Asp Tyr

His

AL472pPCT

Thr Lys Gly GIn

360

Glu Glu Met

380

ser Arg

Lys Gly phe Tyr

395

Pro

Glu
410

GIn Pro Asn Asn

ser phe Phe

425

Gly Leu

GIn Gln

440

Gly Asn val

Gln
460

Asn His Tyr Thr

Artificial sequence:

Gln Leu Leu Gly Leu
10
val GIn Leu val Glu
25
Leu Arg Leu Ser Cys
40
Met Ser Trp val Arg
60
Arg Ile Lys ;gr Lys

val Lys Gly Arg Phe
90

Page 37

Pro

365

Thr

Ser

Tyr

Tyr

Phe

445

Lys

Arg

Lys

Asp

Lys

Ser

430

Ser

Ser

Glu

Asn

Ile

Thr

415

Lys

Cys

Leu

Synthetic

Leu

Ser

Ala

45

Gln

Thr

Thr

Leu

Gly

30

Ala

Ala

Asp

Ile

Leu

15

Gly

Ser

Pro

Gly

Ser
95

Pro

Gln

Ala

400

Thr

Leu

ser

Ser

Trp

Gly

Gly

Gly

Gly

80

Arg



Asp
Glu
Ile
Gln

145
val
Ala
Ser
val
Pro
225
Lys
val
Phe
Pro
val
305
Thr

val

Cys

Asp

Asp

Ser

130

Gly

Phe

Leu

Trp

Leu

210

Ser

Pro

Glu

Leu

Glu

290

GIn

Lys

Leu

Lys

Ser

Thr

115

Trp

Thr

Pro

Gly

Asn

195

GIn

ser

Ser

Cys

Phe

275

val

Phe

Pro

Thr

val
355

Ser

Thr

Leu

Cys

Ser

Ser

Asn

Asn

Pro

260

Pro

Thr

AsSn

Arg

val

340

sSer

Asn

val

Ser

val

Ala

165

Leu

Gly

Ser

Phe

Thr

245

Pro

Pro

Cys

Trp

Glu

325

val

Asn

Thr

TYr

TYyr

Thr

150

Pro

val

Ala

Gly

Gly

Lys

Cys

Lys

val

TYr

310

Glu

His

Lys

Leu

Tyr

Tyr

135

val

Cys

Lys

Leu

Leu

215

Thr

val

Pro

Pro

val

295

val

Gln

Gln

Gly

Tyr

cys

Tyr

Ser

ser

Asp

Thr

200

Tyr

Gin

Asp

Ala

Lys

280

val

Asp

Phe

Asp

Leu
360

Leu

105

Thr

Tyr

Ser

Arg

Tyr

185

ser

Ser

Thr

Lys

Pro

265

Asp

Asp

Gly

Asn

Trp

Pro

Al472pPCT

GIn Met Asn Ser Leu

Thr

Tyr

Ala

Ser

170

Phe

Gly

Leu

TYr

Thr

250

Pro

Thr

val

val

Ser

330

Leu

Ala

Asp

Gly

Ser

155

Thr

Pro

val

Ser

Thr

235

val

val

Leu

ser

Glu

315

Thr

Asn

Pro

Arg
Met
140
Thr
Ser
Glu
His
Ser
220
Cys
GTu
Ala
Met
His
300
val
Phe

Gly

Ile

Page 38

Thr

125

Asp

Lys

Glu

Pro

Thr

205

val

Asn

Arg

Gly

Ile

285

Glu

His

Arg

Lys

Glu
365

110

Lys

Ala

Gly Tyr Ser

val
Gly
ser
val
190
Phe
val
val
Lys
Pro
270
ser
ASp
Asn
val
Glu

350

Lys

Trp

Pro

Thr

175

Thr

Pro

Thr

Asp

Cys

255

Ser

Arg

Pro

Ala

val
335

TYyr

Thr

Gly

Ser

160

Ala

val

Ala

val

His

240

Cys

val

Thr

Glu

Lys

320

Ser

Lys

Ile



ser Lys Thr

370

Lys

Pro Ser Glu

385

Arg

val Lys Gly Phe

Glu
420

Gly Gln Pro

ser Phe

Gly
435

Asp

Gin GIn

450

Trp Gly

His Asn His

465

TYyr

<210>
<211>
<212>
<213>

<220>
<221>
<223>

36
475
PRT

source

Gly

Glu

Tyr

ASn

Phe

Ash

Thr

polypeptide”

<400> 36

GIn

Met

390

Pro

Asn

Leu

val

Gln
470

Met AsSp Met Arg ga1 Pro
1

Ala
20

Leu Arg Gly

val Lys Lys Pro
Y 35

Tyr Thr Phe Thr
50

Gln Gly Leu Glu

65

Asn Tyr Ala Gin

Thr
100

Ser Ile Ser

Arg
Gly
Asp
Trp

Lys
85

cys
Ala
Tyr
Met
70

Phe

Ala Tyr

Pro

375

Thr

ser

Tyr

Tyr

Phe

455

Lys

Artificial Sequence

/note="Description of

Ala

GlIn

Ser

Tyr

55

Gly

Gln

Met

Arg

Lys

Asp

Lys

ser

440

Ser

Ser

Artiticial sequence:

Gln

val

val

40

Met

Trp

Gly

Glu

Al472PCT

val
380

Glu Pro Gln

val
395

Asn Gln Ser

ITe Ala val Glu
410

Tgr Thr Pro

425

Pro

Lys Leu Thr val

Cys Ser val Met

460

Leu Ser Leu Ser

4735

Leu Leu Gly Leu
10

GIn val Gln

25

Leu

Lys val Ser Cys

Tyr Trp val Arg

60

Ile Ser Pro Asn

75

val Thr

90

Arg Met

Leu Ser Leu

105

Arg

Page 39

Tyr

Leu

Trp

Met

Pro

Thr Leu

Thr Cys

Glu ser

415

Leu

Asp
430

Lys Ser
GTu Ala

Gly Lys

Synthetic

Leu

Ser

Lys

45

Gln

Ser

Thr

Arg

Leu Leu
15

Gly Ala

30

Ala ser

Ala Pro

Gly Gly

Arg Asp

95

Ser
110

Asp

Pro

Leu

400

ASn

Ser

Arg

Leu

Trp

Glu

Gly

Gly

Thr

80

Thr

Asp



Thr

Leu

val

145

Ala

Leu

Gly

Ser

Phe

225

Thr

Pro

Pro

Cys

Trp

305

Glu

val

Asn

Gly

Ala

Tyr

130

Thr

Pro

val

Ala

Lys

Cys

Lys

val
290

Tyr

Glu

His

Lys

Gln
370

val

115

Ser

val

cys

Lys

Leu

195

Leu

Thr

val

Pro

Pro

275

val

val

Gin

Gln

Gly

Pro

Tyr

His

ser

Ser

Tyr

GIn

Asp

Ala

260

Lys

val

Asp

Phe

Asp

340

Leu

Arg

Tyr

Tyr

ser

Tyr

Ser

Ser

Thr

LysS

245

Pro

AsSp

Asp

Gly

Asn

325

Trp

Pro

Glu

cys
Tyr
Aia
150
Ser
Phe
Gly
Leu
TYTP
230
Thr
Pro
Thr
val
val
310
ser
Leu

Ala

Pro

Thr

Pro

val

ser

215

Thr

val

val

Leu

ser

295

Glu

Thr

Asn

Pro

GIn
375

Met

Thr

Ser

Glu

His

200

ser

cys

Glu

Ala

Met

280

His

val

Phe

Gly

Ile
360

val

Gly

Asp

Lys

Glu

Pro

185

Thr

val

Asn

Arg

Gly

Ile

Glu

His

Arg

Lys

345

Glu

Tyr

Al472PCT
Gly Tyr Ser

val Trp Gly
140

Gly

ser

170

val

Phe

val

val

Lys

250

Pro

ser

Asp

Asn

val

330

Glu

Lys

Thr

Pro

155

Thr

Thr

Pro

Thr

Asp

Cys

Ser

Arg

Pro

Ala

315

val

Tyr

Thr

Leu

ser

Ala

val

Ala

val

220

His

Cys

val

Thr

Glu

300

Lys

Ser

Lys

Ile

Pro
380

Page 40

val
Ala
Ser
val
205
Pro
Lys
val
Phe
Pro
285
val
Thr
val
Cys
ser

365

Pro

Tyr

Gly

Phe

Leu

ser

Pro

Glu

Leu

270

Glu

Gln

Lys

Leu

Lys

350

Lys

ser

Ala
Thr
Pro
Gly
Asn
Gln
Ser
Ser
S
Phe
val

Phe
Pro
Thr
335
val

Thr

Arg

Gly

Thr

Leu

160

Cys

ser

ser

Asn

Asn

240

Pro

Pro

Thr

Asn

Arg

320

val

ser

Lys

Glu



Glu

385

Tyr

Asn

Phe

ASN

Thr
465

<210>
<211>
<212>
<213>

Met

Pro

Asn

Leu

val

450

Gln

<220>

<221>
<223>

<400>

Thr
ser
Tyr
Tyr
435
Phe

Lys

37

479
PRT ]
Artificial Sequence

Lys

Asp

Lys

420

Ser

Ser

ser

source L
/note="Description of

Asn

Ile

405

Thr

Lys

Cys

Leu

polypeptide"

37

Glin

390

Ala

Thr

Leu

Ser

Ser
470

val

val

Pro

Thr

val

455

Leu

Met Asp Met Arg ga] Pro Ala
1

Leu

Leu

Phe

Lys

Thr

Asp

Glu

Ile

Arg

val

Thr

50

Gly

Thr

Asp

Asp

Ser

Gly

Lys

35

Phe

Leu

Asp

ser

Thr
115

Ala

20

Pro

Gly

Glu

Tyr

Lys

Ala

Arg

Gly

Asn

Trp

Ala

85

Asn

val

Trp Ser Ser

cys

Gly

Ala

val

70

Ala

Thr

Tyr

Tyr

Glu

Ser

Trp

55

Gly

Pro

Leu

Phe

Tyr

Ser

Glu

Pro

val

440

Met

Ser

Artificial Sequence:

Gln

val

Leu

40

Met

Arg

val

Tyr

Cys

120

Tyr

Al472pPCT
Leu Thr Cys Leu val Lys Gly

Trp Glu

410

Met Leu

425

Asp Lys

His

Pro

Leu

GlIn

25

Arg

Ser

Ile

Lys

Leu

105

Thr

Tyr

Glu

Gly

395

Ser

Asp

Ser

Ala

LyS
475

Asn Gly GIn Pro

415

ser Asp Gly Ser
430

Arg Trp GIn G1n
445

Leu
460

Leu Gly Leu
10

Leu
Leu
Trp
Lys
s

Gln

Thr

val

Ser

val

ser

75

Arg

Met

Asp

Glu
Cys
Arg
60

Lys
Phe

Asn

Arg

Tyr Gly Met
Page 41

His Asn

His

Synthetic

Leu Leu

Ser Gly
30

Ala Ala
45

Gln Ala

Thr Asp

Thr ITe

ser Leu
110

Thr Gly
125

Asp val

Leu

15

Gly

ser

Pro

Gly

ser

95

Lys

Tyr

Trp

Phe
400
Glu
Phe

Gly

Tyr

Trp

Gly

Gly

Gly

Gly

80

Arg

Thr

Ser

Gly



GIn

145

val

Ala

ser

val

Pro

225

Lys

val

Phe

Pro

val

305

Thr

val

cys

Ser

Pro

385

val

130

Gly

Phe

Leu

Trp

Leu

210

ser

Pro

Glu

Leu

Glu

290

Gln

Lys

Leu

Lys

Lys

370

Ser

Lys

Thr

Pro

Gly

Asn

195

Gln

Ser

Ser

Cys

Phe

275

val

Phe

Pro

Thr

val

355

Thr

Arg

Gly

Thr
Leu
Cys
180
ser
ser
Asn
Asn
Pro
260
Pro
Thr
Asn
Arg
val
340
Ser
Lys

Glu

Phe

val

Ala

165

Leu

Gly

Ser

Phe

Thr

245

Pro

Pro

Cys

Trp

Glu

325

val

Asn

Gly

Glu

Tyr

Thr
150
Pro
val
Ala
Gly
Gly
Lys
Cys
Lys
val
Tyr
310
Glu
His
Lys
GIn
Met

390

Pro

135

val

cys

Lys

Leu

Leu

215

Thr

val

Pro

Pro

val

295

val

Gln

Gln

Gly

Pro

375

Thr

Ser

Ser

ser

Asp

Thr

200

Tyr

Glin

Asp

Ala

Lys

280

val

Asp

Phe

Asp

Leu

360

Arg

Lys

Asp

ser

Arg

Tyr

185

Ser

ser

Thr

Lys

Pro

265

Asp

Asp

Gly

Asn

Trp

345

Pro

Glu

Asn

Ile

A1472PCT

140

Ala Ser Thr

Ser

170

Phe

Gly

Leu

Tyr

Thr

250

Pro

Thr

val

val

Ser

330

Leu

Ala

Pro

Gln

155

Thr

Pro

val

Ser

Thr

235

val

val

Leu

Ser

Glu

315

Thr

Asn

Pro

Gln

val
395

Ser

Glu

His

Ser

220

Cys

Glu

Ala

Met

His

300

val

Phe

Gly

Ile

val

380

ser

Ala val Glu
Page 42

Lys

Glu

Pro

Thr

205

val

Asn

Arg

Gly

Ile

285

Glu

His

Arg

Lys

Glu

365

Tyr

Leu

Trp

Gly

ser

val

190

Phe

val

val

Lys

Pro

270

Ser

Asp

Asn

val

Glu

350

Lys

Thr

Thr

Glu

Pro

Thr

175

Thr

Pro

Thr

Asp

Cys

255

Ser

Arg

Pro

Ala

val

335

Tyr

Thr

Leu

Cys

ser

Ser

160

Ala

val

Ala

val

His

240

cys

val

Thr

Glu

Lys

320

Ser

Lys

Ile

Pro

Leu

400

Asn



405

Gly GIn Pro Glu Asn Asn Tyr
420

Asp Gly Ser Phe Phe Leu Tyr
435

Trp 6In GIn Gly Asn val Phe
450

His Asn His Tyr Thr

465

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

38
479
PRT

Gln
470

455

Lys

Artificial Sequence

source -

/note="Description of Ar

polypeptide”

38

Met Asp Met Arg ga] Pro Ala
1

Leu Arg Gly Ala
20

Leu val Lys

35

Phe Thr Phe
50

Lys Gly Leu

65

Thr Thr Asp

Asp Asp Ser

Glu Aasp Thr

115

Ile Ser Trp
130

GIn Gly Thr

145

Pro

Gly

Glu

Tyr

Lys

Ala

ser

Thr

Arg

Gly

Asn

Trp

Ala

85

Asn

val

ser

val

cys

Gly

Ala

val

70

Ala

Thr

Tyr

Tyr

Thr
150

Glu

ser

Trp

55

Gly

Pro

Leu

Tyr

TYr

135

val

Lys
Ser
440

ser

Ser

Gln

val

Leu

40

Met

Arg

val

Tyr

Cys

Tyr

Ser

Thr
425
Lys

Cys

Leu

Leu

GIn

25

Arg

Ser

Ile

Lys

Leu

105

Thr

Tyr

ser

Al472pPCT

410

Thr Pro
Leu Thr
Ser val

ser Leu
475

&gu Gly
Leu val
Leu Ser
Trp val
Lys Ser

75
Gly Arg
90
GIn Met
Thr Asp

Tyr Gly

Ala ser
155

Pro

val

Met

460

Ser

tificial Sequence:

Leu

Glu

Cys

Arg

60

Lys

Phe

Asn

Arg

Met

140

Thr

Page 43

415

Met Leu Asp
430

Asp Lys Ser
445

Ser

Arg

His Glu Ala Leu

Pro Gly Lys

Synthetic

Leu

Ser

Ala

45

Glin

Thr

Thr

sSer

Thr

125

Asp

Lys

Leu

Gly

30

Ala

Ala

Asp

Ile

Leu
110

Leu
15

Gly
Ser
Pro
Gly
Ser
95

Lys

Gly Tyr

val Trp

Gly

Pro

Trp

Gly

Gly

Gly

Gly

80

Arg

Thr

Ser

Gly

Ser
160



val

Ala

Ser

val

Pro

225

Lys

val

Phe

Pro

val

305

Thr

val

Cys

ser

Pra

385

val

Gly

Phe

Leu

Trp

Leu

210

Sser

Pro

Glu

Leu

Glu

290

Glin

Lys

Leu

Lys

LYS

370

Ser

Lys

Gln

Pro

Gly

Asn

195

Gln

Ser

Ser

Cys

Phe

275

val

Phe

Pro

Thr

val

355

Thr

Arg

Gly

Pro

Leu

cys

180

Ser

ser

Asn

Asnh

Pro

Ala
165
Leu
Gly
ser
Phe
Thr
245

Pro

260

Pro
Thr
Asn
Arg
val
340
ser
Lys
Glu

rhe

Glu
420

Pro

Cys

Trp Ty

Glu
325
val
Asn
Gly
Glu
Tyr
405

Asn

Pro

val

Ala

Gly

Gly

Lys

Cys

Lys

val

310

Glu

His

Lys

Gln

Met

390

Pro

Asn

Cys

Lys

Leu

Leu

215

Thr

val

Pro

Pro

val

295

val

Gln

Gln

Gly

Pro

375

Thr

Ser

Tyr

Ser

Asp

Thr

200

TYr

Gln

Asp

Ala

LyS

280

val

Asp

Phe

AsSp

Leu

360

Arg

Lys

Asp

Lys

Arg

TYDP

185

Ser

Ser

Thr

Lys

Pro

265

Asp

Asp

Gly

Asn

345

Pro

Glu

Asn

Ile

Thr
425

Al472pCT

Ser Thr
170

Phe Pro

Gly val

Leu Ser

Tyr Thr
235

Thr val
250

Pro val

Thr Leu

val ser

val Glu
315

ser Thr
330

Leu Asn

Ala Pro

Pro GlIn

GIn val
395

Ala val
410

Thr Pro

Ser

Glu

His

Ser

220

Cys

GTu

Ala

Met

His

300

val

Phe

Gly

Ile

val

380

Ser

Glu

Pro

Page 44

Glu

Pro

Thr

205

val

Asn

Arg

Gly

Ile

285

Glu

His

Arg

Lys

Glu

365

TYr

Leu

Trp

Met

ser

val

190

Phe

val

val

Lys

Pro

270

Ser

Asp

Asn

val

Glu

350

Lys

Thr

Thr

Glu

Leu
430

Thr
175

Thr

Pro

Thr.

ASp

Cys

255

ser

Arg

Pro

Ala

val

335

Tyr

Thr

Leu

Cys

ser

415

Asp

Ala

val

Ala

val

His

240

cys

val

Thr

Glu

Lys
Ile
Pro
Leu
400

Asn

Ser



Asp Gly Ser phe Phe Leu Tyr
435

Trp Gin Gln Gly Asn val Phe
450 455

His Asn His Tyr Thr

465

<210> 39
<211> 47

8

<212> PRT .
<213> Artificial Sequence

<220>

<22]> source L
<223> /note="Description of
polypeptide”

<400> 39

Gln
470

Met Asp Met Arg val Pro
1 5

Leu Arg
val val
phe Thr
50
Lys Gly
65
Tyr Ser
ser Lys
Thr Ala
ser Gly
130

Gly Thr

rPhe Pro

Gly

Glin

35

Phe

Leu

val

Asn

val

115

Tyr

Thr

Leu

Ala

20

Pro

Ser

Glu

Asp

Thr

100

Tyr

Tyr

val

Ala

Arg

Gly

Ser

Trp

ser

85

Leu

Tyr

His

Thr

Pro
165

Cys

Arg

Phe

val

70

val

Phe

Cys

Tyr

val

150

Cys

Lys

Ala

Gln

Ser

Gly
55

Ala

Lys

Leu

Ala

135

Ser

Sar

ser Lys
440

ser Cys

Ser Leu

Artificial Sequence:

Gln Leu

val GlIn
25

Leu Arg
40

Met His

val Ile

Gly Arg

Glin Met

105

Arg Asp
120
Tyr Tyr

ser Ala

Arg ser

Al472PCT

Leu Thr val

Ser val Met
460

Ser Leu Ser
475

Leu Gly Leu
10

Leu val Glu
Leu Ser Cys
Trp val Arg

60

ser Phe Asp
75

phe Thr Ile
90

Asn Ser Leu
Arg Leu Asn

Gly Leu Ala
140

Ser Thr Lys
155

Thr ser Glu
170

Page 45

Asp Lys Ser Arg
445

His Glu Ala Leu

Pro Gly Lys

synthetic

Leu

Ser

Ala

45

GlIn

Gly

ser

Arg

Tyr

125

val

Gly

Ser

Leu

Gly

30

Ala

Ala

Ser

Arg

Ala

110

Tyr

Trp

Pro

Thr

Leu

15

Gly

Ser

Pro

Ile

Asp

95

Glu

Asp

Gly

Ser

Ala
175

Trp

Gly

Gly

Gly

Lys

80

Asn

Asp

ser

Gln

val

160

Ala



l.eu

Trp

Leu

ser

225

Pro

Glu

Leu

Glu

Gln

305

Lys

Leu

Lys

Lys

ser

385

Lys

GIn

Gly

Gly

Asn

GIn

210

Ser

Ser

Cys

Phe

val

290

Phe

Pro

Thr

val

Thr

370

Arg

Gly

Pro

Ser

Cys

Ser

195

Ser

Asn

Asn

Pro

Pro

275

Thr

Asn

Arg

val

Ser

355

Lys

Glu

Phe

Glu

Phe
435

Leu
180
Gly
ser
Phe
Thr
Pro
260
Pro
Ccys
Trp
Glu
val
340
ASn
Gly
Glu
Tyr
Asn

420

Phe

val

Ala

Gly

Gly

Lys

245

Cys

Lys

val

Tyr

Glu

325

His

Lys

GlIn

Met

Pro

405

Asn

Leu

Lys
Leu
Leu
Thr
230
val
Pro
Pro
val
val
310
Gln
GIn
Gly
Pro
Thr
390
ser

Tyr

Tyr

Asp
Thr
A5
Gln
Asp
Ala
Lys
val
295
Asp
Phe
Asp
Leu
Arg
Lys
Asp
Lys

Ser

TYyr

Ser

200

Ser

Thr

LyS

Pro

Asp
280

Asp

Gly

Asn

Trp

Pro

360

Glu

Asn

Ile

Thr

Lys
440

Phe

185

Gly

Leu

Tyr

Thr

Pro

265

Thr

val

val

Ser

Leu

345

Ala

Pro

GlIn

Ala

Thr

425

Leu

A1472PCT

Pro Glu Pro

val

Ser

Thr

val

250

val

Leu

ser

Glu

Thr

330

Asn

Pro

GIn

val

val

410

Pro

His
Ser
Cys
235
Glu
Ala
Met
His
val
315
Phe
Gly
Ile
val
ser
395

Glu

Pro

Thr

val

220

Asn

Arg

Gly

Ile

Glu

300

His

Arg

Lys

Glu

Tyr

380

Leu

Trp

Met

Thr val Asp

Page 46

o, EASTyy

val

Phe

205

val

val

Lys

Pro

ser

285

Asp

Asn

val

Glu

Lys

365

Thr

Thr

Glu

Leu

LyS
445

Thr

190

Pro

Thr

Asp

Cys

Ser

270

Arg

Pro

Ala

val

TYr

350

Thr

Leu

cys

sSer

Asp

Ser

val

Ala

val

His

Cys

255

val

Thr

Glu

Lys

sSer

335

Lys

Ile

Pro

Leu

Asn

415

ser

Arg

Ser
val
Pro
240
val
Phe
Pro
val

Thr
320
val

Cys
ser
Pro
val

400
Gly

Asp

Trp



GIn GIn Gly Asn val Phe Ser

450

455

Asn His Tyr Thr GIn Lys Ser

465

<210> 40

<211> 479
<212> PRT
<213> Artificial sequence

<220>

<221> source

470

<223> /note="pescription of
polypeptide”

<400> 40

get Asp Met Arg \5/a'l Pro Ala

Leu

Leu

Tyr

Lys

65

Tyr

Ala

Thr

Tyr

GIn

145

val

Ala

Arg

val

Thr

50

Gly

TYr

Lys

Ala’

ser
130
Gly

Phe

Leu

Gly

Lys

35

Phe

Leu

Ala

Asn

val

115

Ile

Thr

Pro

Gly

Ala
20

Pro
Ser
Glu
Asp
ser
100
Tyr
ser
Thr

Leu

Cys
180

Arg

Gly

Thr

Trp

Ser

85

Leu

Tyr

Trp

val

Ala

165

Leu

'cys

Gly

Tyr

val

70

val

Tyr

Cys

TYr

Thr

150

Pro

val

Glu

ser

ser

55

Ser

Lys

Leu

Ala

Cys

Lys

Al472pPCT

Cys Ser val Met His Glu Ala Leu His

460

Leu Ser Leu Ser Pro

Artificial sequence:

GIn

val

Leu

Leu

Gln
25

Arg

40 .. -

Met

Ser

Gly

Gln

Tyr

Ser

ser

Asp

Asn
Ile
Arg
Met
;05
Glu
Tyr
Ser

Arg

TYyr
185

475

Leu Gly Leu

10

Leu Vval
Leu Ser
Trp val

ser Ser
75

Phe Thr
90

Ser Ser
Gly val

TYyr Gly

Ala Ser
155

ser Thr
170

Phe Pro

Glu

Cys

Arg

60

Ser

Ile

Leu

sSer

Met

140

Thr

Ser

Glu

Page 47

Gly Lys

Synthetic

Leu Leu Leu

Ser

Ala

45

Gln

Ser

Ser

Arg

ASp

Lys

Glu

Pro

Gly

30

Ala

Ala

Ser

Arg

Ala

110

Ser

val

Gly

Ser

val
190

15

Gly

Ser

Pro

Tyr

Asp

95

Glu

Ser

Trp

Pro

Thr

175

Thr

Trp

Gly

Gly

Gly

Arg

80

Asn

Asp

Pro

Gly

sSer

160

Ala

val



sSer

val

Pro

225

Lys

val

Phe

pPro

val

305

Thr

val

Cys

ser

Pro

385

val

Gly

Asp

Trp

Trp

Leu

210

Ser

Pro

Glu

Leu

Glu

290

Gln

Lys

Leu

Lys

Lys

Ser

Lys

G1In

Gly

Gln
450

Asn

195

Gln

Ser

Ser

Cys

Phe

275

val

Phe

Pro

Thr

val

355

Thr

Arg

Gly

Pro

Ser

435

Gln

ser
ser
Asn
Asn
Pro
260
Pro
Thr
Asn
Arg
val
340
ser
Lys
Glu
rPhe
Glu
420

Phe

Gly

Gly

Ser

Phe

Thr

245

Pro

Pro

Cys

Trp

Glu

325

val

Asn

Gly

Glu

Tyr

405

Asn

Phe

Asn

Ala

Gly

Lys

Cys

Lys

val

Tyr

310

Glu

His

Lys

GIn

Met

390

Pro

Asn

Leu

val

Leu

Leu

215

Thr

val

Pro

Pro

val

295

val

Gln

Gln

Gly

Pro

375

Thr

Ser

Tyr

Tyr

Phe
455

Thr

200

Tyr

Gln

Asp

Ala

Lys

280

val

Asp

Phe

Asp

Leu

360

Arg

Lys

ASp

LyS

ser

440

Ser

ser

ser

Thr

Lys

Pro

265

Asp

Asp

Gly

Asn

Trp

345

Pro

Glu

Asn

Ile

Thr

425

Lys

Cys

Al472PCT

Gly val

Leu ser

Tyr Thr
235

Thr val
250

Pro val

Thr Leu

val Ser

val Glu

315

ser Thr
330

Leu Asn

Ala Pro

Pro G1n

Gin val

395

Ala val
410
Thr Pro

Leu Thr

Ser val

His

Ser

220

Cys

Glu

Ala

Met

His

300

val

Phe

Gly

Ile

val

380

ser

Glu

Pro

val

Met
460

Page 48

Thr

205

val

Asn

Arg

Gly

Ile

285

Glu

His

Arg

Lys

Glu

365

Tyr

Leu

Trp

Met

Phe

val

val

Lys

Pro

270

Ser

Asp

Asn

val

Glu

350

Lys

Thr

Thr

Glu

Leu

430

Lys

Glu

Pro

Thr

Asp

Cys

255

Ser

Arg

Pro

Ala

val

335

Tyr

Thr

Leu

Cys

Ser

415

Asp

Ser

Ala

Ala

val

His

240

Ccys

val

Thr

Glu

Lys

320

ser

Lys

Ile

Pro

Leu

400

Asn

ser

Arg

Leu



His Asn His Tyr Thr

465

<210> 41
<211> 474
<212> PRT
<213> Artificial sequence

<220>
<221> source

<223> /note="Description of

polypeptide"

<400> 41
Met Asp Met Arg §a1 Pro Ala
1

Leu Arg

val

Phe

Lys

65

Tyr

Ser

Thr

Leu

Thr

145

Pro

val

Ala

Gly

val

Thr

50

Gly

Tyr

Lys

Ala

Tyr

Gly Ala Arg
20

Gln

35

Phe

Leu

Ala

Asn

val

115

Tyr

130"

val

cys

Lys

Leu

Leu

Ser

Ser

Asp

Thr

195

Tyr

Pro

Ser

Glu

Asp

Gly

Ser

Trp

Ser

. 85

Thr

100

Tyr

Tyr

ser

Arg

Tyr

Ser

Ser

Leu

Tyr

Tyr

Ala

Ser

165

Phe

Gly

Leu

Gln
470

Cys
Arg
TYr
val
70

val
Tyr
Cys
Gly
Ser
150
Thr
Pro

val

Ser

Lys

GIn

Ser

Gly

55

Ala

Lys

Leu

Ala

met

135

Thr

ser

Glu

His

Ser

Artificial Sequence:

GIn

val

Leu

40

Met

val

Gly

Gln

Arg

Asp

Lys

Glu

Pro

Thr

200

val

Leu

Gln

25

Arg

His

Ile

Arg

Met

105

Ala

val

Gly

Ser

val

185

Phe

Al4A72PCT
Ser Leu Ser Leu Ser Pro Gly Lys

475

igu Gly
Leu val
Leu Ser
Trp val
Trp Tyr

75

Phe Ile
90

Asn Ser
Gly Gly
Trp Gly
Pro Ser

155

Thr Ala
170

Thr val

Pro ala

Leu

Glu

Cys

Arg

60

ASDp

Ile

Leu

Ile

GIn

140

val

Ala

ser

val

val Thr val Pro
pPage 49

Synthetic

Leu

Ser

Ala

45

Gln

Gly

ser

Arg

Ala

125

Gly

Phe

Leu

Trp

Leu

205

Ser

Leu

Gly

30

Ala

Ala

Ser

Arg

Ala

110

Ala

Thr

Pro

Gly

Asn

190

Gln

ser

Leu

15

Gly

ser

Pro

Asn

Asp

95

Glu

Ala

Thr

Leu

Cys

175

Ser

Ser

Asn

Trp .
Gly
Gly
Gly
Lys
80

Lys
Asp
Gly
val
Ala
160
Leu
Gly

Ser

Phe



210

Gly Thr

Lys

cys

Lys

val

Tyr

305

Glu

His

Lys

GIn

Met

385

Pro

Asn

Leu

val

Gln
465

val

Pro

Pro

val

290

val

Gln

GIn

Gly

Pro

370

Thr

ser

Tyr

Tyr

Phe

450

Lys

Gln

Asp

Ala

Lys

275

val

Asp

Phe

Asp

Leu

355

Arg

Lys

Asp

Lys

Ser

435

ser

ser

<210> 42

Thr

Lys

Pro

260

Asp

Asp

Gly

Asn

Trp

340

Pro

Glu

Asn

Ile

Thr

420

Lys

Cys

Leu

Tyr

Thr

245

Pro

Thr

val

val

Ser

325

Leu

Ala

Pro

GIn

Ala

405

Thr

Leu

Ser

Ser

Thr

230

val

val

Leu

Ser

Glu

310

Thr

Asn

Pro

GIn

val

390

val

Pro

Thr

val

Leu
470

215

Cys

Glu

Ala

Met

His

295

vaTl

Phe

Gly

Ile

val

375

Ser

Glu

Pro

val

Met

455

Ser

Asn

Arg

Gly

Ile

280

Glu

His

Arg

Lys

Glu

360

Tyr

Leu

Trp

Met

Pro

val

Lys

Pro

265

Ser

Asp

Asn

val

Glu

345

Lys

Thr

Thr

Glu

Leu

425

Lys

Glu

Gly

Al472PCT

220

Asp His Lys
235

Cys

250

Ser

Arg

Pro

Ala

val

330

Tyr

Thr

Leu

Cys

ser

410

Asp

Ser

Ala

Lys

Cys
val
Thr
Glu
3%
ser
Lys
Ile
Pra
Leu
395
Asn
Ser

Arg

Leu

val
Phe
Pro
val
300
Thr
val
Cys
ser
Pro
380
val
Gly
Asp

Trp

His
460

Page 50

Pro

Glu

Leu

Glu

285

Gln

Lys

Leu

Lys

Lys

365

Ser

Lys

Gln

Gly

GIn

445

AsSn

Ser

Cys

Phe

270

val

Phe

Pro

Thr

val

350

Thr

Arg

Gly

Pro

ser

430

GlIn

His

Asn

Pro

255

Pro

Thr

Asn

Arg

val

335

Ser

Lys

Glu

Phe

Glu

415

Phe

Gly

Tyr

Thr
240
Pro
Pro
Cys
Trp
Glu
320
val
Asn
Gly
Glu
Tyr
Asn
Phe

Asn

Thr



Al472pPCT
<211> 13

<212> PRT
<213> Artificial seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 42
ier Gly Ser Ser Ser Asn Ile Gly Asn égn Tyr val ser
5

<210> 43

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<22]> source .

<223> /note="Description of Artificial Sequence: Synthetic
peptide".

<400> 43
gsp Asn Asn Lys grg Pro Ser

<210> 44

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source L. .

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 44 )
Gly Thr Trp Asp ger Arg Leu Ser Ala Xg1 val
1

<210> 45

<211> 13

<212> PRT

<213> Artificial Sequence

<220>

<221> source L. L. .

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 45
ier Gly Ser Ser ?er Asn Ile Gly Ser Asn Tyr val Tyr
10

<210> 46

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source L
<223> /note="Description of Artificial Sequence: Synthetic
peptide"
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Al472pPCT

<400> 46
Arg Ser Asn GIn grg Pro Ser
1

<210> 47

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 47
?ja Ala Trp Asp ésp Ser Leu Ser Gly ;rp val
0

<210> 48

<211> 11

<212> PRT

<213> Artificial Sequence

<220> )
<221> source

<223> /note="pescription of Artificial Sequence:

peptide”

<400> 48
?rg Ala Ser Gln g1y Ile Arg Asn Asp igu Gly

<210> 49

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of artificial Sequence:

peptide"

<400> 49
Ala Ala Ser ser %eu Gin Sser
1

<230> 50

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 50
ieu Gln Tyr Asn g]e Tyr Pro Trp Thr

<210> 51
<211> 11
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Al472PCT
<212> PRT |
<213> Artificial Sequence

<220> .

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide™

<400> 51
Gln Gly Asp Ser %eu Arg Ser Phe Tyr g&a ser
1

<210> 52

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial sequence: Synthetic
peptide"

<400> 52
§1y Lys Ash Asnh grg Pro Sser

<210> 53

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source L. L.

<223> /note="Description of Artificial Sequence: synthetic
peptide”

<400> 53 .
an Ser Arg Asp ger Ser val Tyr His igu val

<210> 54

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 54
Lys Ser Ser Gln ger Leu Leu His Ser Q1a Gly Lys Thr Tyr Leu Tyr
1 0 15

<210> 55

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial sequence: Synthetic
peptide”
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<400> 55
gju val Ser Asn érg Phe ser

<210> 56

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source . .

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 56
Met GlIn Ser Phe gro Leu Pro Leu Thr
1

<210> 57

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source L.

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 57 .
grg ser Ser GIn ?er Leu Leu His Ser Ehe Gly Tyr Asn Tyr Leu Asp
0 15

<210> 58

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 58
Leu Gly Ser Asn érg Ala Ser
1

<210> 59

<211> 9

<212> PRT .

<213> Artificial Seguence

<220>

<221> source .

<223> /note="Description of Artificial sequence: Synthetic
peptide”

<400> 59
?et Gln Ala Leu g1n Thr Pro Phe Thr

<210> 60
<211> 16
<212> PRT
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Al472PCT
<213> Artificial sequence

<220>

<22]1> source ) .

<223> /note="bDescription of Artificial Sequence: Synthetic
peptide"

<400> 60 .
Lys Ser Ser GIn Ser Leu Leu His Ser Asp Gly Lys Thr Tyr Leu Tyr
1 5 10 15

<210> 61

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source ] .

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 61
grg Asn Asn Gln érg Pro Ser

<210> 62

<211> 13

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 62
ier Gly Ser Ser ger Asn Ile Gly Ser Agn Thr val Asn
1

<210> 63
<211> 7

<212> PRT .

<213> Artificial Sequence

<220> .

<221> source ..

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 63
Ihr Asn Asn GIn ?rg Pro ser

<210> 64

<211> 11

<212> PRT

<213> artificial Sequence

<220>

<221> source L.

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 64
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Ala Ala Arg Asp Glu Ser Leu Asn Gly Xg1 val
1 5

<210> 65

<211> 16

<212> PRT .

<213> Artificial Sequence

<220>

<221> source L .

<223> /note="Description of Artificial Sequence: Synthetic
peptide” )

<400> 65 - ]
Lys Ser Ser GIn ger Leu Leu His Ser ggp Gly Arg Asn Tyr igu Tyr
1

<210> 66
<211> 11
<212> PRT
<213> Artificial sequence

<220>

<221> source - .

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 66
irg Ala Ser Gln §1y Ile Arg Lys Asp igu Gly

<210> 67

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source . .

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 67
g]y Ala Ser Ser geu GIn ser

<210> 68

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 68~ B
&eu Gln Tyr Asn ser Phe Pro Trp Thr
5

<210> 69
<211> 12
<212> PRT
<213> Artificial Sequence
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<220>

<221> source L.

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 69
?rg Ala ser Gln ger val Ser Ser Gly I%r teu Thr

<210> 70

<211l> 7

<212> PRT

<213> Artificial sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 70
§1y Ala Ser Ser érg Ala Thr

<210> 71

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source . L.

<223> /note="Description of Artificial Sequence: Synthetic
peptide” ’

<400> 71 .
Gln GIn Tyr Gly gsn Ser Leu Cys Arg
1

<210> 72

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: synthetic
peptide”

<400> 72
GIn GIn Tyr Gly ?sn Ser Leu Ser Arg
1

<210> 73

<211> 5

<212> PRT

<213> Artificial Ssequence

<220>

<221> source )

<223> /note="Description of Artificial Sequence: Synthetic
peptide™

<400> 73 .
Ser phe Gly Met His
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Al1472PCT
1 5

<210> 74

<211> 17

<212> PRT

<213> Artificial Ssequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 74
¥a1 Ile Ser Phe ésp Gly Ser Ile Lys I%r Ser val Asp Ser val Lys
15

Gly

<210> 75

<211> 21

<212> PRT

<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 75
gsp Arg Leu Asn Eyr Tyr Asp Ser Ser géy Tyr Tyr His Tyr Lys Tyr
15

Tyr Gly Met Ala val
20

<210> 76

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 76
Asn Ala Trp Met ger
1

<210> 77

<211> 19

<212> PRT

<213> Artificial Sequence

<220>

<221> source L.

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 77
Arg Ile Lys Ser Thr Thr Asp Gly Gly Thr Thr Asp Tyr Ala Ala Pro
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Al1472PCT
1 5 10 15

val Lys Gly

<210> 78

<211> 20

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="pescription of Artificial Sequence: Synthetic
peptide"

<400> 78
ésp Arg Thr Gly Eyr ser Ile Ser Trp igr ser Tyr Tyr Tyr Tyr Tyr
15

Gly Met Asp val
20

<210> 79

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source L.

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 79
ser Tyr Ala Met ger
1

<210> 80

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<22]1> source L. .

<223> /notgz"oescr1pt1on of Artificial Sequence: Synthetic
peptide”

<400> 80
gﬂa Ile ser Gly éer Gly Gly Arg Thr I%r Tyr Ala Asp Ser val Lys
15

Gly

<210> 81
<211> 21
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
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peptide"

<400> 81
ﬁsp GIn Arg Glu §a1 Gly Pro Tyr Ser igr Gly Trp Tyr Asp Tyr Tyr
15

Tyr Gly Met Asp val
20

<210> 82

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 82
g1y Tyr Tyr Met ?is

<210> B3

<211> 17

<212> PRT

<213> Artificial seguence

<220>
<221> source

<223> /note="Description of Artificial sequence: Synthetic
peptide”

<400> 83
Irp ITe Asn Pro ésn ser Gly Gly Thr an Tyr Ala GIn Lys Phe GlIn
15

Gly

<210> 84

<211> 21

<212> PRT

<213> Artificial Sseguence

<220>

<221> source L

<223> /note="Description of Artificial Sequence: Synthetic
peptide™

<400> 84
Qsp Gln Met Ser §1e Ile Met Leu Arg ggy val phe Pro Pro Tyr Tyr
15

Tyr Gly Met Sgp val

<210> B85

<211> 5

<212> PRT

<213> Artificial Sequence
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<220>

<221> source .

<223> /note="pescription of Artificial Sequence: Synthetic
peptide”

<400> 85
ier Tyr Gly Met gis

<210> 86

<211> 17

<212> PRT

<213> Artificial sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 86

Xa1 Ile Ser Tyr ésp Gly ser His Glu isr Tyr Ala Asp Ser val Lys
15

Gly

<210> 87
<211> 20
<212> PRT
<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: Synthetic
. peptide”

<400> 87
gﬂu Arg Lys Arg ¥a1 Thr Met Ser Thr igu Tyr Tyr Tyr Phe Igr Tyr

Gly met Asp val
20

<210> 88
<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 88
Asp Tyr Ala Met ger
1

<210> 89
<211> 19
<212> PRT |
<213> Artificial sequence
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<220>

<221> source .

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 89

Phe Ile Arg Ser Arg Ala Tyr Gly Gly Thr Pro Glu Tyr Ala Ala ser
1 5 10 15

val Lys Gly

<210> 90

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide" ’

<400> 90
gTy Arg Gly Ile §1a Ala Arg Trp Asp Igr

<210> 91

<211> 19

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide” ; .

<400> 91 .
g\_rg 1Te Lys Ser Igys Thr Asp Gly Gly Igr' Thr Asp Tyr Thr Ala Pro
15

val Lys Gly

<210> 92

- <211> 5

<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 92
ésp TYyr Tyr Met 15‘yr'

<210> 93

<211> 17

<212> PRT

<213> Artificial Sequence
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<220>

<221> source

<223> /note="pescription of Artificial Sequence: synthetic
peptide"

<400> 93
Trp Ile Ser Pro ?sn Ser Gly Gly Thr an Tyr Ala GIn Lys Phe G1n
1 15

Gly

<210> 94

<211> 18

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 94 -
g1y Gly Tyr Ser gTy Tyr Ala Gly Leu Igr Ser His Tyr Tyr Gly Met
15

Asp val

<210> 95

<211> 19

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 95
grg ITe Lys Ser %ys Thr Asp Gly Gly Igr Thr Asp Tyr Ala Ala Pro
15

val Lys Gly

<210> 96

<211> 21

<212> PRT

<213> Artificial Sequence

<220>

<221> source . o

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 96 .
ﬁsp Arg Leu Asn gyr Tyr Asp Ser Ser ggy Tyr Tyr His Tyr iys Tyr
L)
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Tyr Gly Leu Sga val

<210> 97

<211> 5§

<212> PRT

<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: synthetic
peptide”

<400> 97
{hr Tyr Ser Met gsn

<210> 98

<211> 17

<212> PRT

<213> Artificial. sequence

<220>

<221> source L

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 98
ier Ile Ser ser ger ser Ser Tyr Arg I%r Tyr Ala Asp ser val Lys
15

Gly

<210>"99

<211> 22

<212> PRT .

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 99
g1u Gly val ser §1y Ser Ser Pro Tyr igr ITe ser Trp Tyr Asp Tyr
) 15

TYr Tyr Gly ggt Asp val

<210> 100

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source o

<223> /note="Description of Artificial Sequence: Synthetic
peptide™

<400> 100
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ier Tyr Gly Met 215

<210> 101

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 101 ’ .
val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 102

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source . )

<223> /note="Description of Artificial sequence: synthetic
peptide"

<400> 102
éTa Gly Gly Ile §1a Ala Ala Gly Leu E%r Tyr Tyr Tyr Gly Met Asp
15

val

<210> 103
<211> 11
<212> PRT
<213> Artificial Ssequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<220>

<221> VARIANT

<222> (8)..(®

<223> /replace="Lys"

<220> -

<221> misc_feature

<222> (8)..(8) _

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

<400> 103
Qrg Ala Ser Gln g1y ITe Arg Asn Asp igu Gcly
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<210> 104

<211> 7

<212> PRT

<213> Artificial Sequence

<220> \
<221> source

<223> /note="Description of Artificial Sequence: synthetic
peptide”™

<220>

<221> VARIANT

<222> (1)..(1)

<223> /replace="Gly"

<220>

<221> misc_feature

<222> (1)..(1) . )

<223> /note="Residue given in the sequence has no preference with
" respect to that in the annotation for said position"

<400> 104
Ala Ala ser Ser Eeu GIn Ser
1

<210> 105

<211> 9

<212> PRT

<213> Artificial Sequence

<220

<221> source . . L

<223> /notg;"Descript1on of Artificial Sequence: Synthetic
peptide”

<220> :

<221> VARIANT

<222> (5)..(5)

<223> /replace="ser"

<220>

<221> VARIANT

<222> (6)..(6)

<223> /replace="pPhe"

<220>

<221> misc_feature

<222> (5)..(6) i

<223> /note="Residues given in the sequence have no preference with
respect to those 1in the annotations for said positions”

<400> 105
&eu GIn Tyr Asn §Te Tyr Pro Trp Thr

<210> 106

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: Synthetic
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472pCT
peptide™

VARIANT
(8)..(8)
/replace="Cys"

misc_feature
(8)..(8)

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

106

G1n GIn Tyr'G1y gsn Ser lLeu Ser Arg
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

107

12

PRT

Artificial Sequence

source-

/note="Description of Artificial Sequence:

peptide"

VARIANT
(5)..(5)
/replace="Gly"

VARIANT

(6)..(6)
/replace="Xle"

VARIANT
(7)..(7) | y
/replace="Arg

VARIANT
(8)..(8)

/replace="Asn" or "Lys"

misc_feature

(5)..(8)

Synthetic

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

VARIANT
(10)..C10)
/replace="Asp"

misc_feature
(10)..C10)

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

Page 67



<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
VARIANT
(12)..012)
/replace="Gly"

misc_feature

(12)..(12) .

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

107

grg Ala ser Gln ger val Ser Ser Gly Igr Leu Thr

<210>
<211>
<212>
<213>

<220>
<221>

<223>-

<220$

<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

108

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
peptide"”

VARTANT
(..M
/replace="ATa"

misc_feature

.o . e
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

VARIANT . |
(53..(5)

/replace="Leu"

VARIANT
(6)..(6)

/replace="GIin"

VARTANT
(7) "4 (7) 3] A1)
/replace="ser

misc_feature

(). (D . . ,
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions™

108

Gly Ala Ser Ser érg Ala Thr
1

<210>
<211>
<212>
<213>

109

9

PRT

Artificial Sequence
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<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

Al472PCT

source
/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
(..
/replace="Leu"

misc_feature

w.ow

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

VARTANT
4)..4

/replace="Asn"

VARTANT
(5)..(5)

/replace="Thr"

VARIANT
(6)..(6) .,
/replace="Tyr" or "Phe

VARIANT
(7 ..(7)

/replace="Pro"

VARTIANT
8)..(8
/replace="Trp" or "Ser"

VARIANT
(9-..(9D

/replace="Thr"

misc_feature

(4)..(9) ] . .
/note="Residues given in the sequence have no preference with
respect to those-in-the annotations for said positions"

109

Gln Gin Tyr Gly gsn ser Leu Cys Arg

110

16

PRT |

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide”
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Al472pPCT

<220>

<221> VARIANT

<222> (10)..(10)
<223> /replace="Ala"

<220>

<221> misc_feature

<222> (10)..Q10)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position™

<220>

<221>" VARIANT

<222> (12)..(12)
<223> /replace="Lys"

<220>

<221> VARIANT

<222> (13)..(13)
<223> /replace="Thr"

<220>

<221> misc_feature

<222> (12)..(13) . .

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<400> 110 )
&ys ser Ser GlIn éer Leu Leu His Ser égp Gly Arg Asn Tyr Leu Tyr
15

<210> 111

<211> 16

<212> PRT

<213> Artificial Sequence

<220> B

<221> source £ E

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (L)..(D

<223> /replace="Lys"

<220>

<221> misc_feature

222> (1)..(1) ) .

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

<222> (10)..(10)

<?223> /replace="Asp" or "Ala"

<220>

<221> misc_feature

<222> (10)..(10) . )

<223> /note="Residue given in the sequence has no preference with
respect to those in the annotations for said position"”

<220>
<221> VARIANT
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

A1472PCT
(12)..(12)
/replace="Arg" or "Lys"

VARIANT
(13>..03)
/replace="Thr"

misc_feature

(12)..(13)

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

VARIANT
(16)..(16)
/replace="Tyr"

misc_feature

(16)..(16)

/note="Residue given in the sequence has.no preference with
respect to that in the annotation for said position"

111

Arg Ser Ser GlIn Ser Leu Leu His Ser Phe Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223»>

112

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
peptide™

VARIANT
(D..M
/replace="Glu"

VARIANT
(2).-(2
/replace="val"

misc_feature

(1)..(§) ] . . .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

VARIANT
(6)..(6)
/replace="Phe"

misc_feature

(6)..(6) . . )
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”
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<400>

Al1472PCT
112

Leu Gly Ser Asn érg Ala ser
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

113

9

PRT

Artificial Sequence

source

/note="pescription of Artificial Sequence:

peptide"

VARIANT
(3)..(3)

/replace="ser

VARIANT
(4)..(4

/replace="phe"

VARIANT
(5)..(%

/replace="pPro"

VARIANT
(6)..(6)

/replace="Leu"

misc_feature

(3)..(6)

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(8)..(8)

/replace="Leu"

misc_feature

(8)..(8

/note="Residue given in the sequence has no preference with

Synthetic

respect to that in the annotation for said position®

113

Met GTn Ala Leu §1n Thr Pro pPhe Thr
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

114

7

PRT

Artificial sequence

source

/note="Description of Artificial Sequence: Synthetic

peptide”
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT

VARIANT
(2)..(2)

/replace="ser"

misc_feature

D@D .
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

114

Arg Asn Asn GIn %rg Pro Ser
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

115

13

PRT

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide” :

VARIANT
(9)..(9

/replace="ser"

misc_feature

(.. . . .
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

VARIANT
(11..Q1
/replace="Thr"

misc_feature
(11)..(11) . ,
/note="Residue given in the sequence has no preference with

_respect to that in the annotation for said position”

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

VARTIANT
(13)..03)
/replace="Asn" or "Tyr"

misc_feature

(13)..(13)

/note="Residue given in the sequence has no preference with
respect to those in the annotation for said position”

115

ser Gly Ser Ser Eer Asn Ile Gly Asn an Tyr val Ser
1

<210>
<211>

116
7
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<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
PRT
Artificial sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide"

VARIANT
L..v
/rep1ace="Thr",pr "Arg"

VARIANT
2) - (2) " "
replace="ser

misc_feature
(1)..(%) ] . ]
/note="Residues given in the sequence have no preference with

respect to those in the annotations for said positions"

VARIANT
D..4D
/replace="G1n"

misc_feature )

(4)..(4) .

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position®

116

ASp Asn Asn Lys érg_Pro Ser
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

117

11

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
(D..
/replace="Ala"

VARIANT
(3)..(
/replace="Arg"

misc_feature

(D). @) o .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions™
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<220>
<221>
<222>

<223> /

<220>
<221>
<222>

<223> /

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT

VARIANT
(5)..(5)

replace="Asp

VARIANT
(6)..(6)

replace="ser"

misc_feature

(5)..(9) . ] ! .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(8)..(8®
/replace="Asn"

VARTIANT
(9..(®
/replace="Gly"

misc_feature

(8)..(9) ) ) )
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

117

Gly Thr Trp Asp ?er Arg Leu Ser Ala val val
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

10

118

13

PRT

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
(L..MD
/replace="G1n"

misc_feature

(.. | ) ] )
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

VARIANT
(3)..03

/replace=

VARIANT
(4) o (4) n "
/replace="Asp
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Al472PCT

<220>

<221> misc_feature

<222> (3)..(4) | . .

<223> /note="Residues given in the seqguence have no preference with
respect to those 1in the annotations for said positions"

<220>

<221> VARIANT
<222> (6)..(6)
<223> /replace=" "

<220>

<221> VARIANT

<222> (7)..(7)

<223> /replace="Leu"

<220>

<221> VARIANT

<222> (8)..(8)

<223> /replace="Aarg"

<220>

<221> VARIANT

<222> (9)..0(9)

<223> /replace="Ser"

<220>

<221> VARIANT

<222> (10)..{10)
<223> /replace="pPhe"

<220>

<221> VARIANT

<222> (11)..(11)
<223> /replace="Thr"

<220>

<221> VARIANT

<222> (12)..(12)
<223> /replace="Ala"

<220>

<221> VARIANT

<222> (13)..(13)

<223> /replace="Asn™ or "Tyr"

<220>

<221> misc_feature

<222> (6)..(13) . .

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<400> 118
Ser Gly Ser Ser ger Asn Ile Gly Asn égn Tyr val Ser
1

<210> 119
<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT

VARTANT
(1) "2 (1) 1 L L] I I? n
/replace="Gly" or “Thr" or "Arg

VARIANT
(2)..(2) .
/replace="Lys" or "ser

misc_feature )

(D..2) | L ) ]
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(4) T (4) ] " T
/replace="Asn" or "GIn"

misc_feature

@@ , _
/note="Residue given in the sequence has.no preference with,
respect to those in the annotations for said position”

119

Asp Asn Asn Lys Arg Pro Ser
1 5

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

120

11

PRT :
Artificial Seguence

source o
/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
L.. D
/replace="Asn" or "Ala"

VARIANT
(2)..(2)

/replace="ser" or “"Ala"

VARIANT
(3)..0(3

/replace="Arg"

misc_feature

(.. , ] )
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARTANT
(5)..(5)
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
.<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
/replace="Asp"

VARIANT
(6)..(6)

/replace="ser"

VARTANT
(7..(7D
/replace="val”

VARIANT
(8)..(8) .,
/replace="Tyr" or "Asn

VARIANT
(9..(9

/replace="His" or "Gly"

VARIANT
(10)..C10)
/replace="Leu"

misc_feature

(5)..(10) o .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

120

Gly Thr Trp Asp ger Arg Leu Ser Ala val val
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

121

5

PRT. . .
Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
peptide"

VARIANT
(D..W

/replace="Asp"

misc_feature

(.. | ) i )
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

VARIANT
(5)..(5) "
/replace="Tyr"

misc_feature
(5)..(5)
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_ . A1472PCT
<223> /note="Residue given in the sequence has no preference with
respect to that in the annoctation for said position"

<400> 121 .
gTy Tyr Tyr Met 215

<210> 122 .
<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description-of Artificial Sequence: Synthetic
peptide” ’

<220>

<221> VARIANT

<222> (3)..(3)

<223> /replace="ser"

<220>

<221> misc_feature

<222> (3)..(3) ,

<223> /note="Residue given in the sequence has 'no preference with
respect to.that in the annotation for said position™

<400> 122 .
Irp Ile Asn Pro-esn Ser Gly Gly Thr Asn Tyr Ala GIn Lys Phe GIn
10 15

Gly

<210> 123

<211> 21

<212> PRT .

<213> Artificial Sequence

<220>

<221> source -

<223> /note="Description of Artificial Sequence: Synthetic
peptide” ,

<220> C
<221> VARIANT

<222> (1)..(2)

<223> /replace="Gly"

<220>

<221> VARIANT

<222> (3)..(3

<223> /replace="Tyr"

<220> :

<221> misc_feature-

<222> (1)..(3)

<223> /note="Residues given in the seguence have no preference with
respect to those in the annotations for said positions”

<220>
<221> VARIANT
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

- <2235

<220>
<221>
<222>

<223> /

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
(5).-(5)
/replace="Gly

VARTANT
(6)..(6)
/replace="Tyr"

VARTIANT
(7)..(7)
/replace="aAla"

VARIANT
8)..09

replace=

misc_feature

(5)..(9 o

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

VARIANT
(1D..1n
replace="Leu’

VARIANT
(12)..(12)
/replace="Tyr"

VARIANT
(13)..(13)
/replace="ser"

VARIANT
(14)..(14)
/replace="His"

misc_feature

(AL..(14

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

VARIANT
an..@an
/replace=" "

misc_feature

(17)..(17)

/note="Residue given in the seqguence has no preference with
respect to that in the annotation for said position"

123

Asp Gln Met Ser Ile Ile Met Leu Arg Gly val Phe Pro Pro Tyr Tyr
1 5 10 15

Tyr Gly Met Asp val
Y 20
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<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472pPCT

124

19

PRT |

Artificial Sequence

source
/note="Description of Artificial Sequence: synthetic
peptide"

VARIANT
(5)..(5)

/replace="Thr"

misc_feature

(5)..(5) | . . ' .
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

VARIANT
4..(1D
/replace="Ala"

misc_feature

(14)..(14) . i

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

124

Arg Ile Lys Ser Lys Thr Asp Gly Gly Thr Thr Asp Tyr Thr Ala Pro
1 5 10 15

val Lys Gly

<210>

125

<211> 5

<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

PRT . SR
Artificial sequence

source

/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
..
/replace="sear"

misc_feature

(.. | . .

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

VARIANT
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
(3)..(3) .
/replace="Ala"

misc_feature

(3)..3) . _
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

VARIANT
(5)..(5)
/replace="ser"
misc_feature
(5)..(5)

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

125

Thr Tyr Ser Met esn
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<2272>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

126

17

PRT .

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide” .-

VARTANT
..
/replace="Ala"

misc_feature

.. ) ) .
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

VARIANT
4..4
/replace="Gly"

misc_Teature

(4)..(8 | ) ] .
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

VARIANT
6)..(7H
/replace="Gly"

VARIANT
(8)..(8)
/replace="Arg"
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Al472pPCT
<220>
<221> VARIANT
<222> (..
<223> /replace="Thr"

. <220>

<221> misc_feature

<222> (6)..(9)

<223> /note="Residues gjven in the sequence have no preference with
respéct- to those in the annotations for said positions"

<400> 126 .
ier ile ser ser ger Ser Ser Tyr Arg I%r Tyr Ala Asp Ser val Lys
15

Gly

<210> 127

<211> 22

<212> PRT "
<213> Artificial Sequence

<220>

<221> source ..

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (..

<223> /replace="Asp"

" <220> )

<221> VARIANT
<222> (2)..(2)

<223> /replace="G1n"

<220>

<221> VARIANT

<222> (3)..(3)

<223> /replace="Arg"

<220> .
<221> VARIANT

<222> (4)..(4)

<223> /replace="Glu"

<220>

<221> VARIANT

<222> (5)..(%)

<223> /replace="val"

<220>

<221> VARIANT

<222> (6)..(6)

<223> /replace="Gly"

<220>

<221> VARIANT
<222> (7)..(7)
<223> /replace=" "

<220>
<221> misc_feature

Page 83



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
(1)..(Z) . ] )
/note="Residues given in the sequence have no preference with
respect to those 1in the annotations for said positions”

VARTANT
(1D..1D
/replace="Ser"

VARIANT
(12)..(12
/replace="Gly"

misc_feature

(1D ..(12) .

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

127

Glu Gly val ser Gly ser Sser Pro Tyr Ser Ile Ser Trp Tyr Asp Tyr
I .5 . 10 ) 15

Tyr Tyr Gly ggt Asp val

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

128

5

PRT .

Artificial Sequence

source
/note="Description of Artificial Sequence: sSynthetic
peptide”

VARIANT
(2)..(D

/replace="Tyr"

misc_feature

. @ .

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

128

Ser Phe Gly Met His
1 5

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<220>

129

17

PRT

Artificial Sequence

source .
/note="Description-of Artificial Sequence: Synthetic
peptide"
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<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
L <221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
VARIANT
@..4
/replace="Tyr

misc_feature

(4..4)

/note="Residue given in the sequence has no preference with
respect to that +in the annotation for said position”
VARIANT

®..8

/replace="His

misc_feature

(8)..(8) o . _
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

VARIANT
(1D..an
/replace="Tyr"

VARIANT
(12)..(12)
/replace="ATa"

misc_feature

(11)..(12) )
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

129

val Tle ser Phe Asp Gly ser Ile Lys Tyr Ser val Asp Ser val Lys
1 ' 5 10 15

Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

130

21

PRT

Artificial sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide”

VARTIANT
(D..1
/replace="61u""

misc_feature’

(. .
/note="Residue given in the sequence has no preference with.
respect to that in the annotation for said position"
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

"<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

Al472pPCT

VARIANT
(3)..(3 ,
/replace="Lys"

VARIANT
4..»

/replace="Arg"

VARIANT
(5)..(5)

/replace="val"

VARIANT
(6)..(6)

/replace="Thr"

VARIANT
(7M..7"

/replace="met"

misc_feature

(.. | ] . .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(9)..(9®
/replace="Thr"

VARIANT
(10)..C10)
/replace="Leu"

misc_feature

(9)..(%0) . . . .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

VARIANT
(13)..(13)
/replace="Tyr"

VARIANT
(14).-.(14)
/r‘ep'l ace:'l u

VARIANT
(15)..(15)
/replace="pPhe"

misc_feature

(13)..(15)

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT

VARIANT
(19)..019)
/replace=""Leu"

VARIANT
20)..(020)
replace="Asp"

misc_feature
(19)..¢20)

/note="Residues given in the sequence have no prgfgrénce with
respect to those in the annotations for said positions”

130

ﬁsp Arg Leu Asn gyr Tyr Asp Ser Ser ggy Tyr Tyr His Tyr Lgs Tyr
; 1

Tyr Gly Met Ala val
20 .

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

131

5

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide” . -

VARIANT
(D..M

/replace="ser"

VARIANT
(2)..(2
/replace="Tyr" or "Phe"

VARIANT
(3)..(3)
/replace="ala" or "Gly"

misc_feature
(..

Synthetic

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"
VARTANT

(5)..¢5)

/replace="His

misc_feature
(5)..05)

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"
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Al472pPCT
<400> 131
?sn Ala Trp Met ger

<210> 132

<211> 19

<212> PRT

<213> Artificial Sequence

<220>

<22]> source L. .

<223> /note="Description of Artificial sequence: sSynthetic
peptide"

<220>

<221> VARIANT

<222> (D..(D

<223> /replace="Ala" or "val"

<220>

<221> misc_feature -

<222> (1)..(D

<223> /note="Residue given in the sequence has no preference with
respect to those in the annotations for said position"

<220>

<221> VARIANT

<222> (3)..03)

<223> /replace="ser" or "Trp"

<220>

<221> VARIANT

<222> (4)..(D

<223> /replace="Gly" .or "Phe” or "Tyr"

<220>

<221> VARIANT

<222> (5)..(5)

<223> /replace="Thr" or " "

<220>

<221> VARIANT
<222> (6)..(6)
<223> /replace=" "

<220>

<221> VARIANT

<222> (7)..(7N)

<223> /replace="ser"

<220>

<221> misc_feature

<222> (3)..(7) .

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions™

<220>

<221> VARIANT

<222> (9)..(9)

<223> /replace="Ser"

<220>

<221> VARIANT

<222> (10)..(10)

<223> /replace="Arg" or "Ile" or "Asn" or "His"
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223> /

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223> /

<220>
<221>
<222>
<223>

<400>

Al472pPCT

VARIANT
(1n..an
/replace="Lys"

VARTIANT
(12)..¢12)
/replace="Tyr"

VARIANT
(13)..(3)

replace="ser"

VARIANT
(14)..(14)
/replace="Ala" or "val"

VARIANT
(15)..(15)
/replace="Asp"

VARIANT

(16)..(16)
replace="ser"

misc_feature

(9..(16) . ]

/note="Residues given in the sequence have no preference with
réspect to those in the annotations for said positions”

132

Qrg Ile Lys Ser Eys Thr Asp Gly Gly Igr Thr Asp Tyr Thr Ala Pro
- 15

val Lys Gly

<210>
<211
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

133

21

PRT =

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
(1.,
/replace="Ala" or "Glu"

VARIANT
(2)..(2
/replace="GIn" or "Gly"

VARIANT
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<222>
<223>

<220>
<221>
<222>
<223>

‘220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223> /

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

(3)..(3)

/replace="Arg"

VARIANT
4 ..

/replace="G1u"

VARIANT
{5)..(5)
/replace="val"

VARIANT

(6)..(6)
/replace="Gly"

VARTANT
7..C7)

/replace="pPro"

VARIANT
(8)..(8)

/replace="Tyr"

VARIANT
(9)..(9 |
/replace="ser"

VARIANT
(10)..C10)
replace="Gly"

VARIANT ~
(1D..(1D
/replace="Gly"

VARIANT
(12)..(12)
/replace="Tyr"

VARIANT
513) . (13)
replace="His"

VARIANT
(14)..(14)
/replace="Asp"

VARIANT
(15)..(15)
/replace="Lys"

VARIANT
(16)..017)
/replace=" "

or

or

or

or

or

or

or

or

or

or

or

or

T Leu "

IIASnII

"Ala"

"Tyr
1]

"ASp

IlTh r.ll

"Leu

"LEU"

n "

”n Phe"

or

or

or

or

or

or

Al472pPCT
IIG‘Iy" or 7 L}'S"

"I‘l ell or "Ar‘g"

"Ala" or "Thr"

"Ala" or "Met"

"Tyr
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<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223> /

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT

misc_feature

(D..47 ) )

/note="Residues given in the seguence have no preference with
respect to those in the annotations for said positions”

VARIANT
(19)..(19)
replace="reu"

VARTANT
(20)..020)
/replace="Ala"

misc_feature

(19)..020) )

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions®”

133

Asp Arg Thr Gly ;yr Ser Ile Ser Trp igr Ser Trp Tyr Tyr Tyr Tyr
1 : 15

Tyr Gly Met Asp val
20

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>

T <223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

134

5

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
peptide"” '

VARIANT
..
/replace="Gly" or “"Asp" or "Ser"” or "Ala"

VARIANT
(2)..(2)

/replace="phe" or "Tyr"

VARTANT
(3)..(3)

/replace="Tyr" or "Ala" or "Gly"

VARTANT
(4)..(D

/replace="Leu"

VARIANT
(5)..(5)

/replace="His"
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Al472PCT
<221> misc_feature
<222> (1)..(5) . .
<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

<400> 134
ésn Ala Trp Met ger

<210> 135

<211> 19

<212> PRT

<213> Artificial Ssequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

-

<220>

<221> VARIANT

<222> (1)..(D

<223> /replace="Trp" or "Ala” or "val" or "ser" or "phe"

<220>

<221> misc_feature

<222> (1)..(D C

<223> /note="Residue given in the sequence has no preference with
respect to those in the annotations for said position"

<220>

<221> VARIANT

<222> (3)..(3)

<223> /replace="Asn" or "Ser” or "Trp" or "Arg"

<220>

<221> VARTANT ,

<222> (4)..(4)

<223> /replace="pPro". or "Gly" or "Phe" or "Tyr"

<220>

<221> VARIANT

<222> (5)..(% .

<223> /replace="Thr" or "Arg"” or " "

<220>

<221> VARIANT

<222> (6)..(6)

<223> /replace="ATa" or " "

<220>

<221> VARIANT

<222 (D).. ()

<223> /replace="Asn" or "His" or "Ser" or "Tyr"

<220>

<221> VARIANT

<222> (8)..(9

<223> /replace="Ser"

<220>

<221> VARIANT

<222> (10)..(10) )

<223> /rep]acezllG’]yn or‘ "Arg" OT' "I-Ie" or‘ "ASnII Ol" !IH.ISH or "Tyl“"

<220>
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<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
VARIANT
(1..(L

/replace="Lys" or "Arg" or "Pro"

VARTANT
(12)..(12)

/replace="Asn" ar "Tyr" or "Glu"

VARIANT
(13)..(13)
/replace="ser"

VARIANT
(14)..(14)
/replace="Ala" or "val"

VARIANT
(15)..(15)
/replace="GlIn" or "Asp

VARIANT
(16)..(16)
/replace="Lys" or "Ser

"

VARIANT
an..an
/replace="pPhe"

VARTIANT
(18)..(18) -
/replace="G1In"

misc_feature

(3)..Q18) | . .

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

135

Qrg ITe Lys ser gys Thr Asp Gly Gly Egr Thr Asp Tyr Thr Ala Pro
15

val Lys Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>

136

21

PRT = .

Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
D..(D
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

/replace="Gly"

VARTANT
(2)..(2
/replace="Gly"

VARIANT
(3)..03)

/replace="met"

VARTANT
..
/replace="ser"

VARIANT
(5)..(5)

/replace="1le"

VARIANT
(6)..(6)
/replace="1Ile"

VARIANT
(7)..(7
/replace="Met"

VARIANT . -
8)..(8 -

replace="Leu"

VARIANT
(9..0(9

/replace="Arg"

VARIANT
(10)..(10)
/replace="gly"

VARIANT
(1D..AQ1n
/replace="val"

VARIANT
(12)..(12)
/replace="Tyr"

VARIANT
(13)..(13)
/replace="Pro"

VARIANT
(14)..(14
/replace="pPro"

or

or

or

or

or

or

or

or

or

or

or

or

or

or

llA'I all

"G1 n"

“Tyr‘“

"G1 ull

"G yu

"

"Tyr
IIA'[ a“
"Tyr"

"Ser‘“

"Leu

"

"Leu

"w

"Trp

"Ser‘"

or

or

or

or

ar

or

or

or

or

or

or

"Gl

"Arg

"Asn

'lva'l n

"G] yl'

"Pro

H o

llTh r“

"G'I y"

mw o on

"His

or

or

or

or

or

or

or

51472PCT
ul

"Leu" or "Gly" or

"11 ell or "Arg"

"Ala®

"ala" or "Thr"

"

"ASp

"Tyr

"ASp or "His" or " "
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<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
VARIANT .

(1s5)..(@15)
/réplace="Lys" or "Phe"

VARIANT
(16)..(17)
/replace=" "

misc_feature

(1).7(17) o .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(19)..(19)
/replace="Leu"

VARIANT
(20)..020)
/replace="ATla"

misc_feature

(19)..(20) ]

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

136

Asp Arg Thr Gly Tyr Ser Ile Ser Trp Ser Ser Phe Tyr Tyr Tyr Tyr
1 .. 5 10 _ 15

Tyr Gly Met Asp val -
20

<210>
<211>
<212>
<213>

<220>

<221>
.<223>

<460>

137
110
PRT
Artificial sequence

source L )
/note="Description of Artificial Sequence: Synthetic
polypeptide”

137

GIn Ser val Leu‘ghr GIn Pro Pro Ser val Ser-Glu Ala Pro Egy GIn
1

Lys val Thr Ile Ser Cys Ser Gly ggr Ser Ser Asn Ile gTy Asn Asn
20

Tyr val ger Trp Tyr GIn GIn Lgu Pro Gly Thr Ala Pgo Lys Leu Leu
5 _ 4 4

ITe Tyr Asp Asn Asn Lys ggg Pro ser Gly Ile 280 Asp Arg phe Ser
50

Gly Ser Lys Ser Gly Thr Ser Ala Thr Leu Gly Ile Thr Gly Leu Gln
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65

70

Thr Gly Asp Glu g}a Asp Tyr

ser aAla val val phe Gly Gly
100

<210> 138
<211> 110
<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="pescription of
polypeptide”

<400> 138
GIn Ser val Leu
1

Arg val Thr Ile
20

Tyr val Tyr Trp

35
. Ile Phe Arg Ser
50

Gly Ser Lys Ser

B5

Ser Glu Asp Glu

ser Gly Trp val
100

<210> 139
<211> 107
<212> PRT

Thr
5 .

Ser

Tyr

Asn

Gly

Ala

85

Phe

Gln

Cys

GIn

Glin

Thr

70

Asp

Gly

Pro

ser

Gin

Arg
55

Ser

Tyr

Gly

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of

polypepti
<400> 139

de"

Asp Ile GIn Met ghr Gln Ser
1

Asp Arg val ;Br ITe Thr Cys

Al472PCT

75

80

Tyr Cys Gly Thr Trp Asp Ser Arg Leu
90 95

é1y Thr Lys Leu Thr val
105

Artificial Sequence:

Pro ser

Gly Ser
25

Leu Pro
40

Pro Ser
Ala ser

Tyr Cys

Gly Thr
105

Ala
10

Ser
Gly
Gly
Leu
Ala
90

Lys

Ser

Ser

Ala

val

Ala

75

Ala

Leu

Gly

Asn

Ala

Pro

60

ITe

Trp

Thr

Leu

110

synthetic

Thr,

Ile

Pro

45

Asp

Ser

Asp

val

Pro

Gly

30

Lys

Arg

Gly

Asp

Leu
110

Gly GIn .

15

ser Asn

Leu Leu

Phe ser

Leu Arg
80

Ser Leu
95

Artificial Sequence: Synthetic

Pro Ser Ser Leu Ser Ala ser val Gly
10 15 )

Arg Ala Ser Gln Gly Ile Arg Asn Asp
25 30
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Leu Gly ggp Phe GIn

Tyr Ala Ala Ser Ser
50

Ser Gly Ser Gly Thr
65

Glu Asp Leu Ala Thr
85

Thr pPhe Gly GIn Gly
100

<210> 140
.<211> 108
<212> PRT
<213> Artificial sequence

<220>

<221> source

<223> /note="Description of

polypeptide"

<400> 140
ier Ser Glu Leu

“Thr val
Ser Trp
Gly Lys

50
Ser ser
65

Asp Glu

Leu val

Lys

TYr
35

Asn

Gly

Ala

Leu

<210> 141
<211> 112
<212> PRT
<213> Artificial Sequence

<220>

Ile

20

GIn

Asn

Asn

Asp

<221> source L. L.
<223> /note="Description of Artificial Sequence: Synthetic

GlIn
Leu
Glu
70

Tyr

Thr

Lys

GIn

35

Phe

Tyr

Lys

ghr GIn Asp

Thr

Glin

Arg

Thr

Tyr

85

Gly

Cys

Lys

Pro

Ala

70

Tyr

Gly

GIn

Pro

Ser

55

Ser

Cys

Thr

Al472PCT

Pro Gly Lys Ala Pro
40

Ser Gly val Pro Ser
6

Thr Leu Thr Ile Ser
75

Cys Leu GIn Tyr Asn
30 .

val Glu Ile Lys*’
105

Artificial sequence:

Pro Thr

Gly Asp
25

Gly.GIn

40

Gly Ile

Leu Thr

Asn Ser

Lys Leu
105

val ser
10

ser Leu
Ala Pro
Pro Asp
Ile Thr

75

Arg Asp
90

Thr val

Page 97

val

Arg

val

Arg

60

Gly

Ser

Leu

Lys Arg Leu
45

Arg phe Sser
Ser Leu GIn

Ile Tyr Pro
a5

Synthetic
Ala Leu Gly
15
ser Phe Tyr
30
Leu val Phe
Phe Sser Gly
Ala G1n Ala

Ser val Tyr
95

Ile

Gly

Pro

. 80

Trp

Gln

Tyr
Ser
Glu
80

His



polypeptide"

<400> 141
ésp ITe Ile

Gln Pro Ala
Ala Gly Lys
35

Pro Gln Leu
50

Asp Arg Phe
65

Ser Arg val
Phe Pro Leu

<210> 142
<211> 110
<212> PRT
<213>

<220>
<221>

Leu

Ser

20

Thr

Leu

Ser

Glu

Pro
100

source L
<223>_/note="Description of

Ala
5

Ile
Tyr
Ile
Gly
Ala

85

Leu

polypeptide”

<400> 142
§1n Ser val

Lys val Thr

Tyr val Ser
35

Leu

Ile
20

Trp

Ile Tyr Asp Asn
50

Gly Ser Lys
65
Thr Gly Asp

Ser Ala val

Ser

Glu

val
100

Thr
5

Ser
Tyr
Asn
Gly
Ala

85

Phe

GIn Thr

Ser Cys
Leu

Tyr

Glu
55

Tyr

Ser
70

Gly
Glu Asp

Thr Phe

Artificial Sequence

GIn Pro
Cys Ser
GIn GIn
Lys Arg
55

Thr Ser
70

Asp Tyr

Gly Gly

Pro

Lys

Trp

40

val

Ser

val

Gly

Artificial sequence:

I?r'o

Gly

Leu

40

Pro

Thr

Tyr

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

Ser

Ser

25

Pro

Ser

Thr

Cys

Thr
105

A14725CT

ser Leu ser
10

Ser GIn Ser

Leu GIn Lys

-Phe
60

Asn Arg

Thr Asp

Phe
75 -

Ile
90

TYr Tyr

Gly Thr Lys

val ser Ala
10

Ser Ser Asn
Gly Thr Ala

Ile Pro
60

Gly
Leu

Gly Ile
75

Gly
90

Thr Trp

Lys Leu Thr

Page 98

val Thr Pro

15

Leu Leu His

30

Pro Gly Gln
45

Ser Gly val

Thr Leu Lys

GIn
95

Cys Met

Glu ITe

110

val

Synthetic
Ala Pro Gly
15
Ile

'PI’O

Lys Leu
45

Asp Arg Phe

Thr Gly Leu

Asp Ser Arg

val Leu

110

-Gly Asn
30 )

Gly

Ser

Pro

Pro

ITe

80

Ser

Lys

Gln

Asn

Leu - -

Ser

Gln
80

Leu



<210> 143
<211> 112
<212> PRT

<213> Artificial sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 143

gsp ITe val Met Ehr Gln

Glu Pro Ala
phe Gly Tyr
35
Pro GIn Leu
50

Asp Arg Phe
65

Ser Arg val
Leu GIn Thr

<210> 144
<211> 112
<212> PRT

Ser

20

Asn

Leu

Ser

Glu

Pro

1100

Ile Ser

Tyr Leu

Ile Tyr

Asp

Ser

Cys

Al1472PCT

Artificial sequence:

Pro Leu Ser Leu Pro
0 -

Arg Ser Ser GIn Ser
25

Trp Tyr Leu Gin Lys

- .40

Leu

55

Gly ser
70

Ala Glu
85

phe Thr

G1y

ASp

Phe

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of

polypeptide”

<400> 144

Asp Ile Ile Leu ghr Gin Thr
1

Gln Pro Ala ggr ITe Ser Cys

Asp Gly ;gs Thr Tyr Leu Tyr

Pro GIn Leu Leu ITle Tyr Glu
50 55

Gly Ser Asn Arg Ala
60

ser Gly Thr Asp Phe
75

val Gly val Tyr Tyr
90

Gly Pro Gly Thr Lys
105 o

Artificial sequence:
Pro Leu Ser Leu Ser
10
Lys Ser Ser GIn Ser
25
Trp Tyr Leu GIn Lys
40
val ser Asn Arg Phe
60

Page 99

synthetic

val Thr Pro
15

Leu Leu His
30

Pro Gly Glin
45

Ser Gly val
Thr Leu Lys
Cy§ Met GlIn

95

val Asp Ile
110

Synthetic
val Thr Pro

15
Leu Leu His

Pro Gly Gln
45

Ser Gly Glu

Gly
Ser
Ser
Pro
0°

Ala

Lys

Ser
Pro

Pro



Asp Arg Phe ser Gly ser Gly
65 o 70

Ser Arg Val'G1u g;a GTu Asp
Phe Pro Leu Pro Leu Thr Phe

<210> 145 -

<211> 110

<212> PRT

<213> Artificial Sequence

<220> .

<221> source

<223> /note="Description of
polypeptide”

<400> 145
Gln Ser val Leu Ehr GIn Pro
1

Ile
20

Lys val Thr ser Cys Ser

Tyr val ggr Trp Tyr Gln GlIn

Ile Tyr Asp Asn Asn Lys Arg
50 ) 55

Ser Gly Thr

70

Gly ser Lys ser
65 -

Ala
85

Thr Gly Asp Glu Asp Tyr

val phe

ser Ala VaT
100

Gly Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

146
110
PRT
Artificial Sequence

source
polypeptide"

<400> 146
GIn Ser val Leu ;hr Gln ser
1

Arg val Thr %ée Ser Cys Ser

Al472pPCT

ser Gly Thr Asp pPhe Thr Leu Lys Ile
75 80

val Gly

Gly Gly
105

Artificial Sequence:

Pro Ser

Gly Sser
25

Phe Pro
40

Pro Ser
Ala Thr

Tyr Cys

Gly Thr
105

Thr Tyr Tyr Cys Met GIn Ser
90 95

Gly Thr Lys val Glu Ile Lys
. 110

Synthetic

val ser Ala ala Pro‘G1y'G1n
10 15

Ser ser Asn Ile Gly Asn Asn

30

Gly Thr Ala Zgo Lys Leu Leu

Gly Ile 250 Asp Arg Phe Ser

Leu Gly Ile Thr Gly Leu Gln
75 80

Gly Thr Trp Asp Ser Arg Leu
90 g5

Lys Leu Thr val Leu

110

/note="Description of Artificial sequence: Synthetic

Pro ser Ala ser Gly Thr Pro Gly GIn
10 15

Gly Sser
25

Ser Ser Asn TIle ggy Ser Asn
Page 100



Al472pCT

Tyr val '%/r Trp Tyr Gln GIn l‘igu Pro Gly Ala Ala Pro Lys Leu Leu
45

Ile Leu Arg Asn Asn Gln Arg Pro Ser Gly val Pro Asp Arg Phe Ser
50 55 60

Gly Ser Lys ser Gly Thr Ser Ala Ser Leu Thr Ile Ser Gly Leu Arg
65 70 75 80

ser Glu Asp Glu g'}lsa Asp Tyr Tyr Cys g‘cl)a Ala Trp Asp Asp Ser Leu
95

Ser Gly Trp val Phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105 110

<210> 147
<211> 110
<212> PRT
<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: synthetic
polypeptide”

<400> 147 .
gln Ser val Leu ';hr' Gln Pro Pro Ser Aga ser Gly Thr pPro Gly Gln
15

Arg val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn
) 20 25 30

Thr val g\gn Trp Tyr GIn Gln I‘igu Pro Gly Thr Ala z;o Lys Leu Leu

Ile ?%r Thr Asn Asn GlIn isxgg Pro ser Gly val ggo Asp Arg Phe Ser

Gly Ser Lys ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu GIn
65 ‘ 70 75 80

Ser Glu Asp Glu gga Asp Phe Tyr Cys gga Ala Arg Asp Glu Ser Leu
: 95

Asn Gly val val phe Gly Gly Gly Thr Lys Leu Thr val Leu

100 105 110
<210> 148
<211> 110
<212> PRT
<213> Artificial sequence
<220>

<221> source
Page 101



<223> /note:"Deécription of Artificial Sequence:
ell

polypepti

<400> 148
g1n Ser val Leu

Ile
20

Arg val Thr

Tyr val Tyr Trp
35

ITe Phe Arg Asn
50

Gly Ser Lys Ser
65

Ser Glu Asp Glu

val

Ser Giy Trp
. 100

<210>
<211>
<212>
<213>

<220>
<221>
<223>

149
112
PRT

source

<400> 149
ésp Ile Thr Leu

Gln Pro Ala Ser

20

Asp Gly Arg Asn
35

GIn Leu
50

Pro Leu

Asp Arg Phe Ser

65

ser Arg val Glu

phe Pro Leu Pro

/note="Descr1i
polypeptide"

Thr GIn Pro
5

ser Cys Ser

Tyr GIn Glin

Asn GIn Arg

55

Thr
70

Gly ser

Ala
85

Asp Tyr

Phe Gly Gly

Artificial Sequence

ghr Gln Thr

Ile Ser Cys

Tyr Leu Tyr

Glu
55

ITe Tyr

Ser
70

Gly Gly

Ala Glu

Asp
85

Leu Thr Pphe

Pro

Gly

Leu

40

Pro

Ala

Tyr

Gly

Pro

Lys

Trp

40

val

Ser

val

Gly

Al472pCT

Ser Ala Ser Gly
10

Ser Ser

25

sSer Asn

Pro Gly Ala Ala

val Pro
60

Ser Gly

Ser Leu Ala Ile
75

Ala
90

Cys Ala Trp

Thr Leu Thr

Lys
105

ption of Artificial Ssequence:

Leu Ser Leu Ser
10

Ser Ser GIn Ser

Tyr Leu Gln Lys

Phe
60

ser Asn Arg

Gly Thr Asp Phe
- 75

Gly 1le Tyr Tyr
90

Gly Gly Thr Lys
Page 102

Synthetic

Thr Pro Gly

15

Ile Gly

30

Ser

Pro
45

Lys Leu

Asp Arg Phe

Ser Gly Leu

Asp Asp Ser

95

val. Leu

110

Synthetic
val ser Pro
15

Leu Leu His

30

Pro GlIn

Gly
45

Ser Gly Leu

Thr Leu Lys

Cys Met

95

val Glu Ile

Glin

GIn
Asn
Leu
ser
Arg

80

Leu

GTy
Ser
Pro
Pro
Ile
80

Ser

Lys



100

<210>
<211>
<212>
<213>

<220>
<221>
<223>

150
110
PRT

source

Artificial Sequence

polypeptide"

<400> 150
1

Ile

Lys val Thr
20

Tyr val Ser Trp
. 35°
ITe Tyr Asp Asn
50
Gly Ser Lys Ser
65
Thr Gly Asp Glu

val
100

Ser Ala val

151
107
PRT

<210>
<211>
<212>
<213>

<220>
<221>
<223>

source

polypepti

<400> 151
Qsp Ile GIn Met

ser Cys Ser
Tyr GIn GIn
Asn Lys Arg
55
Gly Thr Ser
70

Ala Asp Tyr
85

Phe Gly Gly

Artificial Sequence

/note="De§cription of
e L3

Thr GIn Ser
5

Asp Arg val ;8r Ile Thr cys

Leu Gly ;gp Tyr Gin Gln Lys

Al472pPCT
105

Gln Ser val Leu ghr Gin Pro Pro Ser Xg1 Ser Ala

Gly Ser Ser Ser Asn
25

Leu Pro Gly Thr Ala

40 ©

Pro ser Gly Ile Pro

60
Ala Thr Leu Gly Ile
.75
Tyr Cys Gly Thr Trp
90

Gly Thr Lys Leu Thr
105- -~ -

Artificial Sequence:

110

/note="Description of Artificial Sequence: synthetic

Ala Pro Gly GlIn
15

Ile Gly Asn

30

Asn

Pro
45

Lys-Leu Leu

Aéb Arg Phe Ser

GIn
80

Thr GTyALeu

Asp Ser Arg Leu
95 :

val Leu

110

synthetic

Pro Ser Ser Leu Ser Ala Ser val Gly
10 15

Arg %}a ser Gln Gly

Pro Gly Lys Ala Pro
40

ITe Arg Lys Asp
30

Lys Arg Leu Ile
45

Tyr Gly Ala Ser Ser Leu GIn ser Gly val Pro Ser Arg pPhe ser Gly
50 55 60

pPage 103



Ser Gly ser Gly Thr Glu pPhe
65 70

Glu Asp-Phe Ala ggr Tyr Tyr

Thr Phe Gly GIn Gly Thr Lys
100

<210> 152
<211> 108
<212> PRT

<213> Artificial sequence

<220>
<221> source

<223> /note="Description of

polypeptide”

<400> 152
Glu Ile val Leu
1

Glu Arg Ala Thr
20

Tyr Leu Thr Trp

. 35
ITe Tyr Gly Ala
50

Gly Sser Gly Ser

65

Pro Glu- Asp Phe

Cys Arg Phe gTy

<210> 153
<211> 108
<212> PRT

<213> Artificial sequence

<220>
<221> source

Th
5

Leu

Tyr’

Ser

Gly

Ala

85

GIn

Gin Ser
ser Cys
GIn GIn
ser Arg
55

Thr Asp
70

val Tyr

Gly Thr

<223> /note="Description of
polypeptide"

<400> 153

Glu Ile val Leu Ehr GIn Ser
1

Glu Arg Ala Thr Leu Ser Cys

w1,

Al472pPCT
Thr Leu Thr Ile Ser Ser Leu GIn Pro
75 80

Cys Leu GIn Tyr Asn Ser Phe Pro Trp
90 -~ 95

val Glu Ile Lys
105

Artificial Sequence: sSynthetic
Pro Gly Thr Leu Ser Leu Ser Pro Gly
-10. 15

Arg Ala ser Gln ser val ser Ser Gly
25 . 30 .

Lys Pro Gly GIn Ala Zgo Arg Leu Leu
Ala Thr G6ly Ile 250 Asp Arg Phe Ser

Phe- Thr Leu Thr Ile Ser Arg Leu.Glu
75 80

Tyr Cys GIn GIn Tyr Gly Asn Ser Leu
90 95

Lys Leu Glu Ile Lys
105

Artificial Sequence: Synthetic
Pro Gly Thr Leu Ser Leu Ser Pro Gly
10 15

Arg Ala ser GlIn Ser val ser ser Gly
Page 104



20

Tyr Leu ggr Trp Tyr GIn GIn

Ile Tyr Gly Ala Ser Ser Arg
50 55

Gly Ser Gly Ser Gly Thr Asp
65 70

Pro Glu Asp Phe é}a-Va1 Tyr

ser Arg Phe Gly G1n Gly Thr
100

T <210> 154
<211> 113
<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> [note:"Déscription of
polypeptide™ )

<400> 154

Asp Ile val Met ghr‘G1n'Ser
1

Glu Arg Ala

Thr
20

Ser Asn Asn Asp

Pro Pro Lys
50

Pro Asp-Arg .

65

Ile Ser Ser

Tyr Tyr Asn

Lys

<210> 155
<211> 107

Leu

Phe

Leu

Thr
100

ITe

Asn

Leu,

Ser

Gln
85

Pro

Asn

Tyr

Ile

Gly

70

Ala

Phe

Cys

Leu

Tyr

55

Ser

Glu

Thr

Al472PCT
25

Lys Pro Gly GIn-Ala
40

Ala Thr Gly Ile Pro
60

Phe Thr Leu Thr ITe
75

Tyr Cys GIn GIn Tyr
90

Lys Leu Glu Ile Lys
105

Artificial sequence:

Pro Asp Ser Leu Ala
10

Lys ger Ser Gln Ser

Ala Trp Tyr*Gln Gln

40

Trp Ala Ser Thr Arg
60

-Gly: Ser Gly ;Er ASp

Asp val Ala val Tyr
- .90

Phe Gly pPro Gly Thr
105

Page 105

30

Pro Arg Leu
45

Asp Arg Phe

ser Arg lLeu

Gly Asn Ser
95

Synthetic

val Ser Leu

Ile

Lys

45

Glu

Phe

Tyr

Lys

Leu

30

Pro

Ser

Thr

Cys

val
110

Asp
Gly
Gly
l:eu
GIn

95

AsSp

Leu
ser
Glu
80

Leu

Gly

ser

GIn

val

Thr

80

Gln

Ile



<212> PRT
<213> Artificial Sequence

<22°>
<221> source

Al472pCT

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400>_155

?sp ITle GIn Met ;hr GIln Ser

Asp Arg val ggr ITe Thr Cys

mumy§?1yrmnGMIys

val Ala
50

Tyr Ser Ser Leu GIn

35

Thr Glu Phe

Gly
70

ser
65

Gly Ser

Glu Asp Phe Ala ggr Tyr Tyr

Thr pPhe Gly Gly Gly Thr Lys

<210> 156°
<211> 108
<212> PRT
<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of
polypeptide”

<400>_156 '

Glu ITe val Met ghr Gln ser
1

Glu Arg Ala Thr Leu Ser Cys
20
Leu Ala ggp Tyr GIn GIn Lys

His Asp Ala Ser Pro Arg Thr
50 55

ser Gly Ser Gly Thr Glu Phe
65 70

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Artificial sequence:

ser

Ala

25

Gly

Gly

Leu

Leu

Glu
105

ser
10

Ser
Lys
val
Thr
Gln
90

Ile

Leu Ser

GIn Gly

Ala Pro

Pro Ser

60

Ile Ser
75

Tyr Asn

Lys

Pro Ala Thr Leu Ser
10 )

Arg Ala ser GIn Ser
25

Pro Gly Gln Ala Pro
40

Ala Gly 1le Pro g1a

Thr Leu Thr Ile Asn

Page 106

Ala ser val
15

ITe Arg Asn
30

Lys Arg Leu
45

Arg Phe Ser
Gln

ser Leu

Thr Tyr Pro

95

Synthetic
val ser Pro
15
val Arg Ser
30
Arg Leu Leu
45

Arg Phe ser

Ser Leu Gln

Gly

Asp

Ile

Gly

Pro

80

Leu

Gly

Asn

Ile

Gly

Ser
80



Glu Asp Phe Ala
Ile Thr Phe Gly
100

<210> 157
<211> 110
<212> PRT

val Tyr Tyr
85

G¢In Gly Thr

<213> Artificial Sequence

<220>
<221> source

<223> /note="De§cription of
e'l

polypepti

<400> 157
Gln Ser val Leu
1

Lys val Thr Ile
20

Tyr val ser Trp
35

ITe Tyr Asp Ash
50

Gly Ser Lys Ser
65

Thr Gly Asp Glu

Ser val Trp val
100

<210> 158

<211> 130

<212> PRT

Thr Gln Pro
5

ser Cys Ser
Tyr GIn GlIn
Asn Lys Arg

55
Gly Thr Sser
70

Ala Asn Tyr

Phe Gly Gly

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of

polypeptide”

<400> 158
GIn val GIn Leu
1

Ser Leu Arg Leu
20

Gly Met His Trp
35

val Glu ser
5
Ser Ccys Ala

val Arg GIn

Al472PCT
Cys Gln ggn Tyr Asn Tyr Trp ggr Pro

Arg Leu Glu Ile Lys
105 .

Artificial Sequence: Synthetic

Pro Ser Met Ser Ala Ala Pro Gly GIn
10 15 .

Gly Ser Ser ser Asn Ile Gly Asn Asn
25 30

Leu Pro Gly Thr Ala Pro Lys Leu Leu
40 45

Pro ser Gly Ile 250 Asp Arg Phe Ser

Ala Thr Leu Gly Ile Thr Gly Leu Gln
> 75 80

Cys Cys Gly Thr Trp Asp Ile Gly Leu
90 95

Gly Thr Lys Leu Thr val Leu
105 110

Artificial Sequence: Synthetic
Gly Gly Gly val val Gln Pro Gly Arg
10 15
Ala ser Gly Phe Thr Phe Ser Ser pPhe
25 30 .

Ala Pro Gly Lys Gly Leu Glu Trp val
40 45
Page 107



Ala

Lys

65

Leu

Ala

Lys

Ser

<210>
<211>
<212>
<213>

val Ile ser

Phe Asp Gly
50 55

Thr ITe Ser

Gly Arg Phe
70..

Gln Met Asn

Arg Asp Arg Leu Asn Tyr
100

Tyr Tyr Gly Met Ala val
115

Ser
130

159
131
PRT
Artificial Sequence

<220>

<221>
<223>

<400>

Glu

1

Ser

Trp

Gly

Pro

65

Leu

Tyr

Tyr

source o
/note="Description of
polypeptide"

159

val Gln Leu ¥a1 Glu ser

Leu Ser Ala

20

Leu Arg Cys

Met Ser val Gln

35

Trp Arg

Thr
55

Arg Ile Ser Thr

50

Lys

Phe Thr

70

val Lys Gly Arg

Leu GIn Met

85

Tyr Asn Ser

Thr Thr

100

Cys Thr Asp Arg

Tyr Tyr Gly Met

115

Tyr AsSp

Ser Leu Arg’

Al472PCT

Ser Ile Lys Tyr
60

Arg Asp Asn ;gr Lys

Ser val Asp Ser

Asn Thr Leu

Ala Glu Asp Thr Ala val Tyr Tyr
90 95

Tyr Asp Ser Ser Gly Tyr Tyr His
105 110

Trp Gly Gln Gly Thr
120

Artificial Sequence:

Gly Gly Gly Leu val
10 ’

ser
25

Ala Gly phe Thr

Ala
40

Pro Gly Lys Gly

Thr
60

Asp Gly Gly Thr

ITe Ser Arg Asp

Asp
75

Thr GTu

90

Leu Lys Asp

Gly Tyr Ser Ile

105

Ser

val
120

Trp Gly GIn Gly

Page 108

Thr val Thr

125

Synthetic

Lys

Phe

Leu

45

Asp

Ser

Thr

Trp

Thr
125

Pro Gly
15

ser Asn
30

Glu Trp

Tyr Ala

Lys Asn

Ala val
95

Ser Ser
110

Thr val

val
Phe
80

Cys

TYr

val

Gly

_A1a

val
Ala
Thr
80 .
Tyr

Tyr

Thr



val ser Ser
130

<210> 160
<211> 130
<212> PRT

<213> Artificial Sequence

<220>

<221> source
<223> /note="Descri
polypeptide”

<400> 160

gju val GIn Leu geu Glu ser

Ser Leu Arg

Ala Met Ser
35

Ser Ala Ile
50

Lys Gly Arg
65

Leu GIn Met

Ala Lys Asp

Tyr Tyr Tyr
115

Ser Ser
130

<210> 161
<211> 130
<212> PRT

Leu
20

Trp
Ser
Phe
Asn
GIn
100

Gly

Ser
val
Gly
Thr
ser
85

Arg

Met

Cys

Arg

Ser

Ile

70

Leu

Glu

Asp

‘Ala

Gln

Gly

55

ser

Arg

val

val

<213> Artificial Sequence

<220>

<221> source L.
<223> /note="Description of Artificial sSequence: Synthetic
polypeptide”

<400> 161
1

Al1472PCT

Gly Gly Gly Leu
10

Ala
Ala
40

Gly

Arg

‘Ala

Gly

Ser
25

Pro
Arg
ASp
Glu
Pro
105

Gly

Gly

Gly

Thr

Asn

Asp

90

Tyr

Gln

10

Phe

Lys

Tyr

Ser

Thr

Ser

Gly

Gln val GIn Leu ga1 GIn Ser Gly Ala Glu val L

ption of Artificial sequence:

val
Thr
Gly
Tyr
60

Lys

Ala

Ser.

Thr

Synthetic

GIn

Phe

Leu

45

Ala

Asn

val

Gly

Thr
125

Pro
Ser
Glu
"=
Thr
TYr
Trp

val

Gly
i5

-ser

Trp

Ser

Leu

TYyr

95

Tyr

Thr

Glu
Tyr
val
val.
Tyr
80

cys
Asp

val

ys Lys Pro Gly Ala
15

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
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Tyr Met His
35

Gly Trp Ile
50

Gln Gly Arg

65

Met Glu Leu

Ala Arg Asp

Tyr Tyr Tyr
115

Ser ser
130

<210> 162
<211> 129
<212> PRT

<213> Artificial seq

<220>

20

Trp val

Asn Pro

val Thr

ser Arg

85

GIn Met

..100

Gly Met

<221> source

<223> /note="Description of

polypeptide"

<400> 162

Arg

Asn

Met

70

Leu

Ser

Asp

Gln

Ser

55

Thr

Arg

Ile

val

uence

GIn val GIn Leu gaT Glu Sser
1

Ser Leu Arg
Gly Met His
35

Ala val Ile
50

Lys Gly Arg
65

Leu GIn Met

Ala Arg Glu

Leu ser
20

Trp val
ser Tyr
Phe Thr
Asn Ser

85

Arg Lys
100

Cys.

Arg

Asp

Ile

70

Leu

Arg

JAla

Gln
Gly
55

Ser

Arg

val

Ala Pro Gly GIn Gly

40

Gly Gly Thr Asn T
(9

Arg Asp Thr Ser Ile

75
Ser Asp Asp Thr Ala
90
Ile Met Leu Arg Gly
© 105

Trp G]& Gln Gly Thr

Artificial Sequence:

Gly Gly

Ala Sser
25

Ala Pro
40

Sar His
Arg Asp

Ala Glu

Thr Met
105

Al472pCT

0

Gly val val

10

Gly phe Thr

Gly Lys Gly

Glu. ser Tyr
60

ITe Ser Lys

75

Asp Thr Ala
20

ser Thr Leu
Page 110

yr

30

Leu Glu Trp Met
45

Ala GIn Lys Phe
ser Thr Ala Tyr

80
val Tyr Phe Cys
95
val pPhe Pro Pro
110

Thr val Thr val
125

Synthetic
Gln Pro Gly Arg
15
Phe Ser ser Tyr
30
Leu Glu Trp val
45
Ala Asp ser val
Asn Thr Leu Tyr
80

val Tyr Phe Cys
95 )

Tyr Tyr Tyr Phe
110



Al472pPCT

Tyr Tyr Gly Met Asp val Trp G1g GIn Gly Thr Thr val Thr val ser
115 12 125
Ser

<210> 163
<211> 121
<212> PRT
<213> Artificial Sequence

<220>

<22]> source L. .

<223> /note="Description of Artificial Sequence: Synthetic
potypeptide”

<400> 163 -
gju val Gln Leu ga1 Glu ser Gly Gly ggy Leu val Lys Pro Gly Arg
' . 15

ser Leu Arg-;gu ser-Cys Thr Ala ggr Gly Phe Thr phe §1y Asp Tyr
0

~Ala Met ggr Trp Phe Arg Gln ﬁga Pro Gly Lys Gly kgu Glu Trp Ile

Gly Ege Ile Arg Ser Arg gga Tyr Gly Gly Thr ggo Glu Tyr Ala Ala

ser val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Thr Ile
65 .70 75 , 80

Ala Tyr'Leu Gln ggt Asn Ser Leu Lys ggr Glu Asp Thr Ala val Tyr
95

Phe Cys Ala Arg Gly Arg Gly Ile Ala Ala Arg Trp Asp Tyr Trp Gly
. 100 105 110

GIln Gly Thr Leu val Thr val Sser ser
<115 - - 120

<210> 164
<211> 131
<212> PRT )
<213> Artificial Sequence

<220>

<221> source L.

<223> /note="Description of Artificial sequence: Synthetic
polypeptide"

<400> 164
g]u val GIn- Leu §a1 Glu ser Gly Gly ggy Leu val Lys Pro Gly Gly
15

Page 111



Al472PCT
Ser Leu Arg Eeu ser Cys Ala Ala ggr Gly Phe Thr Phe ggr Asn Ala
0

Trp Met ggr Trp val Arg GIn ﬁga Pro Gly Lys Gly hgu Glu Trp val

Gly egg ITe Lys Ser Lys Egr Asp Gly Gly Thr ggr Asp Tyr Thr Ala

Pro val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr
65 70 75 80

Leu Tyr Leu Gln ggt Asn Ser Leu Lys Sga Glu Asp Thr Ala val Tyr
95

Tyr Cys Thr Thr Asp Arg-Thr Gly Tyr Ser Ile Ser Trp Ser Ser Tyr
100 - 105 110

Tyr Tyr Tyr Tyr Gly Met Asp val Trp Gly GIn Gly Thr Thr val Thr
. 115 120 125

val ser ser
130

<210> 165

<211> 127

<212> PRT .

<213> Artificial Ssequence

<220>
<221> source L. L.
- <223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 165
GIn val GIn Leu gaT Gln ser Gly Ala ggu val Lys Lys Pro ggy Ala
1 5. :

Ser val Lys XgT Ser Cys Lys Ala ggr Gly Tyr Thr Phe ggr Asp Tyr

Tyr Met gﬁr Trp val Arg Gln ﬁga Pro Gly GIn Gly kgu Glu Trp Met

Gly Trp Ile Ser Pro Ash Egr Gly Gly Thr Asn g%r Ala GIn Lys Phe
50

GIn Gly Arg val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 " 80

Met Glu Leu Ser ggg Leu Arg Ser Asp ggp Thr Ala val Tyr ggr Cys

val Arg Gly Gly Tyr ser Gly Tyr Ala Gly Leu Tyr Ser His Tyr Tyr
Page 112



100

Gly Met Asp val Trp Gly Gin
© 115

<210> 166
<211> 131
<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of
polypeptide™”

<400> 166

§1u val GIn Leu §a1 Glu Sser

1

Ser Leu Arg Egu Ser Cys Ala
Trp Met ggr Trp val Arg G1n
Gly Arg Ile Lys Ser Lys Thr
50 55
"pro val Lys Gly Arg Phe Thr
65 70
Leu Tyr Leu Gln ggt Asn Ser
Phe Cys Thr Thr Asp Arg Thr
100
Tyr Tyr Tyr Tyr Gly Met Asp
115
val ser Ser
130
<210> 167
<211> 131
<212> PRT
<213> Artificial Sequence
<220>
<221> source
<223>
polypeptide”
<400> 167

Glu val G1In Leu ¥a1 Glu ser Gly Gly G

Al472PCT
105

Gly Thr Thr val Thr
120

Artificial Sequence:

Gly Gly Gly Leu val
10

Ala ser Phe Thr

Gly
25

Ala
40

Pro Gly Lys Gly

Thr
60

Asp Gly Gly Thr

ITe Ser Arg Asp

Asp
75

Thr Glu

90

Leu Lys Asp

Gly Tyr Ile

105

Ser Ser

val Gln

120

Trp Gly Gly

1
Page 113

110

val ser Sser
125

synthetic

Lys Pro Gly
15

Phe -Gly Asn
30

Leu

Glu Tr
45 P

Asp Tyr Ala

Ser Lys Asn

Thr Ala val

95

Trp Ser Ser

110

Thr Thr val

125

/note="Description of Artificial Sequence: Synthetic

Gly
Ala
val
Ala
Thr
80
Tyr.

Tyr

Thr

Ty teu val Lys Pro Gly 6Gly
0 15



Ser

Trp

Gly

Pro

65

Leu

Tyr

Tyr

val

<210>
<211>
<212>
<213>

Leu

Met

Arg

50

val

Tyr

Cys

Tyr

Ser
130

<220>

<221>
<223>

Arg

Ser

35

Ile

Lys

Leu

Thr

TYr

115

Ser

168
130
PRT
Artificial Sequence

Leu
20

Trp
Lys
Gly
Gln

Thr
100

Ser

val

ser

Arg

Met

85

Asp

cys

Arg

Lys

Phe

70

Asn

Arg

Tyr Gly Met

source L )
/note="Description of Arti

polypeptide”

<400> 168
g]n val GIn Leu ga] Glu Ser

Ala

GIn

Thr

55

Thr

Ser

Thr

Asp

Ser Leu Arg ESU,Ser Cys Ala

Gly Met ggs Trp val Arg Gin

Ala

Ala

40

Asp

Ile

Leu

G1y'

val
120

Gly
Ala

Ala
40

ser
25

Pro
Gly

Ser

Lys

ficial Sequence:

Gly

Ser
25

Pro

Ala val ITe Ser Phe Asp Gly Ser Ile
50 55

Lys Gly Arg Phe Thr Ile
65

70

Ser

Leu GIn Met Asn ger Leu Arg
5

Arg

Ala

‘Asp

Glu

A1472PCT

Gly Phe
Gly Lys
Gly Thr
Arg Asp
75

Thr Glu
90
Ser Ile

Gly GTn

Gly val
10 -
Gly Phe
Gly Lys
Lys Tyr
Asn Ser

75

Asp Thr
90

Thr

Gly

Thr

60

Asp

Asp

Ser

Gly

val

Thr

Gly

Ser

60

Lys

Ala

Page 114

Phe Gly Asn
30

Leu Glu Trp
45

Asp Tyr Ala
ser Lys Asn
Thr Ala val

95

Trp Ser Ser
110

Thr Thr val
125

Synthetic
Gln-Pro Gly
15
Phe Ser ser
30
Leu Glu Trp
45
val Asp Ser
Asn Thr Leu

val Tyr Tyr
95

Ala

val

Ala

Thr

80

TYTr

Tyr

Thr

Arg

Phe

val

val

Phe

80

Cys



Al472pCT
Ala Arg Asp Arg Leu Asn Tyr Tyr Asp Ser Ser Gly Tyr Tyr His Tyr
100 105 110

Lys Tyr Tyr Gly Leu Ala val Trp Gly GIn Gly Thr Thr val Thr val
115 120 125

Ser Ser
130

<210> 169

<211> 131

<212> PRT |

<213> Artificial sequence

<220>

<221> source L

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide" -

<400> 169 .
Glu val Gln Leu ga1 Glu ser Gly Gly ggy Leu val Lys Pro Gly Gly
1 15

Ser Leu Arg Leu ser Cys Ala Ala ser Gly Tyr Thr phe ser Thr Tyr
20 - 25 30

ser Met ggn Trp val Arg Gln ﬁga Pro Gly Lys Gly keu Glu Trp val
5

Ser Ser Ile Ser Ser Sser ggr Ser Tyr Arg Tyr Tyr Ala Asp Ser val
50 o “- 60

Lys Gly Arg Phe Thr ITe Ser Arg ASp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Ser ggr Leu Arg Ala Glu Sgp Thr Ala val Tyr Tyr Cys
’ 95

Ala Arg Glu Gly val ser Gly Ser Ser Pro Tyr Ser Tle Ser Trp Tyr
100 105 110

Asp Tyr Tyr Tyr Gly Met Asp val Trp Gly GIn Gly Thr Thr val Thr
115 120 125

val Sser Ser
130

<210> 170
<211> 126
<212> PRT
<213> Artificial sequence

<220>
<221> source
<223> /note="Description of Artificial sequence: synthetic
polypeptide"
Page 115



<400> 170
GIn val GIn Leu ¥a1
1

Glu Sser

Leu Ser Ala

20

Ser Leu Arg Cys

Gly Met His Trp val Arg Gln

Ala val Ile

50

Trp Tyr Asp Gly

55

Ile
70

Gly Arg Phe ITe ser

GIn Met Asn Ser lLeu

85

Arg

Ala Ala Gly ITe Ala

100

Arg Gly

val Gin

115

Met Asp Trp Gly Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

171
118
PRT
Artificial sequence

source ]
/note="Description of
polypeptide”

<400> 171

GIn val GTn Leu ga1 GIn ser
1

Ser val Lys ¥81 ser Cys Lys
Tyr Leu g;s Trp val Arg Gln
Gly Trp Ile Asn Pro His Ser

50 55
GIn Gly Arg val Thr Met Thr
65 70

Met Glu Leu Ser Arg Leu Arg
85

Al472PCT

Gly Gly Gly val val
10

Ala ser Gly Phe Thr

25

Ala
40

Pro Gly Lys Gly

Ser Asn Lys Tyr Tyr
60

Arg Asp Lys ;gr Lys

Ala Glu Asp Thr Ala

90

Ala
105

Ala Gly Leu Tyr

Thr Thr val Thr val

120

Artificial Sequence:

Gly Ala Glu val Lys
10
Ala ser Gly Tyr Thr
25
Ala Pro Gly GIn Gly
40
Gly Gly Thr Asn Tyr
60
Arg Asp Thr ?Er Ile

Ser Asp Asp Thr Ala
90

Page 116

Gln Pro Gly

15

Phe ser ser

30

Leu Glu

Trp
45

Ala Asp Ser

Asn Thr Leu

val Tyr Tyr
95

Tyr Tyr

110

Tyr

Ser Ser

125

Synthetic

Lys Pro Gly

15

Phe Thr
30

Ala
Leu Glu Trp
45

Ala GIn Lys
Ala

Ser Thr

val phe

Arg

Tyr

val

val

Tyr

80

Cys

Gly

Ala

Tyr

Met

Phe

Tyr

80

Cys



Al472pPCT
Ala Arg Gly Arg GIn Trp Leu Gly Phe Asp Tyr Trp Gly Gln Gly Thr
100 . 105 110

Leu val Thr val ser ser
115

<210> 172
<211> 117
<212> PRT
<213> Artificial Sequence

<220>

<221> source L.

<223> /note="Description of Artificial Sequence: synthetic
polypeptide”

<400> 172
GIn val GIn Leu csﬂn Gin Trp Gly Ala <15(1)y Leu Leu Lys Pro Ser Glu
1 15

Thr Leu ser Egu Ser Cys Ala val ;gr Gly Gly Ser Phe Ggy Gly Tyr
: 3

Tyr Trp ggr Trp Ile Arg GIn Zgo Pro Gly Lys Gly Leu Glu Trp Ile
, 45

Gly Glu Ile Asn His Ser Gly Gly Thr Lys Tyr Asn Pro Ser Leu Lys
" 50 55 60

ggr Arg val Thr Ile ;gr val Asp Thr ser %gs Asn Gln Phe Ser Leu

- Lys Leu Ser ser §§1 Thr Ala Ala Asp ggr Ala val Tyr Phe ggs Ala

Arg Gly Asp val val Gly Phe Phe Asp Tyr Trp Gly Gln Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 173
<211> 120
<212> PRT
<213> Artificial Sequence

<220>

<22]> source L L.

<223> /note="Description of Artificial Sequence: synthetic
polypeptide”

<400> 173
G1n val GlIn Leu ga1 GlIn ser Gly A1a-§%u val Lys Lys ser g;y Ala
1

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
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20

Tyr Met His Trp
35

Gly Trp Ile Asn
50 -

GIn Gly Arg val

65 :

Met Glu Leu

Ser

Glu
100

Ala Arg Asn

Gly Thr Leu val

115

<210> 174
<211> 118
<212> PRT

val Arg GIn

Pro Asn Ser

Thr Met Thr
70

Arg Leu Arg

85

Tyr Ser Ser

Thr val ser

<213> Artificial Sequeﬁce

<220>
<221> source

<223> /note:"Dgsc}iption of
polypeptide”

<400> 174
g1n Ile Thr Leu

Thr Leu Thr Leu
20

Gly val Gly val
35

Trp Leu Ala Leu
50

Leu Lys Ser Arg

65

val Leu Arg Met

Cys Ala His

Leu val Thr
115

gys Glu ser

Thr Cys Thr

Ala Trp Ile

ITe Tyr Trp

55

Thr Ile

70

Leu

Thr
85

Asn Met

Pro

Gly Gly

Ser Ser

Ala
40

Gly

Arg

‘Ser

Ala

ser
120

Artificial Sequence:

Gly
Phe
Arg
40

Thr

.Thr

Asp

Trp

Al472pCT

Pro Gly GIn Gly

Gly Thr Asn Tyr

60

Asp Thr ser Ile
75
ASp Asp Tﬁr Ala
90

Trp Pro Leu

Gly
105

Pro Thr Leu val
10

Ser Gly Phe ser

25

GIn Pro Pro Gly

Asp Asp Lys Arg

60
Lys Asp Thr Ser
75

Pro Leu Asp Thr

90

Phe Asp Pro Trp
105

Page 118

30

Leu

Glu Trp
45

val G1n Lys

Ser Thr Ala

val Tyr Tyr
95

Tyr Trp Gly
110 .-

Synthetic

Pro Thr
15

Lys

Ser Thr

30

Leu

Ala Leu

Tyr Ser Pro

Lys Asn G1n

Ala Thr Tyr

95

Gln
110

Gly Gly

Met

Phe

Tyr
80
Cys

Gln

Gln
Ser
Glu
Ser
i

Phe

Thr



<210> 175
<211> 321
<212> DNA

Al472pCT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 175
gacatccaga tgacccagtc

atcacttgcc gggcaagtca
gggaaagccc ctaagcgect
aggttcagcg gcagtggatc
gaagatttag caacttatta
gggaccaagg tggaaatcaa
<210> 176.

<211> 321
<212> DNA

tccatcctec ctgtctgcat
gggcattaga aatgatttag
gatctatgct gcatccagtt
tgggacagaa ttcactctca
ctgtctacag tataatattt

a

<213> Artificial Sequence

<220>
<221> source -

ctgtaggaga cagagtcacc

gctggtttca gcagaaacca

tgcaaagtgg ggtcccatca

caatcagcag cctgcagcct

acccgtggac gttcggecaa

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 176
gacatccaga tgacccagtc

" atcacttgcc gggcaagtca
gggaaagcce ctaagcgect
aggttcagcg geagtggatc
gaagattttg caacttatta
gggaccaagg tggaaatcaa
<210> 177

<211> 359
<212> DNA

tccatcctee ctgtctgeat ctgtaggaga cagagtcacc

gggcattaga aaggatttag gctggtatca gcagaaacca

gatctatgga gcatccagtt tgcaaagtgg ggtcccatca

tgggacagaa ttcactctca caatcagcag cctgcagect

ctgtctacag tataatagtt tcccgtggac gttcggccaa

a

<213> Artificial Sequence

<220>
<221> source

b
P

<223> /note="Description of Artificial Sequence: Synthetic

pojynuc]eotide“
<400> 177

aggtgcagct ggtgcagtct ggggctgagg tgaagaagtc tggggcctca gtgaaggtct

cctgcaagge ttctggatac accttcaccg gctactatat gcactgggtg cgacaggccc

ctggacaagg gcttgagtgg atgggatgga tcaaccctaa cagtggtggc acaaactatg

tacagaagtt tcaggdcagg gtcaccatga ccagggacac gtccatcagc acagcctaca
i Page 119
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Al472pcCT
tggagctgag caggctgaga tctgacgaca cggccgtgta ttactgtgcg agaaatgagt
atagcagtgc ctggcccttg gggtattggg gccagggaac cctggtcacc gtctctagt

<210> 178
<211> 336
<212> DNA

<213> Artificial Sequence

<220>

<221> source L
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 178

gatattgtga tgactcagtc tccactctcc ctgcccgtcea

atctcectgca
tacctgcaga
tceggggtece
agcagagtgg
ttcactttcg
<210> 179

<211> 336
<212> DNA

ggtctagtca gagcctcctg

agccagggca gtctccacag

ctgacaggtt

aggctgagga
gccctgggac

cagtggcagt
Tgttggggtrt
caaagtggat

<213> Artificial Sequence

<220>

<22]1> source L o .
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 179
gatattatac

atctcctgca
tacctgcaga
tctggagtgce
agccgggtag
ctcactttcg
<210>
<211>
<212>
<213>
<220>

<221>
<223>

180
336
DNA

catagttttg
ctcctgatct
ggatcaggca
tattactgca

atcaaa

cccctggaga geeggectcc
ggtacaacta tttggattgg
atttgggttc taatcgggcc
cagattttac actgaaaatc

tgcaagctct acaaactcca

tggcccagac teccactttct ctgtccgtca cccctggaca gecggectec

agtctagtca gagcctcctg cacagtgctg

agccaggcca
cagataggtt
aggctgagga
gcggagggac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 180

gcctccacag ctcctgatct

cagtggcagc

gggtcaggga

tgttgggatt tattactgca

caaggtggag atcaaa

Artificial Sequence -

gaaagaccta tttgtattgg

atgaagtttc caaccggttc
cagatttcac actgaaaatc

tgcaaagttt tccgctteceg

gatattattc tgacccagac tccactttct ctgtccgtca cccctggaca gccggectcec

atctcctgea agtctagtca gagcctcctg cacagtgatg gaaagaccta tttgtattgg
Page 120

300
359

60
120
180
240
300
336

60
120
180
240
300
336

60
120



Al472pPCT

tacctgcaga agcccggeca gectccacag ctcctgatct atgaagtttc caaccggtte 180

tctggagagc cagataggtt cagtggcagc gggtcaggga cagatttcac actgaaaatc 240

agccgggtgg aggctgagga tgttgggact tattattgca tgcaaagttt tccgottecg

ctcactttcg gcggagggac caaggtggag atcaaa

<210> 181
<211> 336
<212> DNA

<213> Artificial sequence

<220>

<221> source )
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide™

<400> 181
gatattacac

tgacccagac

tccactttct

‘atctcctgea agtctagtca gagcctcctg

tacctgcaga agccaggcca gcctccacag

tctggactge
agccgggtgg
ctcactttcg
<210> 182

<211> 324
<212> DNA

cagataggtt
aggctgagga
gcggagggac

cagtggcagc
tgttgggatt
caaggtggag

<213> Artificial Sequence

<220>

<221> source L L
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 182
gaaattgtgt

cfctéctgca
cctggecagg
gacaggttca
cctgaagatt
caggggacca
<210> 183

<211> 324
<212> DNA

ctgtccgtct éccctggaca gccggectee
cacagtgatg gaaggaacta tctgtattgg
ctcctgatct atgaagtgtc caaccggttc
gggtcaggga cagatttcac actgaaaatc
tattactgca tgcaaagttt tccgcttecg

atcaaa

tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc

gggccagtca gagtgttagc agcggctact taacctggta ccagcagaaa

ctcccagget

gtggcagtgg

cctcatctat

ggtgcatcca gcagggccac tggcatccca

gtctgggaca gacttcactc tcaccatcag cagactggag

ttgcagtgta ttactgtcag cagtatggta actcactgtg caggtttgge

agctggagat

caad

<213> artificial sequence

<220>
<221>

source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”
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<400> 183
gaaattgtgt

ctctectgea
cctggecagg
gacaggttca
cctgaagatt
caggggacca
<210> 184

<211> 324
<212> DNA

tgacgcagtc
gggccagtca
ctcccagact
gtggcagtgg
ttgcagtgta
agctggagat

Al472PCT
tccaggcacc ctgtctttgt ctccagggga aagagccace
gagtgttagc agcggctact taacctggta ccagcagaaa
cctcatctat ggtgcatcca gcagggccac tggcatccca
gtctgggacg gacttcactc tcaccatcag cagactggag
ttactgtcag cagtatggta actcactgag caggtttggc

Caaa

<213> Artificial Sequence

<220>

<221> source L. Lo
<223> /note="pescription of Artificial Sequence: Synthetic
polynucieotide”

<400> 184
gaaatagtga

ctctcctgta
ggccaggetc
aggttcagtg
gaagattttg
caagggacac
<210>"185

<211> 339
<212> DNA

tgacgcagtc
gggccagtca
ccaggctcct
gcagtggatc
cagtttatta
gactggagat

tccagccace ctgtctgtgt ctccagggga aagagccace
gagtgttcgc agcaatttag cctggtacca gcagaaacct
cattcatgat gcatccccca ggaccgctgg tatcccagec
tgggacagaa ttcactctca ccatcaacag cctgcagtct
ctgtcagcag tataattact ggactccgat caccttcgge

taaa

<213> Artificial Sequence

<220>

<221> source L. ..
<223> /note="Description of Artificial sequence: Synthetic
polynucleotide”

<400> 185

gacatcgtga tgacccagtc tccagactce ctggetgtgt ctctgggcga gagggecacce

atcaactgca agtccagcca gagtatttta gacagctcca acaatgataa ctacttaget

tggtaccagc agaaaccagg acagcctcct aaactgctca tttactggge atctaccegg

gaatccgggg tccctgaccg attcagtggc agcgggtctg ggacagattt cactctcacc

atcagcagce tgcaggctga agatgtggca gtttattact gtcagcaata ttataatact

ccattcactt tcggccctgg gaccaaagtg gatatcaaa

<210> 186
<211> 330
<212> DNA

<213> Artificial Sequence

<220>
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<221> source o Lo .
<223> /note="Description of Artificial Sequence: synthetic
polynucleotide"

<400> 186
cagtctgtgt

tcctgctetg
ccaggaacag
gaccgattct
actggggacg
ttcggeggag
<210>

<211>
<212>

187
330
DNA

tgacgcagcee
gaagcagctc
cccccaaact
ctggctccaa
aggccgatta

ggaccaagct

gccctcagtg
caacattggg
cctcatttat

gtctggcacg

ttactgcgga

gaccgtccta

<213> Artificial Sequence

<220>
<221>

source

Al472pPCT

tctgaggccc caggacagaa ggtcaccatc
aataattatg tatcctggta ccagcagcte
gacaataata agcgaccctc agggattcct
tcagccacce tgggcatcac cggactccag

acatgggata gccgcctgag tgctgtggtt

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 187
cagtctgtgt

tcctgetetg
ccaggaacag
gaccgattct
actggggacg
ttcggeggag
<210> 188

<211> 330
<212> DNA

tgacgcagcc
gaagcagctc
cccccaaact
ctggctccaa
aggccgatta

ggaccaagct

gcccteagtg
caacattggg
cctcatttat
gtctggcacg
ttactgcgga

gaccgtccta

<213> Artificial sequence

<220>
<221>

source

tctgeggccc caggacagaa ggtcaccatce

aataattatg tatcctggta ccagcagctc
gacaataata agcgaccctc agggattcct
tcaaccaccc tgggcatcac cggactccag

acatgggata gccgcctgag tgctgtggtt

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide” ‘

<400> 188
cagtctgtgt

tcctgetcetg
ccaggaacag
gaccgattct
actggggacg
ttcggcggag

<210> 189
<211> 330

tgacgcagec
gaagcagctc
cccecaaact
ctggctccaa
aggccgatta

ggaccaagct

gcectecagty
caacattggg
cctcatttat
gtctggcacg
ttactgcgga

gaccgtccta

tetgeggece caggacagaa ggtcaccatc

aataattatg tatcctggta ccagcagttc
gacaataata agcgaccctc agggattect
tcagccaccc tgggcatcac cggactccag

acatgggata gccgcctgag tgctgtggtt
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Al472pCT
<212> DNA
<213> Artificial Sequence

<220>

<221> source . .

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 189
cagtctgtgt tgacgcagcc gccctcagtg tctgcggece caggacagaa ggtcaccatc

tcctgetctg gaagcagetc caacattggg aataattatg tatcctggta ccagcagetc

ccaggaacag cccccaaact cctcatttat gacaataata agcgaccctc agggattect

gaccgattct ctggctccaa gfctggcacg tcagccacce tgggcatcac cggactccag

actggggacg aggccgatta ttactgcgga acatgggata gccgectgag tgctgtggtt

ttcggcggag ggaccaagct gaccgtcocta

<210> 190

<211> 330

<212> DNA

<213> Artificial Sequence

<220>

<221> source L L

<223> /note="Description-of Artificial sequence: Synthetic
polynucleotide”

<400> 190 ’
cagtctgtgt tgacgcagce gecctcaatg tctgeggecc caggacagaa ggtcaccatc

tcctgetctg gaagcagetc caacattggg aataattatg tatcctggta ccagcagctc

ccaggaacag cccccaaact cctcatttat gacaataata agcgaccctc agggattcct

gaccgattct ctggctccaa gtctggcacg tcagccaccc tgggcatcac cggactccag

actggggacg aggccaatta ctgctgegga acatgggata tcggectgag tgtttgggtg

ttcggcggag ggaccaaact gaccgtccta

<210> 191

<211> 330

<2172> DNA

<213> Artificial Sequence

<220>

<221> source L .

<223> /note="Description of Artificial Segquence: Synthetic
polynucleotide"

<400> 191
cagtctgtgc tgactcagcc accctcageg tctgggacec ccgggcagag ggtcaccatc

tcttgttctg gaagcagttc caatatcgga agtaatactg tgaactggta ccagcagctc
Ccaggaacgg cccccaaact cctcatctat actaataatc agcggecctc aggggtccct
gaccgattct ctggctccaa gtctggcacc tcagcctcce tggccatcag tggactccag
tctgaggatg aggctgattt ttactgtgeca gegegggatg agagectgaa tggtgtggta

ttcggcggag ggaccaaget gaccgtccta
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<210> 192
<211> 330
<212> DNA

Al472PCT

<213> Artificial Sequence

<220>
<221> source

<223> /note="pescription of Artificial Sequence: Synthetic

polynucieotide"

<400> 192
cagtctgtgc tgactcagcc

fcttgttctg gaagcagctc
ccaggagcgg cccccaaact
gaccgcttct ctggctccaa
tccgaggatg aggctgatta
ttcggcggag ggaccaaget
<210> 193

<211> 330
<212> DNA

accctcageg tctgggaccc
caacatcggc agtaattatg
cctcatcttt aggaataatc
gtctggcacc tcagcctecc
ttactgtgca gcatgggatg

gaccgtccta

<213> Artificial Sequence

<220>
<221> source

ccgggcagag agtcaccatc
tatactggta ccagcagctc
agcggccctc aggggteect
tggccatcag tgggctccdg
acagcctgag tggttggatg

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 193
cagtctgtgc tgactcagec

tcttgttctg gaagcagctc
ccaggagcgg cccccaaact
gaccgattct ctggctccaa
tccgaggatg aggctgatta
ttcggeggag ggaccaaget
<210> 194

<211> 330
<212> DNA

accctcageg tctgggaccc

‘caacatcggc agtaattatg

cctcatcttt aggagtaatc
gtctggcacc tcagectccc
ttactgtgca gcatgggatg

gaccgtccta

<213> Artificial Ssequence

<220>
<221> source

ccgggcagag agtcaccatc
tatactggta ccagcagctc
agcggcccte aggggtccct
tggccatcag tgggctccgg
acagcctgag tggttgggtg

<223> /note="pescription of Artificial Sequence: Synthetic

polynucleotide"
<400> 194

cagtctgtgc tgactcagtc accctcagcg tctgggaccc ccgggcagag agtcaccatc
tcttgttctg gaagcagctc caacatcggc agtaattatg tatactggta ccagcagctc
ccaggagcgg cccccaaact cctcatcctt aggaataatc agcggccctc aggggtccct

gaccgattct ctggctccaa gtctggcacce tcagccteccc tgaccatcag tgggctccgg
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.

tccgaggatg aggctgacta ttattgtgca gcatgggatg acagectgag tggttgagtg

Al472pPCT

ttcggeggag ggaccaagct gaccgtecta

<210> 195
<211> 324
<212> DNA

<213> Artificial Sequence

<220>

<221> source L. o
<223> /note="pescription of Artificial Sequence: Synthetic
polynucleatide"

<400> 195

tcttctgage tgactcagga

acatgccaag
caggccectg

ttctctggct
gatgaggctg

gagacagcct
tacttgtett
ccagctcagg

actattattg

ggagggacca agctgaccgt

<210> 196
<211> 390
<212> DNA

ccctactgtg tctgtggcct tgggacagac agtcaaaatc

cagaagtttt tatgcaagct ggtaccagca gaagccagga

ctatggtaaa aacaaccggc cctcagggat cccagaccga

aaacacagct tccttgacca tcactggggc-tcaggcggaa

taattcccgg gacagcagtg tttaccatct ggtactcggce

ccta

<213> Artificial Sequence

<220>

<221> source U o
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide” -

<400> 196
caggtgcagt

“tcctgcaagg

cctggacaag
gcacagaagt
atggagctga
atgagtatta
ggccaaggga

<210> 197
<211> 381
<212> DNA

tggtgcagtc
cttctggata
ggcttgagtg
ttcagggcag
gcaggctgag
ttatécttcg

ccacggtcac

tggggctgag gtgaagaagc
caccttcacc ggctactata
gatgggatgg atcaacccta
ggtcaccatg accagggaca
atctgacgac acggccgtgt
gggagttttt‘;ccccttact
cgtctctagt

<213> Artificial sequence

<220>

<221> source . L
<223> /note="Description of Artificial sequence: Synthetic
polynucTeotide”

<400> 197

ctggggcctc
tgcactgggt
acagtggtgg
cgtccatcag
atttctgtgc
attacggtat

agtgaaggtc
gcgacaggcc
cacaaactat
cacagcctac
gagagatcaa

ggacgtctgg

caggtgcage tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtc
126
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tecctgeaagg
cctggacaag
gcccagaagt
atggagctga
tatagtggct
accacggtca
<210> 198

<211> 354
<212> DNA

Al472pCT

cttctggata caccttcacc gactactata
ggcttgagtg gatgggatgg atcagcccta

ttcagggcag ggtcaccatg accagggaca

gtaggctgag atctgacgac acggccgtgt

acgctgggct ctactcccac tactacggta

ccgtctetag

t

<213> Artificial Sequence

<220>

<221> source . .
<223> /note="Description of Artificial sequence: Synthetic

<213>
<220>

Artificial Ssequence

tgtactgggt gcgacaggcece

atagtggtgg cacaaactat

cgtctatcag
attactgtgt
tggacgtctg

Page 127

cacagcctac
gagaggagga
gggccaaggg

agtgaaggtc
gcgacaggcec
cacaaactat
cacagcctac
gagaggaagg
tagt

polynucleotide”
<400> 198
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggectc
.tcctgcaagg cttctggata caccttcacc gcctactatt tacactgggt
cctggacaag ggcttgagtg gatgggatgg atcaaccctc acagtggtgg
gcacagaagt ttcagggcag ggtcaccatg accagggaca cgtccatcag
atggagctga gcaggctgag atctgacgac acggccgtgt tctactgtge
cagtggctgg gctttgacta ctggggccag ggaaccctgg tcaccgtcte
<210> 199
<211> 321
<212> DNA_
<213> Artificial sequence
<220>
<221> source . . -
<223> /note="Description of Artificial Sequence: synthetic
polynucleotide”
<400> 199 '
gacatccaga tgacccagtc tccatcctcc ctgtetgcat ctgtaggaga cagagttacc
attacttgcc gggcaagtca gggcattaga aatgatttag gctggtatca gcagaaacca
gggaaagccc ctaagcgect gatctatgtt gcatccagtt tgcaaagtgg ggtcccatca
aggttcagcg gcagtggatc tgggacagaa ttcactctca caatcagcag cctgcagect
gaagattttg caacttatta ctgtctacag tataacactt acccgctcac tttcggcgga
gggaccaagg tggagatcaa g
<210> 200
<211> 393
<212> DNA
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<221> source L. L
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 200
gaggtacagc

tcctgtgcag
ccagggaagg
gactacgctg
ctgtatctge
gatcggaccg
tggggccaag

<210>
<211>
<212>
<213>

<220>
<221>
<223>

201
393
DNA

tggtggagtc
cctctggatt
ggctagagtg
cacccgtgaa
aaatgaacag
ggtatagcat
ggaccacggt

source
/note="pescription of Artificial Sequence: Ssynthetic

polynucleotide”

<400> 201
gaggtgcagc

tcctgtgeag
ccagggaagg
gactacactg
ctgtatctgc
gatcggaccg
tggggccaag

<210> 202
<211> 393
<212> DNA

tggtggagtc
cctctggatt
ggctggagfg
cacccgtgaa
aaatgaatag
ggtatagcat
ggaccacggt

tgagggaggc
cactttcggt
ggttggccgt
aggcagattc
cctgaaaacc
cagctggtct

caccgtctct

Artificial Sequence

tgggggaggc
cactttcagt
ggttggcegt
aggcagattc
cctgaaagcc
cagctggtct

caccgtctct

<213> Artificial Sequence

<220>

<221>" source L L
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide™ .

<400> 202
gaggtacagc

tcctgtgeag
ccagggaagg
gactacgctg
ctgtatctgce
gatcggaccg

tggtggagtc
cctctggatt
ggctggagtg
cacccgtgaa
aaatgaacag

ggtatagcat

tgggggaggc
cactttcggt
ggttggccgt
aggcagattc
cctgaaaacc

cagctggtct

Al472PCT

ttggtaaagc
aacgcctgga
attaaaagca
accatctcaa
gaggacacag
agttactact

agt

ttggtaaagg
aacgcctgga
attaaaagca
accatctcaa
gaggacacag
agttactact

agt

ttggtaaagc
aacgcctgga
attaaaagca
accatctcaa
gaggacacag

agttactact

ctggggggtc
tgagctgggt
aaactgatgg
gagatgattc
ccgtgtattt

actactacgg

Cctggggggtc
‘tgagctgggt
aaactgatgg
gagatgattc
ccgtgtatta

actactacgg

ctggggggtc:

tgagctgggt
aaactgatgg
gagatgattc
ccgtgtatta

actactacgg

Page 128

cctcagactc
ccgcecaggct
tgggacaaca
aaaaaacacg
ctgtaccaca

tatggacgtc

ccttagﬁctc
ccgccagget
tgggacaaca
aaaaaacacg
ctgtaccaca

tatggacgtc

ccttagactc
ccgeccagget
tgggacaaca
aaaaaacacg
ctgtaccaca

tatggacgtc
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Al472pCT

tggggccaag ggaccacggt caccgtctct agt

<210> 203
<211> 393
<212> DNA

<213> Artificial Sequence

<220>

<221> source ] L. .
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 203
gaggtgcagc

tcetgtgcag
ccagggaagg
gactacgéfg
ctgtatctgc
gatcggaccg
tggggccaag

<210> 204
<211> 393
<212> DNA

tggtggagtc
cctctggatt
ggctggagtg
cacccgtgaa
aaatgaacag
gatatagcat

ggaccacggt

tgggggaﬁgc
cactttcagt
ggttggccgt
aggcagattc
cctgaaaacc
cagctggtct

caccgtctct

<213> Artificial Sequence

<220>

<221> source L L .
<223> /note="Description of Artificial Sequence: synthetic
polynucleotide” i

<400> 204
gaggtgcagc

tcctgtgcag
€cagggaagg
gcagactcag
ctgcaaatga
gtgtctggea
tggggccaag

<210>
<211>
<212>
<213>

<220>
<221>
<223>

205
390
DNA

tggtggagtc
cctctggata

ggctggagtg

tgaagggccg
gtagcctgag
gttcgeegta
ggaccacggt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 205

tgggggaggc

caccttcagt
ggtctcatcc
attcaccatc
agccgaggac
tagcatcagc

caccgtctct

Artificial sequence

ttggtaaagc
aacgcctgga
attaaaagca
accatctcaa
gaggacacag
agttactact

agt

ctggtcaagc
acctatagca
attagtagta
tccagagaca
acggctgtgt
tggtacgact
agt

Cctggggggtc
tgagctgggt
caactgatgg
gagatgattc
ccgtgtatta

actactacgg

ctggggggtc
tgaactgggt
gtagtagtta
acgccaagaa
attactgtgc

acrtattacgg

ccttagactc
ccgccaggcet
tgggacaaca
aaaaaacacg
ctgtaccaca

tatggacgtc

cctgagactc
ccgccaggcet
cagatattac
ctcactgtat
gagagaaggg
tatggacgtc

gaggtgcagc tattggagtc tgggggagge ttggtacagc ctggggagtc cctgagacte
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tcectgtgcag cctetgggtt
ccagggaagg ggctggagtg
gcagactccg tgaagggccg
ctgcaaatga atagcctgag

agggaggtag ggccgtatag

ggccaaggga

<210> 206
<211> 387
<212> DNA
<213>

<220>
<221>
<223>

ccacggtcac

source
/note—"Descr1pt1on of Art1f1c1a1 Sequence' Synthetic

polynucleotide!

<400> 206
caggtgcagc

tcctgtgeag

ccaggcaagg

gcagactccg-

ctgcaaatga
aaacgggtta
caagggacca
<210>

<211>
<212>

207
390
DNA

tggtggagtc

cctctggatt
ggctggagtg
tgaagggccg

acaggctgag_

cgatgtctac

cggtcaccgt

cacctttagc
ggtctcagct
gttcaccafc
agccgaggac
cagtggctgg
égtctctagt

Artificial Sequence

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agctgaggac
cttatattac

ctctagt

<213> Artificial sequence

<220>
<221>
<223>

source
/note="" Descr1pt1on of Art1fﬁc1a1 Sequence: Synthetic

polynucleotide”

.<400> 207
caggtgcagc

tcctgtgeag
ccaggcaagg
gtagactccg
ctgcaaatga

ctcaattact

ggccaaggga

<210> 208
<211> 390

tggtggaatc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgceg
atgatagtag

ccacggtcac

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
tggttattat

cgtctctagt

Al472PCT
agctatgcca tgagctgggt ccgccagget
attagtggta gtggrtggtcg cacatactac
tccagagaca attccaagaa cacgctgtat
acggccgtat attactgtgc gaaagatcaa

tacgactact actacggtat ggacgtctgg

gtggtccagc
agctatggca
atttcatatg
tccagagaca
acggctgtrgt

tacttctact

gtggtcéégc
agctttggeca
atatcatttg
tccagagaca
acggctgtgt

cactacaaat

ctgggaggtc cctgagactc
tgcactgggt ccgccaggct
atggaagtca tgaatcctat
tttccaagaa cacgctgtat
atttctgtgc gagagagagyg
acggfatgga cgtctggggc

ctgggaggtc
tgcactgggt ccgccagget
atggaagtat taagtattct
attcaaagaa cacgctgttt
attactgtgc gagagatcgg

actacggtat ggccgtctgg

Page 130
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<212> DNA

<213> Artificial Sequence

<220>

<221> source L. o
<223> /note="Description of Artificial Sequence: Synthetic
polynucieotide”

<400> 208
caggtgcagc

tcctgtgcag
ccaggcaagg
gtagactccg
ctgcaaatga
ctcaattact

ggccaaggga

<210> 209
<211> 363
<212> DNA

Al472PCT

tggtggaatc tgggggagge gtggtccage

cctectggatt
ggctggagtg
tgaagggccg
acagcctgeg
atgatagtag

ccacggtcac

caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
tggttattat

cgtctctagt

<213> Artificial Sequence

<220>

<221> source . o
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 209
gaggtgcagc

tcctgtacag
ccagggaagg
gaatacgccg
gcctatctge

ggacggggta
~agt
210

378
DNA

<210>
<211>
<212>
<213>

<220>
<221>
<223>

tggtggagtc
cttctggatt
ggctggagtg
cgtctgtgaa
aaatgaacag

ttgcagctceg

source
/note="Description of Artificial Sequence: synthetic

polynucleotide"

<400> 210

tgggggaggc
cacctttggt
gataggtttc
aggcagattc
cctgaaaacc

ttgggactac

Artificial Sequence

agctttggca
atatcatttg
tccagagaca
acggctgtgt

cactacaaat

ttggtaaagc
gattatgcta
attagaagca
accatctcaa
gaggacacag

tggggccagg

ctgggaggtc
tgcattgggt
atggaagtat
attcaaagaa
attactgtgc

actacggtct

cagggcggtc
tgagctggtt
gagcttatgg
gagatgattc
ccgtgtattt

gaaccctggt

cctgagactc
ccgccagget
taagtactct
cacgctgttt
gagagatcgg
ggccgtctgg

cctgagactc
ccgccagget
tgggacacca
caaaaccatc
ctgtgctaga

caccgtctet

caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc
tectgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggcet
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat

gcagactccyg tgaagggecg attcatcatc tccagagata aatccaagaa cacgetgtat
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Al472pCT
ctgcaaatga acagcctgag agccgaggac acggetgtgt attactgtgc gagagcgggg 300
ggtatagcag cagctggcct ctactactac tacggtatgg acgtctgggg ccaagggacce 360
acggtcaccg tctctagt 378

<210> 211
<211> 351
<212> DNA
<213> Artificial Sequence

<220>

<221> source .

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide

<400> 211

caggtgcagt tacagcagtg gggcgcagga ctgttgaagc cttcggagac cctgtcccte 60
agctgcgetg tctatggtgg gtccttcggt ggttactact ggagetggat ccgccagece ' 120
ccagggaagg ggctggagtg gattggggaa atcaatcata gtggaggcac caagtacaac 180
ccgtccctca agagtcgagt caccatatca gtagacacgt ccaagaacca gttctcecctg 240
aagctgagct ctgtgaccgc cgcggacacg getgtgtatt tctgtgcgag aggcgatgta 300
gtaggtttct ttgactattg gggccaggga accctggtca ccgtctctag t 351
<210> 212

<211> 354

<212> DNA

<213> artificial Sequence

<220>

<221> source L .
<223> /note="pescription of Artificial Sequence: Synthetic

polynucleotide"”
<400> 212
cagatcacct taaaggagtc tggtcctacg ctggtgaaac ccacacagac cctcacgctg 60
acctgcacct tctctgggtt ctcactcagce actagtggtg tgggtgtgge ctggatccgt 120
cagccccccg gaaaggccct ggagtggett gcactcattt aitggactga tgataagcgce 180
tacagtccat ctctgaagag caggctcacc atcaccaagg acacctccaa gaaccaggtg 240
gtccttagaa tgaccaacat ggaccctttg gacacagcca cttatttctg tgcacacaga 300
ccagggggct ggttcgaccc ctggggccag ggaaccctgg tcaccgtcte tagt 354
<210> 213
<211> 13
<212> PRT
<213> Artificial sequence
<220>

<221> source L
<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 213
Gly Gly Gly Gly Gly val Asp Gly Gly Gly Gly Gly val
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1 5

<210> 214

<211> 148

<212> PRT

<213> Rattus sp.

<400> 214

h{e’c Ala Pro Gly %.eu Arg Gly

Leu Ala His His Leu Phe Met

20

Gly Thr ggu ITe GIn Glu Leu

Glu Thﬁ Ile Gly Lys Thr Leu
50 55

Ser Tyr Gly Glu Leu Thr His

65 70

Gly Cys Phe Trp ggo Asn Pro

His His Arg Tyr Phe Ser Lys

100
Asp Pro Pro Asn Ser Ile Leu
115

val Thr Leu Leu Met Thr Ala
130 135

Glu Gly Ile val

145

<210> 215

<211> 148

<212> PRT

<213> Macaca fascicularis

<400> 215

l{et Ala Arg Ala ls.eu Cys Arg

Leu Ala His ggs Leu Phe Met

Gly Ala %EU Leu GIn Glu Leu

Glu Ala val 6ly Glu Thr Leu

Leu

val

Cys

40

Trp

Cys

Glu

Cys

Cys

120

Leu

Leu

Ala

Cys

40

Trp

Pro

Thr

25

Leu

Cys

Thr

val

Pro

105

Pro

val

Pro
Thr
25

Leu

cys

Al472pCcT
10

152 o
Ala Cys
ser Arg
Asp Trp
Lys Leu

75

Asp Lys
Qa0
val ser

Phe 1le

val frp

Gln Arg
10

Ala Cys
Thr Gin

Asp Trp

Gly

Arg

Phe

Gly
60

vaTl:

Phe

Gly

val

Gly

Gln

Phe

Gly

Page 133

Leu

Asp

Lys

45

Lys

Ala

Phe

Arg

Leu

125

Ser

Leu

Glu

GIn

45

Arg

Trp Leu Leu
15

Pro

30

Glu

Thr

Asn

Ile

Ala

110

Pro

‘Lys

Trp
Ala
30

val

Thr

Asp
Asp
Ile
Lys
Ala
95

Leu

Ile

Arg

Leu
15
Asn

ASD

Ile

Tyr

Met

Gly

Ile

80

val

Arg

Thr

Thr

Leu

TYIr

Met

Gly



50

Ser Tyr
65

Gly Cys
His Gly
Asp Pro
val Thr

130

Glu Gly
145

Arg

Phe

His

Pro

115

Leu

Ile

<210> 216
<211> 148
<212> PRT
<213> Macaca mulatta

<400> 216
%et Ala Arg Ala geu Cys

Leu Ala

Gly Ala

Glu Ala

50
Ser Tyr
65
Gly Cys
His Gly

Asp Pro

val Thr
130

His

Leu

35

val

Arg

Phe

His

Pro

115

Leu

Glu

Trp

Tyr

100

Gly

Leu

val

His
20

Leu
Gly
Glu
Trp
Tyr
100

Gly

Leu

Leu

Pro

85

Phe

Ser

val

Leu

Gln

Glu

Leu

Pro
85

Phg

ser

val

Ala
70

Asn
Arg
val

Thr

Phe
Glu
Thr
Ala
70

Asn
Arg

val

Thr

55

Asp

Ala

Ala

Leu

Ala
135

Arg

Met

Leu

Leu

55

Asp

Ala

Ala

Leu

Ala
135

Cys
Glu
Cys
TYyr
120

Leu

Leu

Ala

cys
Glu
Cys
Tyr
120

Leu

Thr
val
Pro
105

Pro

val

Pro
Thr
25

Leu
Cys
Thr
val
Pro
105

Pro

val

Al472PCT

60

Trp His Met
75

Asp
a0
Ile

Phe

val

Gln

10

Ala

Thr

Asp

Trp

Asp

90

Ile

pPhe

val

Arg

Ser

Ile

Trp

Arg

Cys

Gln

Trp

His

75

Arg

ser

Tle

Trp

Phe

Gly

val

Gin
140

Gly

Gln

Phe

Gly
60

Met

Phe

Gly

val

Gln
140

Page 134

Ala

Phe

Arg

val

125

ser

Leu

Giu

Glin

45

Arg

Ala

Phe

Arg

val

125

ser

Glu
Leu
Ala
110

Pro

Lys

Trp
Ala
30
val
Thr
Glu
Leu
Ala
110

Pro

Lys

Lys

Ala

95

val

Ile

His

Leu

15

Asn

Asp

Ile

Lys

Ala

95

val

Ile

His

Leu
80

val
Arg

Thr

Thr

Leu
Tyr
Met
Gly
Leu
80

val
Arg

Thr

Thr



Glu Gly ITe val

145

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

217
148
PRT
Artificial Sequence

source o L
/note="Description of Artificial Sequence:

polypeptide"

217

Met Ala Arg Ala |s_eu Cys Arg
1

Leu

Gly

Glu

ser

65

Gly

His

Asp

val

Glu
145

<210>
<211>
<212>
<213>

Ala

Thr

Ala

30

Tyr

cys

Gly

Pro

Thr

His

Leu

- 35

val

Arg

Phe

Arg

Pro

115

Leu

130

Gly

<220>

<221>
<223>

Tle

218
148
PRT .
Artificial Sequence

His
20

Leu
Gly
Glu
Trp
Tyr
100
Gly

Leu

val

source
/note="Description of Artificial Sequence: Synthetic

Leu
Arg
Glu
Leu
Pro
85

Phe

Ser

val

polypeptide"

<400> 218
Met Ala Arg Ala Leu Cys Arg Leu Pro Arg Arg Gly Leu Trp Leu Leu
Page 135

Phe

Glu

Thr

Ala

70

Asn

Arg

Ile

Thr

Met
Leu
Leu
55

ASp
Ala
ser

Leu

Ala
135

Leu

Thr

cys

Al1472pCT

Synthetic

Pro Arg Arg Gly Leu Trp Leu
10 15

Thr
25

Leu

40 .

Trp
Cy§
Glu
Cys
Tyr

120

Leu

Cys

Thr

val

Pro

105

Pro

val

Ala
Thr
Asp
Trp

Asp
90

Ile

Phe-

val

Cys

Gln

Trp

His

75

Arg

Ser.

Ile

Trp

Arg

Phe

Gly

60

Met

Phe

Gly

val

G1In
140

Asp

Gln

45

Arg

Ala

Phe

Arg

val

125

Ser

Pro

30

val

Thr

Glu

Leu

Ala
110

-Pro

Lys

Asp

Asp

Ile

Lys

Ala
95
val

Ile

Arg

Leu

Tyr

Met

Arg

Leu

80

val

Arg

Thr

Thr



Leu Ala His His Leu Phe Met
20

Gly Ala égu Leu Arg Glu Leu

Glu Thr Ile Gly Lys Thr Leu
50 55

ser Tyr Arg Glu Leu Ala Asp
65 : 70

Gly cys phe Trp ggo Asn Ala

His Gly Arg Tyr Phe Arg ser
100

Asp Pro Pro Gly Ser Ile Leu
115

val Thr Leu Leu val Thr Ala
130 ) 135

Glu Gly ITe val
145 o

<2105 219
<211> 148
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide™

<400> 219

Met -Ala Arg Ala ls.eu- Cys Arg
1 . -

Leu Ala His His Leu Phe Met
20
Gly Ala ggu Leu Arg Glu Leu

Glu Ala val Gly Glu Thr Leu
50 55

Sser Tyr Gly Glu Leu Thr His
65 70

Thr Thr
25

Cys Leu
40

Trp Cys
Cys Thr
Glu val

Cys Pro
105

Tyr Pro
120

Leu val

Artificial Sequence:

Al472PCT
10

Ala Cys Gln

Thr

Asp

Trp

Asp

90

Ile

Phe

val

Arg

Trp

His

75

Arg

Ser

Ile

Trp

Phe

Gly

60

Met

Phe

Gly

val

Gln
140

Leu Pro Arg Arg Gly
: 10

Thr: Thr Ala Cys G1n
25

Cys Leu Thr GIn pPhe
40

Trp Cys Asp Trp Gly
60

Cys Thr Lys %gu val

Page 136

Glu
Lys
45

Arg
Ala
Phe
Arg
val

125

Ser

Ala

30

Glu

Thr

Glu

Leu

Ala

110

Pro

Lys

15

Asn
Asp
Ile
Lys
Ala
95

val
Ile

Arg

Synthetic

Leu Trp Leu
15

Glu Ala Asn
30

Gln val Asp
45

Arg Thr Ile

Ala Asn Lys

Tyr

Met

Arg

Leu

80

val

Arg

Thr

Thr

Leu

Tyr

Met

Arg

Leu
80



Gly Cys Phe

His Gly Arg

Asp Pro Pro
115

val Thr Leu
130

Glu Gly Ile
145

<210> 220
<211> 464
<212> PRT

<213> Rattus sp.

<400> 220
get Met Asp

Asn Met Ala

Asp Leu

35

Gln
50

Tyr Lys

Cys Asn

65

Arg

Gly Thr Glu

Pro Ser Gilu

His Pro

115

Arg

ser Thr

130

Asn

Thr Ile I1e

145

Gly

Trp
Tyr
100
Gly

Leu

val

Lys
Leu
20

val
Ile
Thr
sSer
Lys
Asp
His

Gly

Pro
85
Phe

ser

val

LYS
5

Ile
Thr
Met
Trp

Met
85

val

Ser

Glu

His

Asn

Arg

Ile

Thr

fys

Ala

Arg

GIn

ASDP

70

GIn

Thr

Asn

Lys

Ala

Ser

lLeu

Ala
135

Thr

Ala

Asn

Asp

55

Gly

Tyr

Lys

Arg

val

135

Leu

Glu

Cys

Tyr

120

Leu

Leu

Glu

Lys

Pro

Trp

Cys

Ile

Thr

120

Lys

Ser

val
Pro
105

Pro

val

Cys

Ser

25

Ile

Ile

Leu

Pro

cys

105

Trp

Thr

Tle

Al472PCT

Asp Arg Phe
90

ITe ser Gly
Phe Ile val

val Trp GIn
140

Phe
10

Leu Phe

Glu Glu Gly

met Thr Ala

GIn GIn Gly

60

Cys Trp Asn

75

Asp Phe

Tyr
90

Asp GIn Asp

Thr Asn Tyr

Ala Leu Asn

140

Ala Ser Leu

155

Page 137

Phe
Arg
val
125

Ser

Leu

Ala

GlIn

45

Glu

Asp

GlIn

Gly

Thr

125

Leu

Ile

Leu
Ala
110

Pro

Lys

Leu

Asn

30

Tyr

Gly

val

Asp

Asn

110

Leu

Phe

Ile

Ala
95
val

Ile

Arg

Leu

15

Gln

Glu

Leu

Ala

Phe

95

Trp

Ccys

TYr

Ser

val

Arg

Thr

Thr

Leu

Thr

Cys

Tyr

Ala

80

ASp

Phe

Asn

Leu

Leu
160



Ile

His

Ile

Pro

Cys

225

Ile

Phe

Ala

His

Asn

305

Lys

Ala

Pro

Met

Cys

385

Gln

Arg

Ile

Lys

His

val

210

Asn

val

Leu

Arg

Leu

290

Leu

val

Thr

Trp

His

370

Phe

Tyr

Ser

Phe

<Ash

Leu

195

Ser

Tyr

val

Gly

Ser

275

Leu

Phe

Thr

Leu

Arg

355

ITe

Phe

Lys

Ala

Phe

Leu

180

Thr

cys

Phe

Ala

Trp

Leu

Tyr

Phe

His

Ile

340

Pro

Leu

Asn

Ile

ser
420

Tyr

165

Phe

Ala

Lys

Trp

val

245

Gly

Tyr

Ile

Leu

Gln

325

Leu

Glu

Met

Gly

Gln

405

Tyr

Phe

Phe

val

val

Met

230

Phe

Phe

Tyr

Ile

Leu

310

Ala

val

Gly

His

Glu

390

Phe

Thr

Lys

ser

Ala

Ser

215

Leu

Ala

Pro

AsSn

His

295

Asn

Glu

Pro

Lys

Tyr

375

val

Gly

val

Ser

Phe

Asn

200

Gln

Cys

Glu

Leu

Asp

Gly

ITe

Ser

Leu

val

360

Glin

Gln

Asn

Ser

val

185

Asn

Phe

Glu

Lys

Leu

265

ASn

Pro

val

Asn

Leu

345

Ala

Gy

Ala

Gly

Thr
425

Al472PCT
Leu Ser Cys Gin Arg
170

cys

Gln

Ile

Gly

GTn

250

Pro

Cys

Ile

Arg

Leu

330

Gly

Glu

Leu

Ite

Phe
410

Asn

Ala

His

Ile

235

His

Ala

Trp

Cys

val

315

TYyr

Ile

Glu

Leu

Leu

395

ser

Ser

Leu

Leu

220

Tyr

Leu

Cys

Ile

Ala

300

Leu

Met

Glu

val

val

380

Arg

His

Ile Ser Asp

pPage 138

Ile

val
205

Tyr

Leu

Met

ITe

Ser

285

Ala

Ile

Lys

Phe

Tyr

365

Ser

Arg

Ser

val

Ile Thr Leu

val

190

Ala

Leu

His

Trp

His

270

Ser

Leu

Thr

Ala

val

350

AsSp

Thr

Asn

Asp

Gin
430

175

Thr

Thr

Met

Thr

Tyr

255

Ala

Asp

Leu

Lys

val

335

Leu

Tyr

Ile

Trp

Ala

415

Gly

Ile

Asn

Gly

Leu

240

Tyr

Ile

Thr

val

Leu

320

Arg

Phe

val

Phe

Asn

400

Leu

Tyr



Ser His Asp Cys Pro Thr Glu
435

ITe Glu Asn val Ala Leu Lys
450 455

<210> 221

<211> 461

<212> PRT .

<213> Macaca fascicularis

<400> 221

get Glu Lys Lys gys Thr Leu

Met Ile Phe

Glin
TYyr
Cys
65

Gly
Pro
Arg
val
Thr
145
Gly
His
ITe

Pro

Leu

Gln

50

Asn

Thr

Ser

His

Asn

130

Ile

Ile

Lys

His

val
210

Gly

35

Lys

Arg

Glu

Glu

Pro
115

Thr

Ile

Phe

Asn

Leu

195

Ser

val

20

val

Ile

Thr

Ser

Lys

100

Ala

His

Gly

Phe

Leu

180

Thr

Cys

Thr

Thr

Met

Trp

Met

85

val

Ser

Glu

His

Tyr

165

Phe

Ala

Lys

Ala

Arg

Gln

Asp

70

Gln

Thr

Asn

Lys

Phe

val

val

Glu

Asn

Asp

55

Gly

Leu

Lys

Arg

val

135

Leu

Lys

Ser

Ala

ser
215

His
440

Pro

TYF
Leu
Lys
40

Pro
Trp
Cys
Ile
Thr
120
Lys
Ser
sSer
Phe
Ash

200

Gln

Leu

-Glu

Phe
Glu
25

Ile
Ile
Leu
Pro
Cys
105
Trp
Thr
Ile
Leu
val
185

Asn

Phe

Al472PCT
Asn Gly Lys Ser TTe

‘Lys Met

Leu.val
10

Glu ser

Met Thr.

GIn GIn

Cys Trp
75

ASp Tyr
90

Asp G1In

Thr Asn

Ala Leu

Ala ser

155

Ser Cys
170
Cys Asn

Gln Ala

Ile His

Tyr
460

Leu
Pro
Ala
Ala
60

ASn

Phe

ASp

Asn
;40
Leu
GlIn
Ser

Leu

Leu
220

Page 139

445

Asp

Leu

Glu

Gln

45

Glu

Asnh

Gln

Gly

Thr

125

Leu

Leu

Arg

val

val

205

Tyr

Leu

Pro

Asp
30

Tyr

G]y'

val

Asp

Asn

110

Gln

Phe

Ile

Ile

val

190

Ala

Leu

GlIn

val

Phe

15

Ser

Glu

val

Ala

Phe

95

Trp

Cys

Tyr

Ser

Thr

175

Thr

Thr

Met

AsSp

Met

Phe

Tle

Cys
Tyr
Ala h
80
Asp
Phe
ASn
Leu
Leu
160
Leu
Ile

Asn

Gly



Cys

225

Ile

Phe

Ala

His

Asn

305

Lys

Ala

Pro

Met

Cys

385

Gln

Arg

Ser

Asn

val

Leu

Arg

Leu

290

Leu

val

Thr

Trp

His

370

Phe

Tyr

Ser

His

Ile Glu

450

Tyr

val

Gly

Ser

275

Leu

Phe‘

Thr

Leu

Arg

355

Ile

Phe

Lys

Ala

Asp

Asn

<210> 222
<211> 461
<212> PRT
<213> Macaca mulatta

<400>

222

phe

Ala

Trp

Leu

TYr

Phe

His

Ile

340

Pro

Leu

Asn

Ile

Ser

420

Cys

val

Trp

val

245

Gly

Tyr

Tle

Leu

Gln

325

Leu

Glu

Met

Gly

Gln

405

Tyr

Pro

val

Met
230
Phe
Phe
Tyr
Ile
Leu
310
Ala
val
Gly
His
Glu
390
Phe
Thr

ser

Leu

Leu

Ala

Pro

Asn

His

295

ASn

Glu

Pro

Lys

Phe

375

val

Gly

val

Glu

Lys
455

cys
Glu
Leu
Asp
Gly
Ile
ser
Leu
Ile
360
GIn
Gln
Asn
Ser
His
440

Pro

Glu
Lys
Ile
265
Asn
Pro
val
Asn
Leu
345
Ala
Gly
Ala
ser
Thr
425

Leu

Glu

Al472pCT

Gly ITe Tyr

Gln

250

Pro

Cys

Ile

Arg

Ley

330

Gly

Glu

Leu

Ile

Phe

410

Ile

Asn

Asn

235
His
Ala
Trp
Ccys
val
315

Tyr

i1e

Glu

Leu

Leu

395

Ser

Ser

Gly

Leu

Leu
Cys
Ile
500
Leu
Met
Glu
val
val
Arg
Asn
Asp
Lys

Tyr
460

Page 140

Leu

His

Thr

Leu
240

Met Trp Tyr Tyr

Ile

Ser

285

Ala

Ile

Lys

Phe

TYr
365

.ser
380

Arg

ser

Gly

Ser

445

Asn

His

270

Ser

Leu

Thr

Ala

val

350

Asp

Thr

Asn

Glu

Pro

430

Ile

255

Ala

Asp

Leu

Lys

val

335

Leu

Tyr

Ile

Trp

Ala

415

Gly

His

Ile
Thr
val
Leu
320
Arg
Ile
Ile
Phe
Asn
400
Leu
Tyr

Asp



Met

Met

Gln

Tyr

Cys

65

Gly

Pro

Arg

val

Thr
145

Gly

His

Ile

Pro

Cys

225

Ile

Phe

Glu
Ile
Leu
Glh
50

Asn
Thr
Ser
His
Asn
130
Ile
Ile
Lys
His
val
210
Asn

val

Leu

Lys

Phe

Gly

35

Lys

Arg

Glu

Glu

Pro

115

Thr

Ile

Phe

Asn

Leu

195

Ser

Tyr

val

Gly

Lys

val

20

val

Ile

Thr

Ser

His

Gly

Phe

Leu

180

Thr

cys

Phe

Ala

Cys
5
Thr
Thr
Met
Trp
Met
85
val
Ser
Glu
His
Tyr
165
Phe
Ala
Lys
Trp
val

245

Gly

Thr

Ala

Arg

Gln

Asp

70

GIn

Thr

Asn

Lys

Phe

val

val

Met

230

Phe

Phe

Leu

Glu

Asn

ASp

55

Gly

Leu

Lys

Arg

val
135

Leu

Lys

ser

Ala

ser

215

Leu

Ala

Pro

Tyr

Leu

Trp

Cys

i1e

.Thr

120

Lys
Ser
Ser
Phe
Asn
200
Gln
Cys

Glu

Leu

Phe

Glu

25

Ile

Ile

Leu

Pro

Cys

105

Trp

Thr

Ile

Leu

val

185

Asn

Phe

Glu

Lys

Ile
265

Al472pcT

Leu val
10

Glu Ser
Met Thr
GIn G1n

Cys Trp
75

Asp Tyr
90

Asp GIn
Thr Asn
Ala Leu

Ala ser
155

ser Cys
170 d

Cys Asn
Gln Ala
Ile His

Gly Ile
235

GIn His
250

Pro Ala

Leu
Pro
Ala
Ala
60

AsSn
Phe
Asp
Tyr
ASn
140
Leu
Gln
Ser
Leu
Leu
220
TYyr

Leu

Cys

Page 141

Leu Pro pPhe Phe

Glu

Gln

45

Glu

Asn

GIn

Gly

Thr

125

Leu

Leu

Arg

val

val

205

Tyr

Leu

Met

Ile

Asp

30

Tyr

Gly

val

Asp

Asn

110

Gln

Phe

Ile

Ile

val

190

Ala

Leu

His

Trp

His
270

15

Ser

Glu

val

Ala

Phe

95

Trp

cys

Tyr

Ser

Thr

175

Thr

Thr

Met

Thr

Tyr

255

Ala

Ile

Cys

Tyr

Ala

80

Asp

Phe

Asn

Leu

Leu

160

Leu

Ile

Asn

Gly

Leu

240

Tyr

Ile



Ala

His

Asn

305

Lys

Ala

Pro

Met

Cys

385

GlIn

Arg

ser

Ile

Arg

Leu

290

Leu

val

Thr

Trp

His

370

pPhe

TYr

Ser

His

Glu
450

Ser

275

Leu

Phe

Thr

Leu

Arg

Ile

Phe

Lys

Ala

<210> 223
<211> 460
<212> PRT .
<213> Artificial Sequence

<220> .
<221> source.
<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 223
%et Glu Lys Lys (Stys Thr Leu

Leu
Tyr
Phe
His
Ile
340
Pro
Leu
Asn
Ile
Ser
420

cys

val

Tyr

Ile

Leu

Gln

325

Leu

Glu

Met

Gly

GIn

405

Tyr

Pro

val

Tyr

Ile

Leu

310

Ala

val

Gly

His

Glu

390

Phe

Thr

sSer

Leu

Asn
His
295
Asn
Glu
Pro
Lys
Phe
375
val
Gly
val

Glu

Lys

Met Ile Leu X%T Thr Ala Glu

Leu Gly val Thr Arg Asn Lys

Ile
ser
Leu
Ile
360
Gln
GIn
Ash
ser
His
440

Pro

Asn

Pro

val

Asn

Leu

345

Ala

Gly

Ala

Ser

Thr

425

Leu

Glu

Al472PCT
Cys Trp Ile

Ile

Arg

Leu

330

Gly

Glu

Leu

Ile

Phe

410

ITe

Asn

Asn

Cys

val

315

Tyr

Ile

Glu

Leu

Leu

395

Ser

Ser

Gly

Leu

Ala
300
Leu
Met
Glu
val
val
380
Arg
Asn

Asp

Lys

Tyr
460

Ser

285

Ala

Ile

Lys

Phe

Tyr

365

Ser

Arg

Ser

Gly

ser

445

Asn

Ser

Leu

Thr

Ala

val

350

Asp

Thr

Asn

Glu

Pro

430

Ile

Asp

Leu

Lys

val

335

Leu

Tyr

Ile

Trp

Ala

415

Gly

His

Thr
val
Leu
320
Arg
Ile
Ile
Phe
Asn
400
Leu

Tyr

AsSp

Tyr Phe Leu val Leu Leu Pro Phe Phe
10

Ser Glu Glu Gly Ala Asn GIn Thr Asp
25 30

ITe Met Thr Ala Gln Tyr Glu Cys Tyr
Page 142



Gln
Asn
65

Thr
Ser
His
" Asn
Ile
145
ITe
Lys
His
val
Asn
225
val
Leu
Arg

Leu

Leu

Arg

Glu

‘Glu

Pro
Thr
130
Ile
Phe
Asn
Leu
ser
210
Tyr
val
Gly
Ser
Leu

290

Phe

35

Ile

Thr

Ser

Lys

Ala

115

His

Gly

Phe

Leu

Thr

195

Cys

Phe

Ala

Trp

Leu

275

Tyr

Phe

Met

Trp

Met

val
100

Ser

Glu
His
Tyr
186
Ala
Lys
Trp
val
Gly
Tyr

Ile

Leu

GIn

Asp

Gln

85

Thr

Asnh

Lys

Gly

Phe

165

Phe

val

val

Met

Asp
Gly
70

Leu
Lys
Arg
val
Leu
150
Lys
Ser
Ala
Ser

Leu
230

Pro

55

Trp

Cys

Ile

Thr

Lys

Ser

Ser

Phe

Asn

Glin

215

Cys

Phe Ala Glu

245

Phe

Tyr

Ile

Leu

Pro

Asn

His

Asn

Leu

Asp

Gly

Ile

40

ITe

Leu

Pro

cys

Trp

120

Thr

Ile

Leu

val

Asn

200

Phe

Glu

Lys

Ile

Asn

280

Pro

val

Gln

Cys

ASp

Ala

Ala

Ser

Cys

185

Gln

Ile

Gly

Gln

Pro

265

Cys

Ile

Arg

Al472pPCT

Gln Ala

Trp Asn
75

Tyr Phe
S0

GIn Asp

Asn Tyr

Leu Asn

Ser Leu

155
Cys Gln
170
Asn Ser
Ala Leu
His Leu
Ile Tyr
235
His Leu
250
Ala Cys
Trp Ile

Cys Ala

val Leu

Glu

60

Asp

Gln

Gly

Thr

Leu

45

Gly

val

Asp

Asn

Gln

125

Phe

140

Leu

Arg

val

val

TYyr

220

Leu

Met

Ile

Ser

Ala

300

Ile

Page 143

Ile

Ile

val

Ala

205

Leu

His

Trp

His

Ser

285

Leu

Thr

val

Ala

Phe

Tyr
Ser
Thr
Thr
190
Thr
Met
Thr
Tyr
Ala
270
Asp

Leu

Lys

Tyr

Ala

Asp

95

Phe

Asn

Leu

Leu

Leu

175

Ile

Asn

Gly

Leu

Tyr

255

Xle

Thr

val

Leu

Cys

Gly

80

Pro

Arg

val

Thr

Gly

His

Ile

Pro

Cys

Ile

240

Phe

Ala

His

Asn

Lys



305

val

Thr

Trp

His

Phe

385

Tyr

Ser

Thr

Leu

Arg

Ile
370
Phe

Lys

Ala

His

Ile

Pro

355

Leu

Asn

Ile

Ser

Gln

Leu

340

Glu

Met

Gly

Gln

Ala
325
val
Gly
His
Glu
Phe
405

Thr

310

Glu

Pro

Lys

Phe

val

390

Gly

val

Ser

Leu

Ile

GIn

375

Gln

Asn

Ser

Asn

Leu

Ala

360

Gly

Ala

ser

Thr

Leu

Gly

Glu

Leu

ITe

Phe

Ile
425

Al1472PCT
315

Tyr Met Lys Ala val

330

Ile GTu Phe

GTu val Tyr

ser
380

Leu val

Leu

Arg

ser
410

Ser

Ser Asp Gly

val

ASp

365

Thr

Asn

Glu

Pro

Leu

350

Tyr

ITe

Trp

Ala

Arg

Ile

Ile

Phe

Asn

Leu
415

Gly Tyr

430

320

Ala

Pro

Met

Cys

Gln

400

Arg

Ser

His Asp Cys

435

Asn val

450

Glu

<210> 224
<211> 714
<212> DNA

ser

Leu

Glu

Lys

Leu
440

His

Pro Glu

455

<213> Artificial sequence

<220>
<221> sourc

e

Asn

Asn

Gly Lys

Leu Tyr

Ile
445

Ser

Asn
460

His Asp

Ile

<223> /note="Description of Artificial sequence: Synthetic

polyn

<400> 224
atggacatga

cgctgtcagt
accatctect
cagctcccag
attcctgacc
ctccagactg
gtggttttcg
gtcactctgt

ctgatcagtg

ucleotide"

gggtgccege
ctgtgttgac
gctctggaag
gaacagcccc
gattctctgg
gggacgaggc
gcggagggac
tcecegeecte

acttctaccc

tcagctcoctg
gcagccgecc
cagctccaac
caaactcctc
ctccaagtct
cgattattac
caagctgacc
ctctgaggag
gggagctgrg

gggctcctgc
tcagtgtctg
attgggaata
atttatgaca
ggcacgtcag
tgcggaacat
gtcctaggtce
ctccaagcca

acagtggcct

tgctgtggcet
aggccccagg
attatgtatc
ataataagcg
ccaccctggg
gggatagccyg
agcccaaggc

acaaggccac

ggaaggcaga

Page 144

gagaggtgcg

acagaaggtc

ctggtaccag .-

accctcaggg

catcaccgga
cctgagtget
caaccccact
actagtgtgt

tggcagcecc

60
120
180 .
240
300
360

420

480
540



gtcaaggcgg gagtggagac caccaaaccC tccaaacaga gcaacaacaa gtacgeggec

agcagktacc tgagcctgac geccgagcag tggaagtccc acagaageta cagctgccag

Al472pCT

gtcacgcatg aagggagcac cgtggagaag acagtggccc ctacagaatg ttca

. <210>
<211>
<212>
<213>

<220>
<221>
<223>

225
714
DNA

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 225

Artificial sequence

atggacatga gggtgcccge tcagctcctg gggetcctge tgetgtgget

cgctgtcagt
accatctctt
cagctcccag
gtccctgace
ctceggtecy
tgggtgrtcy
gtcactctgt
ctgatcagtg
gtcaaggcgg
agcagctacc
gtcacgcatg
<210>
<211>
<212>
<213>
<220>

<221>
<223>

226
708
DNA

ctgtgctgac
gttctggaag
gagcggeccc
gattctctgg
aggatgaggc
gcggagggac
tcecegeectce
acttctaccc
gagtggagac
tgagcctgac

aagggagcac

source Lo L .
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 226
atggacatga

cgctgtgaca
gtcaccatca
aaaccaggga
ccatcaaggt
cagcctgaag

ggccaaggga

gggtgecccgo
tccagatgac
cttgcecggge
aagcccctaa
tcagceggceag
atttagcaac

ccaaggtgga

tcagccaccc
cagctccaac
caaactcctc
ctccaagtcet
tgattattac
caagctgacc

ctctgaggag

gggagctgtg

caccaaaccc
gcccgageag

cgtggagaag

Artificial sSequence

tcagctectg
ccagtctcca
aagtcagggc
gcgectgatce
tggatctgogg
ttattactgt

aatcaaacgt

tcagcgtctg
atcggcagta
atctttagga
ggcacctcag
tgtgcagcat
gtcctaggtc
ctccaagcca
acagtggect
tccaaacaga
tggaagtccc

acagtggccc

gggctcctge
tcctecectgt
attagaaatg
tatgctgcat
acagaattca

ctacagtata

acggtggcty

ggacccccgg
attatgtata
gtaatcagcg
cctcectgge
gggatgacag
agcccaagge
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

tgctgtgget
ctgcatctgt
atttaggctg
ccagtttgca
ctctcacaat
atatttaccc

caccatctgt

Page 145

gagaggtgcg
gcagagagtc
ctggtaccag
gccctcaggg
catcagtggg
cctgagtggt
caaccccact
actagtgtgt
tggcagcccc
gtacgcggcc
cagctgecag

ttca

gagaggtgcg
aggagacaga
gtttcagcag
aagrggggtc
cagcagcctg
gtggacgttc

cttcatcttc

600
660
714

60
120
180
240
300,
360
420
480
540
600
660
714

60
120
180
240
300
360
420



ccgccatetyg atgagcagtt gaaatctgga actgcctctg
ttctatccca gagaggccaa agtacagtgg aaggtggata

tcccaggaga gtgtcacaga gcaggacagc aaggacagca

Al472pCT

ctgacgctga gcaaagcaga ctacgagaaa cacaaagtct

cagggcctga gctcgcccgt cacaaagagc ttcaacaggg

<210> 227
<211> 708
<212> DNA

- <213> Artificial Sequence

<220>
<221>

source

ttgtgtgcct gctgaataac
acgccctcca atcgggtaac

cctacagcct cagcagcacce

acgcctgcga agtcacccat

gagagtgt

<223> /note="Description of Artificial Sequence: Syhtﬁétic
polynucleotide"

<400> 227
atggacatga

cgctgttctt
aaaatcacat
ccaggacagg
gaccgattct
gcggaagatg
ctcggcggag
ctgttcccge
agtgacttct
gcgagagiog
tacctgagcc
catgaaggga
228

723
DNA

<210>
<211>
<212>

gggtgcccgce
ctgagctgac
gccaaggaga
cccetgtact
ctggctccag
aggctgacta
ggaccaagct
cctcctctga
acccgggage
agaccaccaa
tgacgcccga

gcaccgtgga

tcagctcctg
tcaggaccct
cagcctcaga
tgtcttctat
c%caégaaac
ttattgtaat
gaccgtccta
ggagctccaa
tgtgacagtg

accctccaaa

gcagtggaag-
gaagacagtg’

<213> Artificial Sequence

<220>

<221> source L. L
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 228
atggacatga

cgctgtgata
gccteccatct
tattggtacc
cggttctctg

gggtgccege
ttatactggc
cctgcaagtc
tgcagaagcc

gagtgccaga

tcagctectg
ccagactcca
tagtcagagc
aggccagect

taggttcagt

-gggctcctge

actgtgtctg
agtttttatg

ggtaaaaaca

‘acagcttcct

tcccgggaca
ggtcagccca
gccaacaagg
gcctggaagg
cagagcaaca
tceccacagaa

gccectacag

gggctcctgce
ctttctctgt
ctcetgcaca

ccacagctcc

ggcagcgggt

tgctgtggct
tggecttggg
caagctggta
accggececte
tgaccatcac
gcagtgttta
aggccaaccc
ccacactagt
cagatggcag
acaagtacgc
gctacagctg

aatgttca

tgctgtggct
ccgtcaccec
gtgctggaaa
tgatctatga

cagggacaga

Page 146

gagaggtgcg
acagacagtc
ccagcagaag
agggatccca
tggggctcag
ccatctggta
cactgtcact
gtgtctgatc
ccccgtcaag
ggccagcagce

ccaggtcacg

gagaggtgcg
tggacagccg
gacctatttg
agtttccaac

tttcacactg

480
540
600
660
708

60
120
180
240
300
360
420
480
540
600
660
708

60
120
180
240
300



aaaatcagcc
cttcecgctca
tctgtcttea
tgcctgctga
ctccaatcgg
agcctcagea
tgcgaagtca
tgt

<210>
<211>
<212>
<213>
<220>

<221>
<223>

229
714
DNA

gggtggaggc
ctttcggegg
tctteecegece
ataacttcta
gtaactccca
gcaccctgac

cccatcaggg

source o )
/note="Description of Artif

polynucleotide"

<400> 229
atggacatga

cgctgtcagt
accatctcct
bagctcccag
attcctgacc
ctccagactg
gtggttttcg
gtcactctgt
ctgatcagtg
gtcaaggcgg
agcagctacc
gtcacgcatg
230

723
DNA

<210>
<211>
<212>
<213>

<220>

gggtgecege
ctgtgttgac
gctctggaag
gaacagcccé
gattctctgg
gggacgaggc
gcggagggac
tccegeecte
acttctaccc
gagtggagac
tgagcctgdac

aagggagcac

<221> source

<223>

polynucleotide"

<400> 230

tgaggatgtt
agggaccaag
atctgatgag
tcccagagag
ggagagtgtc
gctgagcaaa

cctgageteg

Artificial Sequence

tcagctcctg
gcagccgeec
cagctccaac
caaactcctc
ctccaagtct
cgattattac
caagctgacc
ctctgaggag
gggagctgtg
caccaaaccc
gceccgageag

cgtggagaag

Artificial Sequence

Al472PCT

gggatttatt
gtggagatca
cagttgaaat
gccaaagtac
acagagcagg
gcagactacg

cccgtcacaa

gggctcctgc
tcagtgtctg
attgggaata
atttatgaca
ggcacgtcaa
tgcggaacat
gtcctaggtc
ctccaagcca
acagtggcct
tccaaacaga
tggaagtccc

acagtggccc

/note="Description of Artificial Sequence:

actgcatgca
aacgtacggt
ctggaactgc
agtggaaggt
acagcaagga
agaaacacaa

agagcttcaa

tgctgtgget
cggccccagg
attatgtatc
ataataagcg
ccaccetggg
gggatagccg
agcccaaggce
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

aagttttccg
ggctgcacca
ctctgttgtg
ggataacgcc
cagcacctac
agtctacgecc

caggggagag

icial Sequence: Synthetic

gagaggtgcg
acagaaggtc
Etggtaccag
accctcaggg
catcaccgga
cctgagtget
caaccccact
actagtgtgt
tggcagcecc
gtacgcggce
cagctgccag
ttca

Synthetic

atggacatga gggtgcccge tcagctcctg gggcetcctge tgctgtggct gagaggtgcg

cgctgtgata ttgtgatgac tcagtctcca ctctccctge ccgtcaccec tggagagecg
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360
420
480
540
600
660
720
723

60
120
180
240
300
360
420
480
540
600
660
714

60
120



gcctccatct
gattggtacc
cgggccteccg
aaaatcagca
actccattca
tctgtcttca
tgcctgctga
ctccaatcgg
agcctcageca
tgcgaagtca
tgt

<210> 231

<211> 723
<212> DNA

cctgcaggtc
tgcagaagcc
gggtccctga
gagtggaggc
ctttcggecc
tcttecccgec
ataacttcta
gtaactccca
gcaccctgac

cccatcaggg

tagtcagagc
agggcagtct
caggttcagt
tgaggatgtt
tgggaccaaa
atctgatgag
tcccagagag
ggagagtgtc
gctgagcaaa

cctgagcteg

<213> Artificial Sequence

<220>

<221> source .. e
<223> /note="pescription of Artificial Sequence: Synthetic
polynucleotide"

<400> 231
atggacatga

cgctgtgata
gectecatet
tattggtacc
cggttctectg
aaaatcagcc
cttccgetca
tctgtcttca
tgcctgectga
ctccaategqg
agcctcagea
tgcgaagtca
tgt

<210> 232

<211> 714
<212> DNA

gggtgccege
ttattctgac
cctgcaagtc
tgcagaagcc
gagagccaga
gggtggagge
ctttcggcgg
tcttceccgee
ataacttcta
gtaactccca
gcaccctgac

cccatcaggg

tcagctcctg
ccagactcca
tagtcagagc
cggccagect
taggttcagt
tgaggatgtt
agggaccaag
atctgatgag
tcccagagag
ggagégtgtc
gctgagcaaa

cctgageteg

<213> Artificial Sequence

<220>

<221> source

Al472PCT

ctcctgcata
ccacagctcc
ggcagtggat
ggggtttatt
gtggatatca
cagttgaaat
gccaaagtac
acagagcagg
gcagactacg

cccgtcacaa

gggctcctgce
ctttctctgt
ctcctgeaca
ccacagctcc
ggcagcgggt
gggacttatt
gtggagatca
cagttgaaat
gccaaagtac
acagagéagg
gcagactacg

cccgtcacaa

gttttgggta
tgatctattt
caggcacaga
actgcatgca
aacgtacggt
ctggaactgc
agtggaaggt
acagcaagga
agaaacacaa

agagcttcaa

tgctgtagct
ccgtcaccee
gtgatggaaa
tgatctatga
cagggacaga
attgcatgca
aacgtacggt
ctggaactgc
agtggaaggt
acagcaagga
agaaacacaa

agagcttcaa

Page 148

caactatttg
gggttctaat
ttttacactg
agctctacaa
ggctgcacca
ctctgttgtg
ggataacgcc
cagcacctac
agtctacgcc

caggggagag

gagaggtgcg
tggacagccg
gacctatttg
agtttccaac
tttcacactg
aagttttccg
ggctgcacca

ctctgttgtg

ggataacgcc

cagcacctac
agtctacgcc

caggggagag

180
240
300
360
420
480
540
600
660
720
723

60
120
180
240
300
360
420
480

240

600
660
720
723



<400> 232
atggacatga

cgctgteagt
accatctcct
cagttcccag
attcctgacce
ctccagactg
gtggttttcg
gtcactctgt
ctgatcagtgd
gtcaaggcgg
agcagctacc
gtcacgcatg
<210>
<211>
<212>
<213>
<220>

<221>
<223>

233
714
DNA

gggtgeeccge
ctgtgttgac
gctctggaag
gaacagcccc
gattctctgg
gggacgaggc
gcggagggac
tecegeectce
acttctaccc
gagtggagac
tgagcctgac

aagggagcac

source
/note="pescription of Artificial Sequence: Synthetic

polynucleotide”

<400> 233
atggacatga

cgctgtcagt
accatctctt
cagctcccag
gtccctgacc
ctececggtecg
tgggtgttcg
gtcactctgt
ctgatcagtg
gtcaaggcgg
agcagctacc
gtcacgcatg
<210> 234

<211> 714
<212> DNA

gggtgcccgce
ctgtgctgac
gttctggaag
gagcggeeec
gattctctgg
aggatgaggc
gcggagggac
tcccgeecte
acttctaccc
gagtggagac
tgagcctgac

aagggagcac

tcagctcctg
gcagccgecec
cagctccaac
caaactcctc
ctccaagtct
cgattattac
caagctgacc
ctctgaggag
gggagctgtg
caccaaaccc
gcccgagceag

cgtggagaag

Artificial Sequence

tcagctcetg
tcagtcaccc
cagctccaac
caaactcctc
ctccaagtct
tgactattat
caagctgacc
ctctgaggag
gggagctgtg
caccaaaccc
gcccgagcag

cgtggagaag

. Al4z2pCT
<223> /note="pescription of Artificial Sequence: Synthetic
polynucleotide"

gggctcctgce
tcagtgtctg
attgggaata
atttatgaca
ggcacgtcag
tgcggaacat
gtcctaggtce
ctccaagcca
acagtggcct
tccaaacaga
tggaagtccc

acagtggccc

tgctgtggcet
cggccccagg
attatgtatc
ataataagcg
ccaccctggg
gggatagccg
agcccaagge
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

gagaggtgcg
acagaaggtc
ctggtaccag
accctcaggg
catcaccgga
cctgagtgct
caaccccact
actagtgtgt
tggcagcecc

gtacgcggec

cagctgccag

ttca

gggctcctge tgotgtgget gagaggtgeg

tcagegtctg
atcggcagta
atccttagga
ggcacctcag
tgtgcagcat
gtcctaggtc
ctccaagcca
acagtggcct
tccaaacaga
tggaagtccc

acagtggccec

ggacccccgg
attatgtata
ataatcagcg
cctcectgac
gggatgacag
agcccaaggce
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

Page 149

gcagagagtc
ctggtaccag
gccetcaggg
catcagtggg

cctgagtggt-

caaccccact
actagtgtgt
tggcagccecc
gtacgcggcec
cagctgccag

ttca

60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420
480
540
600
660
714



<213> Artificial Sequence

<220>

<221> source L .
<223> /note="Description of Artificial Sequence: Synthetic
polynucieotide?

<400> 234
atggacatga

cgctgtcagt
accatctctt
cagctcccag
gtccctgacce
ctccagtctg
gtggtattcg
gtcactctgt
ctgatcagtg
gtcaaggcgg
agcagctacc
gtcacgcatg
<210> 235

<211> 714
<212> DNA

gggtgcccge
ctgtgctgac
gttctggaag
gaacggccce
gattctctgg
aggatgaggc
gcggagggac
tceegeecte
acttctaccc
gagtggagac
tgagcctgac

aagggagcac

tcagctcctg
tcagccaccc
cagttccaat
caaactcctc
ctccaagtct
tgatttttac
caagctgace
ctctgaggag
gggagctgtg
caccaaaccc
gcccgageag

cgtggagaag

<213> artificial Sequence

<220>

<221> source L L
<223> /note="Description of Artificial sequence: Synthetic
polynucleotide”

<400> 235
atggacatga

cgctgtcagt
accatctctt
cagctcccag
gtcectgacce
cteccggtecg
tgggtgtrtcg
gtcactctgt
ctgatcagtg
gtcaaggcgg
agcagctacce

gtcacgcatg

gggtgccege
ctgtgctgac
gttctggaag
gagcggeccce
gcttctctag
aggatgaggc
gcggagggac
tcecegeectce
acttctaccc
gagtggagac
tgagcctgac

aagggagcac

tcagctectg
tcagccaccc
cagctccaac
caaactcctc
ctccaagtct
tgattattac
caagctgacc
ctctgaggag
gggagctgtg
caccaaaccc
gcccgagceag

cgtggagaag

Al472pPCT

gggctcctge tgctgtggct gagaggtgeg

tcagcgtctg
atcggaagta
atctatacta
dgcacctcag
tgtgcagcgc
gtcctaggte
ctccaagcca
acagtggcct
tccaaacaga
tggaagtcce

acagtggccc

gggctcctgce
tcagcgtctg
atcggcagta
atctttagga
ggcacctcag
tgtgcagcat
gtcctaggtc
ctccaagcca
acagtggcct
tccaaacaga
tggaagtccc

acagtggccc

ggacccccgg
atactgtgaa
ataatcagcg

cctecectgge

gggatgagag

-agcccaaggc

-acaaggccac

ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

tgctgtgget:

ggacccccgg
attatgtata
ataatcagcg
ccteectgge
gggatgacag
agcccaaggc
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

Page 150

gcagagggtc
ctggtaccag
gcectcagag
catcagtgga
cctgaatggt
caaccccact
actagtgtgt
tggcagccec
gtacgecggec
cagctgccag

Ttca

gagaggtgcg
gcagagagtc
ctggtaccag

gcectcaggy -

catcagtggg
cctgagtggt
caaccccact
actagtgtgt
tggcagcccce
gtacgcggcece
cagctgccag

ttca

60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420
480
540
600
660
714



Al472pCT
<210> 236
<211> 714
<212> DNA
<213> Artificial Sequence
<220>
<221> source oo L
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 236
atggacatga gggtgcccge tcagctcctg gggetcctge tgctgtgget gagaggtgeg

cgctgtcagt ctgtgctgac tcagccacce tcagegtctg ggacccccgg gcagagagtce

accatctctt gttctggaag cagctccaac atcggcagta attatgtata ctggtaccag

cagctcccag gagcggecce caaactcctc atctttagga ataatcagcg gccctcaggg

gtcectgace gettctetgg ctccaagtct ggracctcag cctcoctgge catcagtggg

ctccggteccg aggatgaggec tgattattac tgtgcagcat gggatgacag cctgagtggt

tgggtgttcg gcggagggac caagctgacc gtcctaggtc agcccaaggc caaccccact

gtcactctgt tcccgccctc ctctgaggag ctccaagcca acaaggecac actagtgtgt

ctgatcagtg acttctaccc gggagctgtg acagtggcct ggaaggcaga tggcagcccc

gtcaaggcgg gagtggagac caccaaaccc tccaaacaga gcaacaacaa gtacgcggec

agcagctacc tgagcctgac gcccgagcag tggaagtccc acagaagcta cagctgccag

gtcacgcatyg aagggaﬁcac cgtggagaag acagtggccc ctacagaatg ttca

<210> 237

<211> 723

<212> DNA

<213> Artificial Sequence

<220>

<221> source L.

<223> /note="Description of Artificial sequence: Synthetic
polynucleotide”

<400> 237
atggacatga gggtgcccge tcagctcctg gggctcctge tgetgigget gagaggtgeg

cgctgtgata ttacactgac ccagactcca ctttctctgt ccgtctcccc tggacagccg
gcctccatct cctgcaagtc tagtcagagc ctcctgcaca gtgatggaag gaactatctg
tattggtacc tgcagaagcc aggecagcect ccacagetcc tgatctatga agtgtccaac
cggttctctyg gactgccaga taggttcagt ggcagcgggt cagggacaga tttcacactg
aaaatcagcc gggtggaggc tgagoatgtt gggatttatt actgcatgca aagttttccg
cttcegetea ctttcggegg agggaccaag gtggagatca aacgtacggt ggctgcacca
tctgtettca tctteccgee atctgatgag cagttgaaat ctggaactge ctctgttgtg
tgcctgetga ataacttcta tcccagagag gccaaagtac agtggaaggt ggataacgece
ctccaatcgg gtaactccca ggagagtgtc acagagcagg acagcaagga cagcacctac
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60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420
480
540
600



agcctcagca gcaccctgac gctgagcaaa gcagactacg agaaacacaa agtctacgcc

tgcgaagtca cccatcaggg cctgagctcg cccgtcacaa agagcttcaa caggggagag

tgt

<210> 238
<211> 714
<212> DNA

<213> Artificial Sequence

<220>

<221> source L L
<223> /note="pescription of Artificial Sequence: Synthetic
polynucleotide"

<400> 238
atggacatga

cgctgtcagt
accatctect
cagctcccag
attcctgacc
ctccagactg
gtggttttcg
gtcactctgt
ctgatcadtg
gtcaaggcgg
agcagctacc
gtcacgcatg
<210> 239

<211> 708
<212> DNA

gggtgcccgce
ctgtgttgac
gctctggaag
gaacagcccc
gattctcfgg
gggacgaggc
gcggagggac
tccegeecte
acttctaccc
gagtggagac
tgagcctgac

aagggagcac

tcagctectg
gcageccgeec
cagctccaac
caaactccte
ctccaagtct
cgattattac
caagctgacc
ctctgaggag
gggagctgtg
caccaaaccc
gcccgageag

cgtggagaag

<213> Artificial sequence

<220>

<221> source L e .
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 239
atggacatga

cgctgtgaca
gtcaccatca
aaaccaggga
ccatcaagagt
cagcctgaag

ggcCaaggga

gggtgcccge
tccagatgac
cttgccggge
aagcccctaa
tcagcggceag
attttgcaac

ccaaggtgga

tcagctectg
ccagtctcca
aagtcagggc
gcgcctgatc
tggatctggg
ttattactgt

aatcaaacgt

Al472PCT

gggctcctge
tcagtgtctg
attgggaata
atttatgaca
ggcacgtcag
‘tgcggaacat
gtcctaggte
ctccaagcca
acagtggcct
tccaaacaga
tggaagtccc

acagtggecce

gggctecctge
tcctcectgt

attagaaagg

tatggagcat

acagaattca

ctacagtata

acggtggctg

tgctgtggct
cggccccagg
attatgtatc
ataataagcg
ccaccctggg
gggatagecg
agcccaagge
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

tgctgtggct
ctgcatctgt
atttaggctg
ccagtttgca
ctctcacaat
atagtttccc

caccatctgt

Page 152

gagaggtgcg
acagaaggtc
ctggtaccag
accctcaggg
catcaccgga
cctgagtgct
caaccccact
actagtgtgt
tggcagccce
gtacgcggec
cagctgccag
ttca

gagaggtgcg
aggagacaga
gtatcagcag
aagtggggtc
cagcagcctg
gtggacgttc
cttecatcttce

660
720
723

60
120

. 180

240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420



Al1472PCT
ccgecatctg atgagcagtt gaaatctgga actgcctcetg ttgtgtgcct gctgaataac

ttctatccca gagaggecaa agtacagtgg aaggtggata acgccctcca atcgggtaac
tcccaggaga gtgtcacaga gcaggacagc aaggacagca cctacagcct cagcageacc

ctgacgctga gcaaagcaga ctacgagaaa cacaaagtct acgcctgcga agtcacccat

cagggcctga getcgcccgt cacaaagagc ttcaacaggg gagagtgrt

<210> 240
<211> 705
<212> DNA

<213> Artificial Sequence

<220>

<221> source L D .
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 240

atggaaaccc cagctcagct tctcttccte ctgctactct

gaaattgtgt
ctctectgea
cctggccagg
gacaggttca
cctgaagatt
caggggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagea
ggcctgaget
241

705
DNA

<210>
<211>
<212>

tgacgcagtc
gggccagtca
ctcecagget
dtggcagtgg
ttgcagtgta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgccecgtcac

tccaggeace
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag
caaacgtacg
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

<213> Artificial Sequence

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 241

ctgtctttgt
agcggctact
ggtgcatcca
gacttcactc
cagtatggta
gtggctgcac
gectetgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ggctcccaga
ctccagggga
taacctggta
gcagggccac
tcaccatcag
actcactgtg
catctgtctt
tgtgcctgct
ccctecaatc
acagcctcag
cctgcgaagt
agtgt

taccaccgga
aagagccacc
ccagcagaaa
tggcatccca
cagactggag
caggtttggc
catcttecceg
gaataacttc
gggtaactcc
cagcaccctg

cacccatcag

atggaaaccc cagctcaget tctcttccte ctgctactct ggetcccaga taccaccgga

gaaattgtgt tgacgcagtc tccaggcace ctgtctttgt ctccagggga aagagccacc

ctctectgea gggccagtca gagtgttagc agcggctact taacctggta ccagcagaaa

cctggeccagg ctcccagact cctcatctat ggtgcatcca gcagggccac tggcatccca

gacaggttca gtggcagtgg gtctgggacg gacttcactc tcaccatcag cagactggag
Page 153

480
540
600
660
708

60
120
180
240
300
360
420
480
540
600
660
705

60
120
180
240
300



Al472PCT
cctgaagatt ttgcagtgta ttactgtcag cagtatggta actcactgag

caggggacca agctggagat caaacgtacg gtggctgcac catctgtctt
ccatctgatg agcagttgaa atctggaact gcctctgttg tgtgectget
tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaatc
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt
ggcctgaget cgeccgtcac aaagagcttc aacaggggag agtgt
<210> 242

<21]> 1434

<212> DNA .

<213> Artificial Sequence

<220>
<221> source

caggtttggce
catcttcceg
gaataacttc
gggtaactcc
cagcaccctg

cacccatcag

<223> /note="Description of Artificial sequence: Synthetic .

polynucleotide"

<400> 242
atggacatga gggtgcccgc tcagctcctg gggetcctge tgctgtggct

cgctgtcagg tgcagctggt ggaatctggg ggaggegtgg tccagectgg
agactctéct gtgcagcctc tggattcacc ttcagtagct ttggcatgea
caggctccag gcaaggggct ggagtgggtg gcagttatat catttgatgg
tattctgtag actccgtgaa gggccgattc accatctcca gagacaattc
ctgtttctgc aaatgaacag cctgcgagcc gaggacacgg ctgtgtatta
gatcggctca attactatga tagtagtggt tattatcact acaaatacta
gtctggggcc aagggaccac ggtcaccgtc tctagtgcct ccaccaaggg
ttcecccctygg cgecectgetc caggagcacc tecgagagca cageggecct
gtcaaggact acttccccga accggtgacg gtgtcgtgga actcaggcgc
ggcgtgcaca ccttcccage tgtcctacag tcctcaggac tctactccct
gtgaccgtgc cctccagcaa cttcggcace cagacctaca cctgcaacgt
cccagcaaca ccaaggtgga caagacagtt gagcgcaaat gttgtgtcga
tgcccagcac cacctgtgge aggaccgtca gtcttcctcet tccccccaaa
accctcatga tctcccggac ccctgaggtc acgtgcgtgg tggtggacgt
gaccccgagg tccagttcaa ctggtacgtg gacggcgtgg aggtgcataa
aagccacggg aggagcagtt caacagcacg ttcecgtgtgg tcagcgtect
caccaggact ggctgaacgg caaggagtac aagtgcaagg tctccaacaa
gcecceccateg agaaaaccat ctccaaaacc aaagggcagc cccgagaacc
accctgecee catcccggga ggagatgacc aagaaccagg tcagectgac
aaaggcttct accccagega catcgeegtg gagtgggaga gcaatgggca

Page 154

gagaggtgcg
gaggtccctg
ctgggtccge
aagtattaag
aaagaacacg
ctgtgcgaga
cggtatggcc
cccatcggte
gggctgectg
tctgaccage
cagcagcgtg
agatcacaag
gtgcccaceg
acccaaggac
gagccacgaa
tgccaagaca
caccgttgtg
aggcctecca
acaggtgtac
ctgcctggte

gccggagaac

360
420
480
540
600
660
705

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080
1140
1200
1260



Al472PCT
aactacaaga ccacacctcc catgctggac tccgacgget ccttcttect ctacagcaag

ctcaccgtgg acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgeat

gaggctctge acaaccacta cacgcagaag agcctctccc tgtctccggg taaa

<210> 243
<211> 1437
<212> DNA

<213> Artificial Sequence

<220>

<221> source L. o .
<223> /note="pescription of Artificial Sequence: Synthetic
polynucleotide”

<400> 243
atggacatga

cgctgtgagq
agactctcct
caggctccag
acaacagact
aacacgctgt
accacagatc
gacgtctggg
gtcttccecc
ctggtcaagg
agcggegtgce
gtggtgaccg
aagcccagca
ccgtgeccag
gacaccctca
gaagaccccg
acaaagccac
gtgcaccagg
ccagceccca
tacaccctgce
gtcaaaggct
aacaactaca
aagctcaccg

catgaggctc

<210> 244

gggtgccegc
tgcagctggt
gtgcagcctc
ggaaggggct
acgctgcacc
atctgcaaat
ggaccggata
gccaagggac
tggcgeectg
actacttccc
acaccttccc
tgccctecag
acaccaaggt
caccacctgt
tgatctcecg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
cecccateecg
tctaccccag
agaccacacc
tggacaagag

tgcacaacca

tcagctectg

ggagtctgog
tggattcact
ggagtgggtt
cgtgaaaggc
gaacagcctg
tagcatcagce
cacggtcacc
ctccaggage
cgaaccggtg
agctgtccta
caacttcggce
ggacaagaca
ggcaggaccg
gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgcec
tcccatgcety
caggtggcag

ctacacgcag

gggctcctge
ggaggcttgg
ttcagtaacg
ggccgtatta
agattcacca
aaaaccgagg
tggtctagtt
gtctctagtg
acctccgaga
acggtgtcgt
cagtcctcag
acccagacct
gttgagcgca
tcagtcttcc
gtcacgtgcg
gtggacggcg
acgttccgtg
tacaagtgca
accaaagggc
accaagaacc
gtggagtggg
gactccgacg

caggggaacyg

aagagcctct

tgctgtggct
taaagcctgg
cctggatgag
aaagcacaac
tctcaagaga
acacagccgt
actactacta
cctccaccaa
gcacagcggc
ggaactcagg
gactctactc
acacctgcaa
aatgrtgtgt
tcttecccec
tggtggtgga
tggaggtgca
tggtcagcgt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg
gcteettett
tcttctcatg

ccctgtetec

Page 155

gagaggtgcg
ggggtccctt
ctgggtccge
tgatggtgag
tgattcaaaa

gtattactgt

ctacggtatg B

gggcccatcg
cctgggctgce
cgctctgacce
cctcagcagc
cgtagatcac
cgagtgccca
aaaacccaag
cgtgagccac
taatgccaag
cctcaccgtt
caaaggcctc
accacaggtg
gacctgcctg
gcagccggag
cctctacage
ctcecgtgatg
gggtaaa

1320
1380
1434

60
120
180 .
240
300
360
420

480

540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1437



<211> 1434
<212> DNA
<213>

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 244
atggacatga

cgctgtgagg
agactctcct
caggctccag
tactacgcag
ctgtatctgc
gatcaaaggg
gtctggggec
ttcececectgg
gtcaaggact
ggcgtgcaca
gtgaccgtgce
cccagcaaca
tgcccageac
accctcatga
gaccccgagg
aagccacggg
caccaggact
gcececateg
accctgeccec
aaaggcttct
aactacaaga
ctcaccgtgg
gaggctctgc
<210>
<211>
<212>
<213>
<220>

<221>
<223>

245
1434
DNA

Artificial sequence

Al472pCT

gggtgcecge tcagetectg gggctcetge tgetgtgget gagaggtgeg

tgcagctatt
gtgcagcctc
ggaaggggct
actccgtgaa
aaatgaatag
aggtagggcc
aagggaccac
cgecectgcte
acttccccga
cctteecage
cctccagcaa
ccaaggtgga
cacctgtggce
tctcceggac
tccagttcaa
aggagcagtt
ggctgaacgg
agaaaaccat
catcccggga
accccagcega
ccacacctcc
acaagagcag

acaaccacta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

ggagtctggg
tgggttcacc
ggagtgggtc
gggccggtic
cctgagagcc
gtatagcagt
ggtcaccgtc
caggagcacc
accggtgacg

tgtcctacag

cttcggeace

caagacagtt
aggaccgtca
ccctgaggtce
ctggtacgtg
caacagcacg
caaggagtac
ctccaaaacc
ggagatgacc
catcgcegty
catgctggac
gtggcagcag

cacgcagaag

artificial Sequence

ggaggcttgg
tttagcagct
tcagctatta

accatctcca

gaggacacgg
ggctggtacg
tctagtgcct
tccgagagca
gtgtcgtgga
tcctecaggac
cagacctaca
gagcgcaaat
gtcttcctcet
acgtgcgtag
gacggcgtgg
ttccgtgtag
aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tccgacgget
gggaacgtct

agcctcteec

tacagcetgg
atgccatgag
gtggtagtgg
gagacaattc
ccgtatatta
actactacta
ccaccaaggg
cagcggccct
actcaggcgc
tctactccct
cctgcaacgt
gttgtgtcga
tccccccaaa
tggtggacgt
aggtgcataa
tcagcgtect
tctccaacaa
cccgagaacce
tcagcctgac
gcaatgggca
ccttecttect
tctcatgete
tgtctccagg

pPage 156

ggagtccctg
ctgggtcecge
tggtcgcaca
caagaacacg
ctgtgcgaaa
cggtatggac
cccateggtc
gggctgecctg
tctgaccagce
cagcagcgtg
agatcacaag
gtgcccaccg
acccaaggac
gagccacgaa
tgccaagaca
caccgttgtg
aggcctccca
acaggtgtac
ctgcctggtc
gccggagaac
ctacagcaag
cgtgatgcat

taaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1434



<400> 245
atggacatga

cgetgrtcagg
aaggtctcct
caggccectyg
aactatgcac
gcctacatgg
gatcaaatga
gtctggggcec
ttccecctyg
gtcaaggact
ggcgtgcaca
gtgaccgtgc
cccagcaaca
tgcccagcac
accctcatga
gaccccgagg
aagccacggg
caccaggact
gecceccatceg
accctgeecec
aaaggctict
aactacaaga
ctcaccgtgg
gaggctctge
<210>
<211>
<212>
<213>
<220> -

<221>
<223>

246
1431
DNA

gggtgcecge
tgcagttggt
gcaaggcttc
gacaagggct
agaagtttca
agctgagcag
gtattattat
aagggaccac
cgccctgctce
acttccccga
cctteecagce
cctccageaa
ccaaggtgga
cacctgtggc
tctececcggac
tccagttcaa
aggagcagtt
ggctgaacgg
agaaaaccat
catcccggga
accccagcega
ccacacctcc
acaagagcag

acaaccacta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 246

tcagctcctg
gcagtctggg
tggatacacc
tgagtggatg
gggcagggtc
gctgagatct
gcttcgggga
ggtcaccgtce
caggagcacc
accggtgacg
tgtcctacag
cttcggcacc
caagacagtt
aggaccgtca
ccctgaggtc
ctggtacgtg
caacagcacg
caaggagtac
ctccaaaacc
ggagatgacc
catcgecgtg
catgctggac
gtggcagcag
cacgcagaag

artificial Sequence ..

A1472PCT

gggctcctgce
gctgaggtga
ttcaccggct
ggatggatca
accatgacca
gacgacacgg
gtttttceccc
tctagtgect
tccgagagca
gtgtcgtgga
tcctcaggac
cagacctaca
gagcgcaaat
gtcttcctct
acgtgcgtgg
gacggcgtgg
ttccgtgtygg
aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tccgacggct
gggaacgtct

agcctcteece

¢

tgctgtggct
agaagcctgg
actatatgca
accctaacag
gggacacgtc
ccgtgtattt
cttactatta
ccaccaaggg
cagcggccct
actcaggcgc
tctactccct
cctgcaacgt
gttgtgtcga
tccccccaaa
tggtggacgt
aggtgcataa
tcagcgtect
tctccaacaa
cccgagaacc
tcagcctgac
gcaatgggca
ccttcecttect
tctcatgete

tgtctccggg

gagaggtgcg
ggcctcagtg
ctggatgcga
tggtggcaca
catcagcaca
ctgtgcgaga
cggtatggac
cccatcggtc
gggctgectg
tctgaccagc
cagcagcgtg
agatcacaag
gtgcccaccg
acccaaggac
gagccacgaa
tgccaagaca
caccgttgtg
aggcctccca
acaggtgtac
ctgcectggtc
gccggagaac
ctacagcaag
cgtgatgcat

taaa

atggacatga gggtgcccge tcagctcctg gggetcctge tgetgtggct gagaggtgcg

cgctgtcagg tgeagetggt ggagtctggg ggaggegtgg tccagectgg gaggtccctg
agactctcct gtgcagcctc tggattcacc ttcagtagct atggcatgca ctgggtecge

pPage 157

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1434

60
120
180



caggctccag
tecctatgcag
ctgtatctgce
gagaggaaac
‘tggggccaag
cccetggege
aaggactact
gtgcacacct
accgtgcect
agcaacacca
ccagcaccac
ctcatgatct
ceccgaggtec
ccacgggagg
caggactggc
cccatcgaga
ctgcccecat
ggcttctacc
tacaagacca
accgtggaca
gctctgcaca
<210>
<211>
<212>
<213>
<220>

<221>
<223>

247
1434
DNA

gcaaggggct

actccgtgaa
aaatgaacag
gggttacgat
ggaccacggt
cctgetecag
tcccecgaacce
tcccagetgt
ccagcaactt
aggtggacaa
ctgtggcagg
cccggaccec
agttcaactg
agcagttcaa
tgaacggcaa
aaaccatctc
ccegggagga
ccagcgacat
cacctcccat
agagcaggtg

accactacac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 247

ggagtgggtg
gaggccgatte
cctgagagct
gtctacctta
caccgtctct
gagcacctcc
ggtgacggtg
cctacagtec
cggcacccag
gacagttgag
accgtcagtc
tgaggtcacg
gtacgtggac
cagcacgttc
ggagtacaag
caaaaccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg

gcagaagagc

Artificial Sequence

atggacatga gggtgcccgc tcagctectg

cgctgtcagg
agactctcct
caggctcecag
tattctgtag
ctgtttctoc

gatcggctca

tgcagetggt
gtggagcctc
gcaaggggct
actccgtgaa
aaatgaacag

attactatga

ggaatctggg
tggattcacc
ggagtgggtg
gggccgattc
cctgcgagec

tagtagtggt

Al472PCT

gcagttattt
accatctcca
gaggacacgg
tattactact
agtgcctcca
gagagcacag
tcgtggaact
tcaggactct
acctacacct
cgcaaatgtt
ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccec
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct

ctctcecctgt

gggctcctge
ggaggcgtag
ttcagtagct
gcagttatat
accatctcca
gaggacacgg
tattatcact

catatgatgg
gagacatttc
ctgtgtattt
tctactacgg
ccaagggccc
cggccctggg
caggcgctct
actccctcag
gcaacgtaga
gtgtcgagtg
ccccaaaacc
tggacgtgag
tgcataatgc
gcgtecteac
ccaacaaagg
gagaaccaca
gcctgaccty
atgggcagcc
tcttcectcta
catgctccgt

ctccgggtaa

tgctgtgget
tccagectgg
ttggcatgca
catttgatgg
gagacaattc
ctgtgtatta

acaaatacta

Page 158

aagtcatgaa
caagaacacg
ctgtgcgaga
tatggacgtc
atcggtcttc
ctgectggtc
gaccagcggc
cagcgtggtg
tcacaageccc
cccacegtgce
caaggacacc
ccacgaagac
caagacaaag
cgttgtgcac
cctecccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
cagcaagctc
gatgcatgag

a

gagaggtgcg
gaggtccctg
ctgggteccge
aagtattaag
aaagaacacg
ctgtgcgaga
cggtatggcc

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1431

60
120
180
240
300
360
420



gtctggggcec
ttceccectgg
gtcaaggact
ggcgtgcaca
gtgaccgtgc
cccagcaaca
tgcccagcac
accctcatga
gaccecgagg
aagccacogg
caccaggact
gceeccateg
accctgeccc
aaaggcttct
aactacaaga
ctcaccgtgg
gaggctctge
<210>
<211>
<212>
<213>
<220>

<221>
<223>

248
1407
DNA

aagggaccac
cgeccctgetce
acttccccga
ccttcccage
cctccagcaa
ccaaggtgga
cacctgtggc
tctececggac
tccagttcaa
aggagcagtt
ggctgaacgg
agaaaaccat
catcccggga
accccagega
ccacacctcc
acaagagcag

acaaccacta

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 248
atggacatga

cgctgtgagg
agactctcct
caggctceag
acaccagaat
accatcgcct
gctagaggac
gtctctagtg
acctccgaga
acggtgtcgt

cagtcctcag

gggtgcccge
tgcagcetggt
gtacagcttc
ggaaggggct
acgcegegtc
atctgcaaat
gaggtattgc
cctccaccaa
gcacagcggc
ggaactcagg

gactctactc

ggtcaccgtc
caggagcacc
accggtgacg
tgtcctacag
cttcggecacc
caagacagtt
aggaccgtca
ccctgaggtc
ctggtacgtg
caacagcacg
caaggagtac
ctccaaaacc
ggagatgacc
catcgecgtg
catgctggac
gtggcagcag

cacgcagaag

Artificial Sequence

tcagctcectg
ggagtctggg
tggattcacc
ggagtggata
tgtgaaaggc
gaacagcctg
agctcgttgg
gggcccatcg
cctgggetgce
cgctctgacc

cctcageage

Al472pPCT

tctagtgcct
tccgagagca
gtgtcgtgga
tcctcaggac
cagacctaca
gagcgcaaat
gtcttectet
acgtgcgtgg
gacggcgtgag
ttccgfgtgg
aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tccgacggcet
gggaacgtict

agcctctcecc

gggctcctgc
ggaggcttgg
tttggtgatt
ggtttcatta
agattcacca
aaaaccgagg
gactactggg
gtcticcccce
ctggtcaagg
agcggegtgce
gtggtgaccg

ccaccaaggg
cagcggeccct
actcaggcgc
tctactcect
cctgcaacgt
gttgtgtcga
tccecccaaa
tggtggacgt
aggtgcataa
tcagcgtect
tctccaacaa
ccecgagaacc
tcagcctgac
gcaatgggca
ccttcttect
tctcatgetc

tgtctccggg

tgctgtggct
taaagccagg
atgctatgag
gaagcagagc
tctcaagaga
acacagccgt
gccagggaac
tggcgeccty
actacttccc
acaccttcec

tgccctecag

Page 159

cccatcggtce
gggctgcctg
tctgaccagce
cagcagcgtg
agatcacaag
gtgcccaccg
acccaaggac
gagccacgaa
tgccaagaca
caccgttgtg
aggccteeca
acaggtgtac
ctgcctggtce
gccggagaac
ctacagcaag
cgtgatgcat

taaa

gagaggtgcyg
gcggtecctg
ctggttecgce
ttatggtggg
tgattccaaa
gtatttctgt
cctggtcacc
ctccaggagc
cgaaccggtg
agctgtccta

caacttcggce

480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1434

60
120
180
240
300
360
420
480
540
600
660



acccagacct
gttgagcgca
tcagtcttee
gtcacgtgcg
gtggacggeg
acgttccgtg
tacaagtgca
accaaagggc
accaagaacc
gtggagtggg
gactccgacd
caggggaacg
aagagcctct
<210>
s
<213>
<220>

<221>
<223>

249
1431
DNA

acacctgcaa
aatgttgtgt
tcttecececc
tggtggtgga
tggaggtgca
tggtcagcgt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg
gctecttett
tcttctcatg

ccetgtetec

source oo
/note="Description o

polynucleotide”

<400> 249
atggacatga

cgctgtcagg
agactctcct
caggctccag
tcctatgcag
ctgtatctgc
gagaggaaac
tggggccaag
ccectggege
aaggactact
gtgcacacct
accgtgecct
agcaacacca
ccagcaccac

ctcatgatct

gggtgccecge
tgcagctggt
gtgcagcctc
gcaaggggct
actccgtogaa
aaatgaacag
gggttacgat
ggaccacggt
cctgctccag
tceecgaace

tccecagetgt

cgtagatcac
cgagtgccca
aaaacccaag
cgtgagccac
taatgccaag
cctcaccgtt
caaaggcctc
accacaggtg
gacctgcctg
gcagccggag
cctctacagce
ctccgtgatg
gggtaaa

artificial Sequence

tcagctcctg
ggagtctggg
tggattcacc
ggagtgggtg
gggccgattc
cctgagagct
gtctacctta
caccgtctct
gagcacctcc
ggtgacggtg

cctacagtcc

Al472PCT

aagcccagca
ccgtagcccad
gacaccctca
gaagaccccg
acaaagccac
gtgcaccagg
ccageccccca
tacaccctgc
gtcaaaggct
aacaactaca
aagctcaccg

catgaggctc

gggctcctgce
ggaggcgtgg
ttcagtagcet
gcagttattt
accatctcca
gaggacacgg
tattactact
agtgcctcca
gagagcacag
tcgtggaact

tcaggactct

ccagcaactt cggcacccagd acctacacct

aggtggacaa gacagttgag cgcaaatgtt

ctgtggcagg accgtcagtc ttectcttec

cccggaccce tgaggtcacg tgegtggtgg

acaccaaggt
caccacctgt
tgatctccecg
aggtccagtt
gggaggagca
actggctgaa
‘tcgagaaaac
cccecateccyg
tctaccccag
agaccacacc
tggacaagag

tgcacaacca

tgctgtggct
tccagcctgg
atggcatgca
catatgatgg
gagacatttc
ctgtgtattt
tctactacgg
ccaagggccc
cggceectgag
caggcgcetct
actccctcag
gcaacgtaga
gtgtcgagtg
ccccaaaace

tggacgtgag

page 160

ggacaagaca
ggcaggaccy
gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgcc
tecccatgcetg
caggtggcag

ctacacgcag

f Artificial Sequence: Synthetic

gagaggtgcg
gaggtccctg
ctgggtccac
aagtcatgaa
caagaacacyg
ctgtgcgaga
tatggacgtc
atcggtcttc
ctgcctggte
gaccagcggc
caécgtggtg
tcacaagccc
cccaccgtgce
caaggacacc

ccacgaagac

720
780
840
900
960
1020
1080
1140
1200
1260
1320-
1380
1407

60
120
180
240
300
360
420
480
540
600
660
720
780
840
800



cccgaggtec
ccacgggagyg
caggactggc
cccatcgaga
ctgcccccat
ggcttctacc
tacaagacca
accgtggaca
gctctgeaca
<210> 250

<211> 1434
<212> DNA

agttcaactg
agcagttcaa
tgaacggcaa
aaaccatctc
cccgggagga
ccagcgacat
cacctcccat
agagcaggtg

accactacac

gtacgtggac
cagcacgttc
ggagtacaag
caaaaccaaa
gatgaccaag
cgccgtggag
gctggactcc

gcagcagggg

gcagaagagc

<213> Artificial Sequence

<220>

<221> source L. L. .
<223> /note="pescription of Artificial Sequence: Synthetic
polynucleotide”

<400> 250
atggacatga

cgctgtcady
agactctect
caggctccag
tattctgtag
ctgtttctge
gatcggetca
gtctggggec
ttccceetag
gtcaaggact
ggcgtgceaca
gtgaccgtgce
cccageaaca
tgcecagcac
accctcatga
gacccegagg
aagccacggy
caccaggact

gcececatey

gggtgcccge
tgcagctggt
gtgcagcctc
gcaaggggct
actccgtgaa
aaatgaacag
attactatga
aagggaccac
cgcecctgete
acttccecga
ccttcccage
cctccagcaa
ccaaggtgga
cacctgtggc
tctcccggac
tccagttcaa
aggagcagtt
ggctgaacgg

agaaaaccat

tcagctcctg
ggaatctggg
tggattcacc
ggagtgggtg
gagccgattc
cctgcgagec
tagtagtggt
ggtcaccgtc
caggagcacc
accggtgacg
tgtcctacag
cttecggcacc
caagacagtt
aggaccgtca
ccctgaggte
ctggtacgtg
caacagcacg
caaggagtac

ctccaaaacc

Al472PCT

ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct

ctctccectgt

gggctcctgc
ggaggcgtgg
ttcagtagct
gcagttatat
accatctcca
gaggacacgg
tattatcact
tctagtgect
tccgagagca
gtgtcgtgga
tcctcaggac
cagacctaca
gagcgcaaat
gtcttcctct
acgtgcgtgg
gacggcgtgg
ttccgtgtgg
aagtgcaagg

aaagggcagc

tgcataatgc
gcgtcctcac
ccaacaaagg
gagaaccaca
gcctgacctg
atgggcagcc
tcttectcta
catgctccgt

ctccgggtaa

tgctgtggct
tccagectgg
ttggcatgca
catttgatgg
gagacaattc
ctgtgtatta
acaaatacta
ccaccaaggg
cagcggeect
actcaggcege
tctactcect
cctgcaacgt
gttgtgtcga
tccceccaaa
tggtggacgt
aggtgcataa
tcagegtect
tctccaacaa

cccgagaacc

Page 161

caagacaaag
cgttgtgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
cagcaagctc
gatgcatgag

a

gagaggtgcg
gaggtccctg
ctgggrecge
aagtattaag
aaagaacacg
ctgtgcgaga
cggtatggcc
cccatcggtc
gggctgcctg
tctgaccagce
cagcagcgtg

agatcacaag

gtgcccaceg

acccaaggac
gagccacgaa

tgccaagaca

caccgttgtg

aggcctccca

acaggtgtac

960
1020
1080
1140
1200
1260
1320
1380
1431

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140



accctgcecc
aaaggcttct
aactacaaga
ctcaccgtgg.
gaggctctge
251

1437
DNA

<210>
<211>
<212>
<213>

<220>
<221>
<223>

Al1472PCT
catcccggga ggagatgacc aagaaccagg

accccagcga catcgccgtg gagtgggaga

ccacacctcec catgctggac tccgacggct

acaagagcag gtggcagcag gggaacgtct

acaaccacta cacgcagaag agcctctccc

source
/note="pescription of Artificial Sequence: Synthetic

polynucleotide”

<400> 251
atggacatga

cgctgtgagg
agactctcct
caggctccag
acaacagact
aacacgctgt
accacagatc
gacgtctggg
gtcttccccc
ctggtcaagg
agcggcgtgce
gtggtgaccg
aagcccagca
ccgtgeccag
gacaccctca
gaagaccceg
acaaagccac
gtgcaccagg
ccagcceccea
tacaccctgc
gtcaaaggct
aacaactaca

aagctcaccg

gggtgccege
tgcagctggt
gtgcagectce
ggaaggggct
aéactgcacc
atctgcaaat
ggaccgggta
gccaagggac
tggcgeecty
actacttccc
acaccttccc
tgccctecag
acaccaaggt
caccacctgt
tgatctcccg
aggtccagtt
gggaggagca
actggctgaa-
tcgagaaaac
ccccateceeg
tctacceccag
agaccacacc

tggacaagag

Artificial sequence

tcagctcctg

ggagtctggg
tggattcact
ggagtgggtt
cgtgaaaggc
gaatagcctg
tagcatcagc
cacggtcacc
ctccaggage
cgaaccggtg
agctgtccta
caacttcggc
ggacaagaca
ggcaggaccg
gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgec
tcccatgetg
caggtggcag

tcagcctgac ctgectggt

gcaatgggca
ccttcttect
tctcatgcecte

tgtctocggg

gccggagaac
ctacagcaag
cgtgatgcat

taaa

gggctcctgc tgctgtgget gagaggtgeg

ggaggcttgg
ttcagtaacg

ggccgtatta
agattcacca.
aaagccgagg
tggtctagtt
gtctctagtg
acctccgaga
acggtgtcgt
cagtcctcag
acccagacct
gttgagcgca
tcagtecttec
gtcacgtgcg
gtggacggcg
acgtteccgtg
tacaagtgca
accaaagggc
accaagaacc
gtggagtggg
gactccgacg

caggggaacg

taaagcctgg
cctggatgag
aaagcaaaac
tctcaaga;a
acacagccgt
actactacta
cctccaccaa
gcacagcggc
ggaactcagg
gactctactc
acacctgcaa
aatgttgtgt
tcttccecece
tggtggtgga
tggaggtgca
tggtcagegt
aggtctccaa
agccccgaga
aggtcagect
agagcaatgg
gctccttett

tcttctcatg

Page 162

ggggtccctt
ctgggtccgce
tgatggtagg
tgattcaaaa
gtattactgt
ctacggtatg
gggcccatceg
cctgggetgce
cgctctgacce
cctcageage
cgtagatcac
cgagtgccca
aaaacccaag
cgtgagccac
taatgccaag
cctcaccgtt
caaaggcctc
accacaggtg
gacctgcctg
gcageeggag
cctctacagce

ctccgtgatg

1200
1260
1320
1380
1434

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380



<210>
<211>
<212>
<213>

<220>
<221>
<223>

252
1425
DNA

source L. o
/note="pescription of Artificial seq

polynucleotide”

<400> 252
atggacatga

cgctgtcagg
A aaggtctcct
caggceccecctg
aactatgccc
gcctacatgg
ggéggataﬁa
caagggacca
gégccctgct
tacttceceeg
accttcccag
ccctcecagea
accaagotgg
ccacctgtyg
atctccegga
gtccagttca
gaggagcagt
tggctgaacy
gagaaaacca
ccatcecgag
taccccagey
accacacctc
gacaagagca
cacaaccact
<210> 253

<211> 1437
<212> DNA

gggtgcccge
tgcagctggt
gcaaggcttc
gacaagggct
agaagtttca
agctgagtag
gtggctacge
cggtcaccgt
ccaggagcac
aaccggtgac
ctgtcctaca
acttcggcac
acaagacagt
caggaccgtc
cccctgaggt
actggtacgt
tcaacagcac
gcaaggagta
tctccaaaac
aggagatgac
acatcgeegt
ccatgctgga
ggtggcagca

acacgcagaa

Artificial Sequence

tcagctectg
gcagtctggy
tggatacacc
tgagtggatg
gggcagggtc
gctgagatct
tgggctctac
ctctagtgcc
ctccgagagc
ggtgtcgtag
gtcctcagga
ccagacctac
tgagcgcaaa
agtctteccte
cacgtgcgtg
ggacggegtg
gttccgtgtg
caagtgcaag
caaagggcag
caagaaccag
ggagtggoag
ctccgacggc
ggggaacgtc

gagcctetec

<213> Artificial Sequence

Al472PCT
catgaggctc tgcacaacca ctacacgcag aagagcctct ccctgtctcec gggtaaa

gggctcctge
gctgaggtga
ttcaccgact
ggatggatca
accatgacca
gacgacacgg
tfccactact
‘tccaccaagg
acagcggcec
aactcaggcg
ctctactccc
acctgcaacg
tgttgtgteg
ttccccccaa
gtggtggacg
gaggtgcata
gtcagcgtcc
gtctccaaca
ccccgagaac
gtcagcctga
agcaatgggc
tccttettec
ttctcatget

ctgtctecegg

tgctgtggct
égaagcctgg
actatatgta
gccctaatag
gggacacgtc
ccgtgtatta
acggtatgga
gcccatcggt
tgggctgect
ctctgaccag
tcagcagegt
tagatcacaa
agtgcccacc
aacccaagga
tgagccacga
atgccaagac
tcaccgttgt
aaggcctccc
cacaggtgta
cctgeetggt
agccggagaa
tctacagcaa
ccgtgatgca

gtaaa

Page 163

uence: Synthetic

gagaggtgcg
ggcctcagtg
ctgggtgcga
tggtggcaca
tatcagcaca
ctgtgtgaga
cgtctggggce
cttcccectyg
ggtcaaggac
cggcgtgcac
ggtgaccgtg
gcccageaac
gtgcccagca
caccctcatg
agacccecgag
aaagccacgg
gcaccaggac
agceccccate
caccctgecc
caaaggcttc
caactacaag
gctcaccgtg
tgaggctctg

1437

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1425



<220>

<221> source L. e .
<223> /note="Description of Artificial Sequence: synthetic
polynucleotide”

<400> 253
atggacatga

cgctgtgagg
agactctcct
caggctccag
acaacagact
aacacgctgt
accacagatc
gacgtctgag
gtcttecccc
ctggtcaagg
agcggegtgce
gtggtgaccg
aagcccagca
ccgtgeccag
gacaccctca
gaagaccccg
acaaagccac
gtgcaccadg
ccagcecccca
tacaccctgc

gtcaaaggct

gggtgcccge
tacagctggt
gtgcagcctc
ggaaggggct
acgctgcacc
atctgcaaat
ggaccgggta
gccaagggac
tggcgecectg
actacttccc
acacctteccc
tgccctccag
acaccaaggt
caccacctgt
tgatctcccg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
cccecatceceg

tctaccccag

aacaactaca agaccacacc

aagctcaccg

catgaggctc

<210>
<211>
<212>
<213>

<220>
<221>
<223>

254
1437
DNA

tggacaagag

tgcacaacca

source o .
/note="pescription of Artificial Sequence: Synthetic

polynucleotide"

<400> 254

tcagctectg
ggagtctggg
tggattcact
ggagtgggtt
cgtgaaaggc
gaacagcctg
tagcatcagc
cacggtcacc
ctccaggagce
cgaaccggtg
agctgtccta
caacttcgge
ggacaagaca
ggcaggaccg
gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgcc
tcccatgetg
caggtggcag

ctacacgcag

artificial Sequence

Al472pPCT

gggctcctgc
ggaggcttgg
ttcagtaacg
ggccgtatta
agattcacca
aaaaccgagg
tggtctagtt
gtctctagtg
acctccgaga
acggtgtcot
cagtcctcaé
acccagacct
gttgagcgca
tcagtcttcc
gtcacgtgceg
gtggacggcg
acgttccgtg
tacaagtgca
accaaagggc
accaagaacc
gtggagtggg
gactccgacg
caggggaacg

aagagcctct

tgctgtggcet
Taaagcctgg
cctggatgag
aaagcaaaac
tctcaagaga
acacagccgt
actactacta
cctccaccaa
gcacagcgge
ggaactcagg
gactctactc
acacctgcaa
aatgttgtgt
tcttcoccecec
tggtggtgga
tggaggtgca
tggtcagegt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg
gctecttett
tcttotcatg

ccctgtetee

gagaggtgcg
ggggtccctc
ctgggtccgce

tgatggtggg

tgattcaaaa-

gtatttctgt
ctacggtatg
gggcccatcg
cctgggctgce
cgctctgacce
cctcagcagc
cgtagatcac
cgagtgccca
aaaacccaag
cgtgagccac
taatgccaag
cctcaccgtt
caaaggcctc
accacaggtg
gacctgcctg
gcagccggag
cctctacage
ctccgtgatg
gggtaaa

atggacatga gggtgcccgc tcagctcctg gggctcctge tgetgtggct gagaggtgeg

pPage 164

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1437

60



cgctgtgagg
agactctcct
caggctccag
acaacagact
aacacgctgt
accacagatc
gacgtctggg
gtcttcceccc
ctggtcaagg
agcggegtgc
gtggtgaccg
aagcccagca
ccgtgceccag
gacaccctca
gaagaccccg
acaaagccac
gtgcaccagg
ccageccceca
tacaccctge
gtcaaaggct
aacaactaca
aagctcaccg
catgaggctc
<210>
<211>
<212>
<213>
<220>

<221>
<223>

255
1431
DNA

tacagctggt
gtgcagcctce
ggaaggggct
acgctgcacc
atctgcaaat
ggaccgggta
gccaagggac
tggcgecctg
actacttccc
acaccttccc
tgccctecag
acaccaaggt
caccacctgt
tgatctcccg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ccccatceeg
tctaccccag
agaccacacc
tggacaagag

tgcacaacca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"”

<400> 255
atggacatga

cgctgtcagg
agactctcct
caggctccag

tcctatgeag

gggtgccecge
tgcagctggt
gtgcagcctce
gcaaggggcet
actccgtgaa

ggagtctggg
tggattcact
ggagtgggtt
cgtgaaaggc
gaacagcctg
tagcatcagc
cacggtcacc
ctccaggagc
cgaaccggtg
agctgtccta
caacttcggce
ggacaagaca
ggcaggaccg
gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgcec
tcccatgetg
caggtggcag

ctacacgcag

artificial Sequence

tcagctcctg
ggagtctggg
tggattcacc
ggagtgggtg
gggccgattc

Al472PCT

ggaggcttgag
ttcggtaacg
ggccgtatta
agattcacca
aaaaccgagg
tggtctagtt
gtctctagtg
acctccgaga
acggtgtcgt
cagtcctcag
acccagacct
gttgagcgca
tcagtcttec
gtcacgtagcg
gtggacggcg
acgttcecgtg

tacaagtgca

‘accaaagggc

accaagaacc
gtggagtggg
gactccgacg

caggggaacg

aagagcctct

gggctcctge
ggaggcgtgg
ttcagtagct
gcagttattt

accatctcca

taaagcctgg
cctggatgag
aaagcaaaac
tctcaagaga
acacagccgt
actactacta
cctccaccaa
gcacagcgge
ggaactcagg
gactctactc
acacctgcaa
aatgttgtgt
tcttececcc
tgogtggtgga
tggaggtgca
tggtcagcgt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg
gctecttett
tcttcteatg

ccctgtetee

tgctgtgget
tccagectygg
atggcatgca
catatgatgg

gagacatttc
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ggggtccctt
ctgggteege
tgatggtggag
tgattcaaaa
gtattactgt
ctacggtatg
gggcccatceg
cctgggetgc
cgctctgacc
cctcagcage

cgtagatcac

cgagtgccca -

aaaacccaag
cgtgagccac
taatgccaag
cctcaccgtt
caaaggcctc
accacaggtg
gacctgcctg
gcagccggag
cctctacagce
ctccgtgatg
gggtaaa

gagaggtgcg
gaggtccctg
ctgggteccygc
aagtcatgaa

cdagaacacg

120
180
240
300
360
420
480
540
600
660
720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1437

60
120
180
240
300



ctgtatctge
gagaggdaac
tggggccaag
cccctggege
aaggactact
gtgcacacct
accgtgcect
agcaacacca
ccagcaccac
ctcatgatct
cccgaggtcce
ccacgggagyg
caggactggc
ccecatcgaga
ctgccecccat
ggcttctacc
tacaagacca

accgtggaca

aaatgaacag
gggttacgat
ggaccacggt
cctgetecag
tcceccgaace
tcccagetgt
ccagcaactt
aggtggacaa
ctgtggcagg
cceggaccecc
agttcaactg
agcagttcaa
tgaacggcaa
aaaccatctc
ccecgggagga
ccagcgacat
cacctcccat

agagcaggtg

cctgagagct
gtctacctta
caccgtctct
gagcacctcc
ggtgacggtg
cctacagtcc
cggcacccag
gacagttgad
accgtcagtc
tgaggtcacg
gtacgtggac
cagcacgttc
ggagtacaag
caaaaccaaa
gatgaccaag
cgccgtggag
gctggactcc

gcagcagggg

gctctgcaca accactacac gcagaagagce

<210>
<211>
<212>
<213>

<220>
<221>
<223>

256
1434
DNA

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 256
atggacatga

cgctgtcagg
agactctect
caggctccag
tactctgtag
ctgtttctge
gatcggctca

gtctggggcec
ttceceetyg

gggtgccecgc:
tgcagctggt
gtgcagcctc
gcaaggggct
actccgtgaa
aaatgaacag
attactatga
aagggaccac

cgcecctgete

Artificial Sequence

tcagctcctg

ggaatctggg
tggattcacc
ggagtgggtyg
gggccgattc
cctgcgagec
tagtagtggt
ggtcaccgtc

caggagcacc

Al472PCT

gaggacacgg
tattactact

agtgcctcca
gagagcacag
tcgtggaact
tcaggactct
acctacacct
cgcaaatgtt
ttcctcttcce
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctecct
aacgtcttct

ctctccctgt

gggctcctgce
ggaggcgtygg
ttcagtagct
gcagttatat
accatctcca
gaggacacgg
tattatcact
tctagtgect

tccgagagea

ctgtgtattt
tctactacgg
ccaagggccc
cggcectggg
caggcgctct
actccctcag
gcaacgtaga
gtgtcgagtg
ccccaaaacce
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagg
gagaacéaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctcegt

ctccgggtaa

tgctgtggct
tccagectgg
ttggcatgca
catttgatgg
gagacaattc
ctgtgtatta
acaaatacta
ccaccaaggd

ctagcggccct
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ctgtgcgaga
tatggacgtc
atcggtcttc
ctgcctggtc
gaccagcggc
cagcgtggtg
tcacaagccc
cccaccgtge
caaggacacc
ccacgaagac
caagacaaag
cgttgtgcac
cctceccagec
ggtgtacacc
cctggtcaaa
ggagaacaac

cagcaagctc

gatgcatgag

a

gagaggtgcg
gaggtccctg

ttgggtccge . -

aagtattaag
aaagaacacg
ctgtgcgaga
cggtctggcec
cccatcggtc

dgggctgcctg

360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1431

60
120
180
240
300
360
420
480
540



Al472PCT
gtcaaggact acttccccga accggtgacg gtgtcgtgga actcaggcgc tctgaccagce

ggcgtgcaca ccttcccage tgtcctacag tcctcaggac tctactccct cagcagegtg

gtgaccgtgc cctccagcaa cttcggcacc cagacctaca cctgcaacgt agatcacaag

cccagcaaca ccaaggtgga caagacagtt gagcgcaaat gttgtgtcga gtgcccaccg

tgcccagcac cacctgtgge aggaccgtca gtcttcctct tccccccaaa acccaaggac

accctcatga tctcccggac ccctgaggtc acgtgegtgg tggtggacgt gagccacgaa

gaccccgagg tccagttcaa ctggtacgig gacggcgtgg aggtécataa tgccaagaca

aagccacggg aggagcagtt caacagcacg ttccgtgtgg tcagcgtcct caccgttgtg

caccaggact ggctgaacgg caaggagtac aagtgcaagg tctccaacaa aggcctccca

gcccccatcg agaaaaccat ctccaaaacc aaagggcagc cccgagaacc acaggtgtac

accctgccce catcccggga ggagatgacc aagaaccagg tcagcctgac ctgectggtc

aaaggcttct accccagega catcgccgtg gagtgggaga gcaatgggca gccggagaac

aactacaaga ccacacctcc catgctggac tccgacggct ccttcttcct ctacagcaag

ctcaccgtgg acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgétgcat

gaggctctge acaaccacta cacgcagaag agcctctccc tgtctccggg taaa

<210> 257

<211> 1437

<212> DNA .

<213> Artificial sequence

<220>

<221> source o .

<223> /note="pescription of Artificial Sequence: Synthetic
polynucleotide"

<400> 257
atggacatga gggtgcccgce tcagctcctg gggctcctge tgctgtgget gagaggtgeg

cgctgtgagg tgcagctggt goagtctggg ggaggcctgg tcaagcctgg ggggtecctg
agactctcct gtgcagcctce tggatacacc ttcagtacct atagcatgaa ctgggtccgce
caggctccag ggaaggggct ggagtgggtc tcatccatta gtagtagtag tagttacaga
tattacgcag actcagtgaa gggccgattc accatctcca gagacaacgc caagaactca
ctgtatctgc aaatgagtag cctgagagcc gaggacacgg ctgtgtatta ctgtgcgaga
gaaggggtgt ctggcagttc gccgtatagc atcagétggt acgactacta ttacggtatg
gacgtctggy gccaagggac cacggtcacc gtctctagtg cctccaccaa gggcccatceg
gtcttcccee tggegecctg ctccagéagc acctccgaga gcacagcgge cetgggetge
ctggtcaagg actacttccc cgaaccggtg acggtgtcgt ggaactcagg cgctctgacc
agcggegtge acaccttccc agectgtccta cagtcctcag gactctactc cctcagceagce
gtggtgaccg tgccctccag caacttogge acccagacct acacctgcaa cgtagatcac
aagcccagca acaccaaggt ggacaagaca gttgagcgca aatgttgtgt cgagtgccca

page 167

600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1434

60
120
180
240
300
360
420
480
540
600
660
720
780



ccgtgeceag
gacaccctca
gaagaccccyg
acaaagccac
gtgcaccagg
ccagccecca
tacaccctgce
gtcaaaggct
aacaactaca
aagctcaccg
catgaggctc
<210> 258

<211> 1422
<212> DNA

<213>
<220>

<221>
<223>

caccacctgt
tgatcteecg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ccccafcccg
tctaccccag
agaccacacc
tggacaagag

tgcacaacca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 258
atggacatga

cgctgtcagy
agactctect
caggctccag
tactatgcag
ctgtatctge
gcggggggta

gggaccacgg
ccctgeteca

ttccccgaac
ttcccagetdg
tccagcaact
aaggtggaca
cctgtyggeag
tceceggacec
cagttcaact

gagcagttca

ggatgccegce
‘tgcagctggt
gtgcagcgtc
gcaaggggct
actccgtgaa
aaatgaacag
tagcagcagc
tcaccgtcte
ggagcacctce
cggtgacggt
tcctacagtc
tcggcaccca
agacagttga
gaccgtcagt
ctgaggtﬁac
ggtacgtgga

acagcacgtt

ggcaggaccg
gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgcce
tceccatgetg
caggtggcag

ctacacgcag

Artificial Sequence

tcagctcctyg
ggagtctggg

tggattcacc
ggagtgggtg
gggccgattce
cctgagagcec
tggcctctac
tagtgcctcec
cgagagcaca
gtcgtggaac
ctcaggactc
gacctacacc
gcgcaaatgt
cttcectette
gtgcgtggtg
cggcgtggag
ccgtgtggtce

Al472PCT

tcagtcttce
gtcacgtgcg
gtggacggcg
acgttccgtg
tacaagtgca
accaaagggc
accaagaacc
gtggagtggg
gactccgacg

caggggaacg

aagagcctct

gggctectgce
ggaggcgtgg
ttcagtagct
gcagttatat
atcatctcca
gaggacacgg
tactactacg
accaagggcc
gcggecectgg
tcaggcgctc
tactccctca
tgcaacgtag
tgtgtcgagt
cccccaaaac
gtggacgtga
gtgcataatg

agcgtcctca

tcttecececee
tggtggtgga
tggaggtgca
tggtcagegt
aggtctccaa
agccccgaga
aggtcagect
agagcaatgg
gcteccttett
tcttcteatg

cectgtetece

tgctgtggct
tccagectgg
atggcatgca
ggtatgatgg
gagataaatc
ctgtgtatta
gtatggacgt
catcggtctt
gctgectggt
tgaccagcgg
gcagcgtggt
atcacaagcc
gcccacecgtg
ccaaggacac
gccacgaaga
ccaagacaaa

ccgttgtgca
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aaaacccaag
cgtgagccac
taatgccaag
cctcaccgtt
caaaggcctc
accacaggtg
gacctgcctg
gcagccggag
cctctacagce
ctccgtgatg
gggtaaa

gagaggtgcg
gaggtccctg
ctgggtccge
aagtaataaa
caagaacacg
ctgtgcgaga
ctggggccaa
cccecetggcg
caaggactac
cgtgcacacc
gaccgtgccc
cagcaacacc
cccagcacca
cctcatgatc
cccecgaggtc
gccacgggag
ccaggactgg

840
900

- 960

1020
1080
1140
1200
1260
1320
1380
1437

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020



ctgaacggca
aaaaccatct
tccecgggagg
cccagcgaca
acacctccca
aagagcaggt
aaccactaca
<210> 259

<211> 981

<212> DNA

<213> Homo

<400> 259
gctagcacca

agcacagcdg
tggaactcag
ggactctact
" tacacctgca
aaatgttgtg
ctctteccce
gtggtggtgg
gtggaggtgc
gtggtcageg
aaggtctcca
cagccccgag
caggtcagcc
gagagcaatg
ggctccttct
gtcttcteat
tcectgtetc
<210>
<211>
<212>
<213> Homo

<400> 260
cgtacggtgg

ggaactgcct

260
324
DNA

tggaaggtag

aggagtacaa
ccaaaaccaa
agatgaccaa
tcgeegtgga
tgctggactc

ggcagcagygg
cgcagaagag

sapiens

agggcccatc
ccectgggcetg
gcgctctgac
ccctcagcag
acgtagatca
tecgagtgecc
caaaacccaa
acgtgageca
ataatgccaa
tcctcacegt
acaaaggcct
aaccacaggt
tgacctgcct
ggcagccgga
tcctectacag
gctccgtgat
cgggtaaatg

sapiens

ctgcaccatc
ctgttgtgtg

ataacgccct

gtgcaaggtc
agggcagccc
gaaccaggtc
gtgggagagc
cgacggctec
gaacgtcttc

cctctcecctg

ggtcttcecc
cctggtcaag
cagcggcegtg
cgtggtgacc
caagcccagce
accgtgeeca
ggacaccctc
cgaagacccc
gacaaagcca
tgtgcaccag
cccageccee
gtacaccctg
ggtcaaaggc
gaacaactac
caagctcacc
gcatgaggct

a

tgtcttcatce
cctgctgaat

ccaatcgggt

Al472PCT

tccaacaaag
cgagaaccac
agcctgacct
aatgggcagc
ttcttcectct
tcatgctccg

tctccgggta

ctggcgeect
gactacttcc
cacaccttcc
gtgccctecca
aacaccaagg
gcaccacctg
atgatctccc
gaggtccagt
cgggaggagc
gactggctga
atcgagaaaa
ccececatecc
ttctacccca
aagaccacac
gtggacaaga

ctgcacaacc

ttccecgecat
aacttctatc

aactcccagg

gcctcccagce
aggtgtacac
gcctggtcaa
cggagaacaa
acagcaagct
tgatgcatga

aa

gctccaggag
ccgaaccggt
cagctgtect
gcaacttcgg
tggacaagac
tggcaggacc
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctccaa
gggaggagat
gcgacatege
ctcccatgct
gcaggtggca

actacacgca

ctgatgagca
ccagagaggc

agagtgtcac
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cccecatcgag
cctgeecececa
aggcttctac
ctacaagacc
caccgtggac

ggctctgeac

cacctccgag
gacggtgtcg
acagtcctca

cacccagacc

agttgagegc

gtcagtcttc
ggtcacgtgc
cgtggacggc
cacgttccgt
gtacaagtgc
aaccaaaggg
gaccaagaac
cgtggagtgg
ggactccgac

gcaggggaac
gaagagcctc

gttgaaatct
caaagtacag

agagcaggac

1080
1140
1200
1260
1320
1380
1422

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
981

60
120
180



agcaaggaca
aaacacaaag
agcttcaaca
<210> 261
<211> 321
<212> DNA
<213> Homo

<400> 261
ggtcagccca

gccaacaagg
gcctggaagg
cagagcaaca
tcccacagaa

gccecctacag

Al472pPCT
gcacctacag cctcagcagc accctgacgc tgagcaaagce

tctacgcctg cgaagtcacc catcagggec tgagctcgec

ggggagagtg ttag

sapiens

aggccaacce cactgtcact ctgttcccge cctectctga
ccacactagt gtgtctgatc agtgacttct accégggagc
cagatggcag ccccgtcaag gcgggagtgg agaccaccaa
acaagtacgc ggccagcage tacctgagcc tgacgeccga
gctacagctg ccaggtcacg catgaaggga gcaccgtgga

aatgttcata g

Page 170

agactacgag

cgtcacaaag

ggagctccaa
tgtgacagtg
accctccaaa

gcagtggaag

gaagacagtg

240
300
324

60
120
180
240
300
321
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