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MF2926: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC AGGTCCAGCT GCAGCAGTCT GGACCTGAGC TGGTGAAACC

TGGGGCTTCA

GAACTGGGTG

CATTGGZACG

ATCCTCCANC

TTACTGZGTT

CGTCTCCAGT

GTGATGATTT

AAGCAAAGTC

ACTGCCCACA

ACAGCCTACAH

AGAAGAGGGG

Amino acid sequence:

QVQLQQSGPELVKPGASVMISCKASGYSFTGYHMNWVKQSPEKSLEWIGDINPSIGT
TAHNQIFRAKATMTVDKSSNTAYMQLKSLTSEDSGVEFY CVRRGDWSEFDVWGTGTTV

CCTGCAAGGC

CTGAAAAGAG

ACCAGATTTT

TGCAGCTCAA

ACTGGTCCTT

TVSS

CDRI: GYHMNWVKQSPEKSLE
CDR2: NQIFRA

CDRS3: RGDWSFDV

SUBSTITUTE SHEET (RULE 26)

TTCTGGTTAC

CCTIGAGTGG

CAGGGCCAAG

GAGCCTGACA

CGATGICIGG

TCATTCACZTIG

ATTGGAGACA

GCCACAATGA

TCTGAAGACT

GGCACAGGGA

GCTACCACAT

TAAATCCTAG

CTGTTGACAA

CTGGAGTCIT

CCACGGTICAC
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MF2930: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCG AGGTCCAGCT GCAGCAGTCT

"GGAGCCTCA

AGCGTGGATG

CAGTGATGAT

ATCCTCTAGC

“TACTGTGCA

CTCGGTCACC

Amino acid sequence:

GTGATGATGT

AAGCAGGTIC

ACTAAGTACA

NACNGTCTACT

AGAAGTAACC

GTCTCCAGT

CCTGTAAGGT

ATGGAAAGAG

ATGAAAACTT

TGGAGCTCAG

CATTATATTIA

TTCTGGCTAC

CCTAGAGTGG

CAAGGGCAAG

CCGATTANCA

CTTTGCTATG

GGGGCTGAAC

ACCTTCACTT

ATTGGAAATT

GCCACATZGA

TCTGATGACT

GACTACTGGG

TGCTGAAGCC

CCTATCCTAT

TTCATCCITA

CTGTAGAAAA

CTGCTGTTTA

GTCAAGGAAC

EVQLQQSGAELVKPGASVMMSCKVSGYTFTSYPIAWMKQVHGKSLEWIGNFHPYSD
DTKYNENFKGKATLTVEKSSSTVY LELSRLTSDDSAVYYCARSNPLYYFAMDYWGQG

TSVTVSS

CDRI1:

CDR2:

CDR3:

SYPIAWMKQVHGKSLE

NENFKG

SNPLYYFAMDY
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WO 2015/130173

29/100

PCT/NL2015/050125

Fig. 16A, Cont'd

MF1849: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG GCCATGGCCC AGGTGCAGCT GGTGGAGTICT

“GGGAGGTCC

GCACTGGGTZC

ZGGAAGTAAT

"TCCANGANC

“TACTGTGCA

AGGTACCCTG

Amino acid sequence:

CTGAGACTCT

CGCCAGGCTIC

AAATACTATG

ACGCTGTATC

AAAGGTGACT

GTCACCGTCT

CCTGTGCAGC

CAGGCAAGGG

CAGACTCCGT

TGCANATGAN

ACGGTTICTITA

CCAGT

CTCTGGATIC

GCTGGAGTGG

GAAGGGCCGA

CAGCCTTGAGA

CICTTICTITAC

GGGGGAGGCG

ACCTTCAGTA

GTGGCAGTTA

TTCACCATZCT

GCTGAGGACA

GCCTTTGATT

TGGTCCAGCC

GCTATGGCAT

TATCATATGA

CCAGAGACAA

CGGCCGTGTA

ATTGGGGCCA

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVISYDGS
NKYYADSVKGREFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKGDYGSYSSYAFDYWG

QGTLVTVSS

CDRI: SYGMH

CDR2: VISYDGSNKYYADSVKG
CDR3: GDYGSYSSYAFDY
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MF2973: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG GCCATGGCCC AGGTGCAGCT GAAGCAGICT

"GGGGCTTCA

AAACTGGTTZG

AAGTGGTAAT

ATCCTCCAGC

ZTTCTGTGCA

AGGGACTCTG

Amino acid sequence:

GTGAAGTTGT

AGGCAGAGGC

ACTTACTACA

ACTGCCTACA

AGAGGGCCCC

GTCACCGTCT

CCTGCAAGGC

CTGGACAGGG

ATGAGAAGTT

TGCAGCTCAG

ACTATGATTA

CCAGT

GGGGCTGAGC
TTCTGGCTAC ATTTTCACTG
ACTTGAATGG ATTGCAAAAA
CAGGGGCAAG GCCACACTZGA
CAGCCTGACA TCTGAGGACT

CGACGGCCCC TGGTTTGTTIT

TGGTGAGGCC

GCTACTATAT

TTTATCCTGG

CTGCAGAAGA

CTGCTGTCTA

ACTGGGGCCA

QVQLKQSGAELVRPGASVKLSCKASGYIFTGYYINWLRQRPGQGLEWIAKIYPGSGNT
YYNEKFRGKATLTAEESSSTAYMQLSSLTSEDSAVYFCARGPHYDYDGPWEFVYWGQ

GTLVTVSS

CDRI1: GYYINWLRQRPGQGLE
CDR2: NEKFRG

CDR3: GPHYDYDGPWFVY

SUBSTITUTE SHEET (RULE 26)
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MF3004: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1 GGCCCAGCCG GCCATGGCCC AGGTGCAGCT GAAGCAGTCT GGGGCTGAGC TGGTIGAGGCC

61 TGGGGCTTCA GTGAAGCTGT CCTGCAAGGC TTCTGGCTAC ACZTTTCACTG GCTACTATAT
121 AAACTGGGTZG AAGCAGAGGC CTIGGACAGGG ACTTIGAGTGG ATTGCAAGGA TTTATCCTGG
181 AAGTGGTTAT ACTTACTACA ATGAGAAGTT CAAGGGCAAG GCCACACTGA CTIGCAGAAGA
241 ATCCTCCAGC ACTGCCTACA TGCACCTICAG CAGCCTIGACA TTTGAGGACT CTGCIGICTIA
301 TTTCTGTGCA AGACCCCACT ATGGTTACGA CGACIGGTAC TICGGTGZCT GGGGCACAGG

361 CACCACGGTC ACCGTCTCCA GT

Amino acid sequence:

QVQLKQSGAELVRPGASVKLSCKASGYTFTGYYINWVKQRPGQGLEWIARIYPGSGY
TYYNEKFKGKATLTAEESSSTAYMHLSSLTSEDSAVY FCARPHYGYDDWYFGVWGT
GTTVTVSS

CDRI: GYYINWVKQRPGQGLE
CDR2: NEKFKG
CDR3: PHYGYDDWYFGV

SUBSTITUTE SHEET (RULE 26)
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MF2971: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC AGGTGCAGCT GAAGCAGTCT

"GGGGCTTCA

AAACTGGGTG

AAGTGGCTAT

ATCCTCCAGC

ZTTCTGTGCA

GACTCTGGZC

Amino acid sequence:

GTGAAACTGT

AAGCAGAGGC

ACTTACTACA

ACTGCCTACA

AGACCTCCGG

ACCGTCTCCA

CCTGCAAGGC

CTGGACAGGG

ATGAGATTTT

TGCANCTCAG

TCTACTATGA

CT

TTCTGGCTAC

ACTTGAGTGG

CAAGGGCAGG

CAGCCTGACA

CTCGGCCTGG

GGGGCTGAGC

ACTTTCACTG

ATTGCAAGGA

GCCACACTZGA

TCTGAGGACT

TTTGCTTACT

TGGTGAGGCC

CCTACTATAT

TTTATCCTGG

CTGCAGACGA

CTGCTGTCTA

GGGGCCAAGG

QVQLKQSGAELVRPGASVKLSCKASGYTFTAYYINWVKQRPGQGLEWIARIYPGSGY
TYYNEIFKGRATLTADESSSTAYMQLSSLTSEDSAVYFCARPPVYYDSAWFAYWGQG

TLVTVSS

CDRI1:

CDR2:

CDR3:

AYYINWVKQRPGQGLE

NEIFKG

PPVYYDSAWFAY

SUBSTITUTE SHEET (RULE 26)
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MF3025: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1 GGCCCAGCCG GCCATGGCCC AGGTGCAGCT GAAGCAGTCT GGGGCTGAGC TGGTIGAGGCC

61 TGGGACTTICA GTGAAGCTGT CCTGCAAGGC TTCTGGCTAC ACZTTTCACTG GCTACTATAT
121 AAACTGGGTZG AAGCAGAGGC CTIGGACAGGG ACTTIGAGTGG ATTGCAAGGA TTTATCCTGG
181 AAGTGGTTAT ACTTACTACA ATGAGAAGTT CAAGGGCAAG GCCACACTGA CTIGCAGAAGA
241 ATCCTCCAAC ACTGCCTATA TGCACCTICAG CAGCCTIGACA TTTGAGGACT CTGCIGICTIA
301 TTTCTGTGCA AGGCCCCACT ATGGTTACGA CGACIGGTAC TICGCTGZCT GGGGCACAGG

361 GACCACGGTC ACCGTCTCCA GT

Amino acid sequence:

QVQLKQSGAELVRPGTSVKLSCKASGYTFTGYYINWVKQRPGQGLEWIARIYPGSGY
TYYNEKFKGKATLTAEESSNTAYMHLSSLTSEDSAVYFCARPHYGYDDWYFAVWGT
GTTVTVSS

CDRI: GYYINWVKQRPGQGLE
CDR2: NEKFKG
CDR3: PHYGYDDWYFAV

SUBSTITUTE SHEET (RULE 26)
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MF2916: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG GCCATGGCCC AGGTCCAGCT GCAGCAGICT

"GGGGCTTCA

AAACTGGGTG

CAGTGGTCAT

ATCCTCCAGC

ZTTCTGTGCA

AAGAACCTCG

Amino acid sequence:

GTGAAGCTGT

AAGCAGAGGC

ACTTICCTACA

ACTGCCTACA

AGACCTATCT

GTCACCGTCT

CCTGCAAGGC

CTGGACAGGG

ATGAGAAGTT

TGCAGCTCAG

ACTTTGATTA

CCAGT

GGGGCTGAGC
TTCTGGCTAC ACZTTITCACTG
ACTTGAGTGG ATTGCAAGGA
CAAGGGCAAG GCCACACTZGA
CAGCCTGACA TCTGAGGACT

CGCAGGGGGG TACTTCGATG

TGGTGAGGCC

GCTACTATAT

TTTATCCTGG

CTACAGAAAA

CTGCTGTCTA

TCTGGGGCAC

QVQLQQSGAELVRPGASVKLSCKASGYTFTGYYINWVKQRPGQGLEWIARIYPGSGH
TSYNEKFKGKATLTTEKSSSTAYMQLSSLTSEDSAVYFCARPIYFDYAGGYFDVWGTR

TSVTVSS

CDRI1:

CDR2:

CDR3:

GYYINWVKQRPGQGLE

NEKFKG

PIYFDYAGGYFDV

SUBSTITUTE SHEET (RULE 26)
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MF3958: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC AGGTGCAGCT GGTGCAGTCT

“GGCGCCAGC

CAACTGGGTZC

CTCCGGCTAC

GAGCACCAGC

CTTCIGCGCC

CACCCTGGZC

Amino acid sequence:

GTGAAGCTGA

CGACAGGCCC

ACCAGCTACG

ACCGCCTACA

AGACCCCCCG

ACCGTCTCCA

CCTGCAAGGC

CAGGCCAGGG

CCCAGAAGTT

TGGANCTGAG

TGTACTACGA

CT

CAGCGGCTAC

CCTGGAATGG

CCAGGGCAGA

CAGCCTIGCGG

CAGCGCTTGG

GGCGCCGAAG

ACCTTCACCG

ATCGGCAGAA

GCCACCCTZGA

AGCGAGGATA

TTTGCCTACT

TGAAGAAACC

CCTACTACAT

TCTACCCCGG

CCGCCGACGA

CCGCCGTGTA

GGGGCCAGGG

QVQLVQSGAEVKKPGASVKLSCKASGYTFTAYYINWVRQAPGQGLEWIGRIYPGSGY
TSYAQKFQGRATLTADESTSTAYMELSSLRSEDTAVY FCARPPVYYDSAWFAYWGQG

TLVTVSS

CDRI1:

CDR2:

CDR3:

AYYIN

RIYPGSGYTSYAQKFQG

PPVYYDSAWFAY

SUBSTITUTE SHEET (RULE 26)
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Fig. 16A, Cont'd

MF3031: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1 GGCCCAGCCG GCCATGGCCC AGGTCCAGCT GCAGCZAGTCT GGGGCTGAGC TGGTGAGGCC

61 TGGGGCTTCA GTGAAGCTGT CCTGCAAGGC TTCTGGCTAC ACZTTTCACTG CCTIACTATAT
121 AAACTGGGTZG AAGCAGAGGC CTIGGACAGGG ACTTIGAGTGG ATTGCAAAGA TTTATCCTGG
181 AAGTGGTTAT ACTTACTACA ATGAGAATTT CAGGGGCAAG GCCACACTGA CTIGCAGAAGA
241 ATCCTCCAGT ACTGCCTACA TACANCTCAG CAGCCTIGACA TTTGAGGACT CTGCIGICTIA
301 TTTCTGTGCA AGAGGCGTICT ATGATTACGA CGGGGCCTGG TITGCTTACT GGGGCCAAGG

361 GACTCTGGTC ACCGTCTCCA GT

Amino acid sequence:

QVQLAQSGAELVRPGASVKLSCKASGYTFTAYYINWVKQRPGQGLEWIAKIYPGSGY
TYYNENFRGKATLTAEESSSTAYIQLSSLTSEDSAVYFCARGVYDYDGAWFAYWGQG
TLVTVSS

CDRI: AYYINWVKQRPGQGLE
CDR2: NENFRG
CDR3: GVYDYDGAWFAY

SUBSTITUTE SHEET (RULE 26)
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MF3991: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):
1 GGCCCAGCCG GCCATGGCCC AGGTGCAGCT GGTGCAGTCT GGCGCCGAAG TGAAGAAACC
61 TGGCGCCAGC GTGAAGCTGA CCTGCAAGGC CAGCGGCTAC ACCTTCACCG CCTACTACAT
121 CAACTGGGTC CGACAGGCCC CAGGCCAGGG CCTGSAATGG ATCGGCAGAA TCTACCCCGG
181 CTCCGGCTAC ACCAGCTACG CCCAGAAGTT CCAGGGCAGA GCCACCCTGA CCGCCGACGA
241 GAGCACCAGC ACCGCCTACA TGGAACTGAG CAGCCTGCGG AGCGAGGATA CCGCCGTGTA
301 CTTCTGCGCC AGACCCCACT ACGGCTACGA CGACTGGTAC TTCGGCGT-GT GGGGCCAGGG

361 CACCCTGGTC ACCGTCTCCA GT

Amino acid sequence:

QVQLVQSGAEVKKPGASVKLSCKASGYTHTAYYINWVRQAPGQGLEWIGRIY PGSGY
TSYAQKFQGRATLTADESTSTAYMELSSLRSEDTAVYFCARPHYGYDDWYFGVWGQ
GTLVTVSS

CDR1: AYYIN
CDR2: RIYPGSGYTSYAQKFQG
CDR3: PITYGYDDWYI'GV

SUBSTITUTE SHEET (RULE 26)
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MF3178: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC AGGTGCAGCT GGTGCAGTCT

"GGGGCCTCA

GCACTGGGTG

CAGTGGTIGGC

GTCCATCAGC

“TACTGTGCA

Amino acid sequence:

GTGAAGGTCT

CGACAGGCCC

ACAAACTATG

ACANGCCTACA

AGAGATCATG

ACCCTGGTCA

CCTGCAAGGC

CTGGACAAGG

CACAGAAGTT

TGGAGCTGAG

CTTCTCGTICA

CCGTCTCCAG

TTCTGGATAC

GCTTGAGTGG

TCAGGGCAGG

CAGGCTGAGA

TTTCTGGICT

T

GGGGCTGAGG

ACCTTCACCG

ATGGGATGGA

GTCACGATGA

TCTGACGACA

TACTGGGGCT

TGAAGAAGCC

GCTACTATAT

TCAACCCTAA

CCAGGGACAC

CGGCTGTGTA

TTCATTATTG

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCARDHGSRHEFWSYWGE

DYWGQGTLVTVSS

CDRI: GYYMH

CDR2: WINPNSGGTNYAQKFQG
CDRS3: DHGSRHFWSYWGFDY

SUBSTITUTE SHEET (RULE 26)
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MF3176: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG GCCATGGCCG AGGTGCAGCT GTTGGAGICT

“GGGGGGTCC

GAGCTGGGZC

ZGGTGGTAGC

"TCCANGANC

“TACTGTGCA

AGGTACCCTG

Amino acid sequence:

CTGAGACTCT

CGCCAGGCTIC

ACATACTACG

ACGCTGTATC

AGAGATTGGT

GTCACCGTCT

CCTGTGCAGC

CAGGGAAGGG

CAGACTCCGT

TGCANATGAN

CGTACCCGCC

CCAGT

CTCTGGATIC

GCTGGAGTGG

GAAGGGCCGG

CAGCCTTGAGA

GTACTACTGG

GGGGGAGGCT

ACCTTTAGCA

GICTICAGCTA

TTCACCATZCT

GCCGAGGACA

GGCTTTGATT

TGGTACAGCC

GCTATGCCAT

TTAGTGGTAG

CCAGAGACAA

CGGCTGTGTA

ATTGGGGCCA

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAISGSGGS
TYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDWWYPPYYWGEDYWG

QGTLVTVSS

CDR1: SYAMS

CDR2: AISGSGGSTYYADSVKG
CDR3: DWWYPPYYWGEDY

SUBSTITUTE SHEET (RULE 26)
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MF3163: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC AGGTGCAGCT GGTGCAGTCT

"GGGGCCTCA

GCACTGGGTG

CAGTGGTIGGC

GTCCATCAGC

“TACTGTGCA

Amino acid sequence:

GTGAAGGTCT

CGACAGGCCC

ACAAACTATG

ACANGCCTACA

AAAGATTCTT

ACCCTGGTCA

CCTGCAAGGC

CTGGACAAGG

CACAGAAGTT

TGGAGCTGAG

ACTCTCGICA

CCGTCTCCAG

TTCTGGATAC

GCTTGAGTGG

TCAGGGCAGG

CAGGCTGAGA

TTTCTACTICT

T

GGGGCTGAGS

ACCTTCACCG

ATGGGATGGA

GTCACGATGA

TCTGACGACA

TGGTGGGCCT

TGAAGAAGCC

GCTACTATAT

TCAACCCTAA

CCAGGGACAC

CGGCCGTGTA

TTCATTATTG

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAKDSYSRHEYSWWAF

DYWGQGTLVTVSS

CDRI: GYYMH

CDR2: WINPNSGGTNYAQKFQG
CDRS3: DSYSRHFYSWWAFDY

SUBSTITUTE SHEET (RULE 26)
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MF3099: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1
61
121
181
241
301

361

Amino acid

GGCCCAGCCG GCCATGGCCG AGGTCCAGCT GCAGCZAGCCT GGGGCTIGAGC

“GGGACTTICA

GCACTGGGZA

TGATAGTTAT

ATCCTCCAGC

TTACTGTGCA

AACCTCGGZC

sequence:

GTGAAGTTGT

AAGCAGAGGC

ACTACCTACA

ATAGCCTACA

AGAGGGGGAG

ACCGTCTCCA

CCTGCAAGGC

CTGGACAAGG

ATCAAAAGTT

TGCAGCTCAG

ATTACGACGA

CT

TTCTGGCTAC

CCTTGAGTGG

CAAGGGCAAG

CAGCCTGACA

GGGAGGTGCT

ACCTTCACCA

ATCGGAATTC

GCCACATTAA

TCTGAGGACT

ATGGACTACT

TGGTGAGGCC

GCTACTGGAT

TTGATCCTTC

CAGTAGACAC

CTGCGCTCTA

GGCGGTCAAGG

EVQLQQPGAELVRPGTSVKLSCKASGYTFTSYWMHWVKQRPGQGLEWIGILDPSDSY
TTYNQKFKGKATLTVDTSSSIAYMQLSSLTSEDSALYYCARGGDYDEGGAMDYWGQ

GTSVTVSS

CDRI1:

CDR2:

CDR3:

SYWMH

ILDPSDSYTTYNQKFKG

GGDYDEGGAMDY

SUBSTITUTE SHEET (RULE 26)
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MF3307: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC

"GGGGCCTCA

GCACTGGGTG

CAGTGGTIGGC

GTCCATCAGC

“TACTGTGCA

Amino acid sequence:

GTGAAGGTCT

CGACAGGCCC

ACAAACTATG

ACANGCCTACA

AGAGGTTICIC

ACCCTGGTCA

AGGTGCAGCT

CCTGCAAGGC

CTGGACAAGG

CACAGAAGTT

TGGAGCTGAG

CTAAACGICT

CCGTCTCCAG

GGTGCAGTICT

TTCTGGATAC

GCTTGAGTGG

TCAGGGCAGG

CAGGCTGAGA

GTCTAACTAC

T

GGGGCTGAGG

ACCTTCACCG

ATGGGATGGA

GTCACGATGA

TCTGACGACA

TTCAACGCCT

TGAAGAAGCC

GCTACTATAT

TCAACCCTAA

CCAGGGACAC

CGGCCGTGTA

TTCATTATTG

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCARGSRKRLSNYFNAFD

YWGQGTLVTVSS

CDRI1: GYYMH

CDR2: WINPNSGGTNYAQKFQG
CDR3: GSRKRLSNYFNAFDY

SUBSTITUTE SHEET (RULE 26)
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Fig. 16C

a) Common Light Chain

DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWY QQKPGKAPKLLIYAASSLQSGVP
SREFSGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPPTFGQGTKVEIKRTVAAPSVEIEFP
PSDEQLKSGTASVVCLLNNIYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLS
STLTL.SKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

Fig. 16D

heavy chain for erbB-2 binding

QVQLVQSGAEVKKPGASVKLSCKASGYTFTAYYINWVRQAPGQGLEWIGRIYPGSGY
TSYAQKFQGRATLTADESTSTAYMELSSLRSEDTAVYFCARPPVYYDSAWFAYWGQG
TLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVH
TFPAVLQSSGLYSLSSVVTVPSSSLOTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VIINAKTKPREEQYNSTYRVVSVLTVLIIQDWLNGKEYKCKVSNKALPAPIEKTISKAK
GQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

heavy chain for erbB-3 binding

QVQLVQSGAEVKKPGASVKVSCRKASGYTFTGYYMHWVRQAPGQGLEWMGWINPNS
GOTNYAQKFQGRVTMTRDTSISTAYMET.SRT.RSDDTAVYYCARDHGSRHFWSYWGT
DYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSG
ALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

SUBSTITUTE SHEET (RULE 26)
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MF2889: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCG AGGTCCAGCT GCAGCAGTCT GGAGCTGAGC

TGGGACTTCA

AGAGTGGGTA

AGGTGGTGGT

ATCCTCCAGC

TTTCTGZGCA

CTCCCTICACC

GTGAAGGTGT

AAGCAGAGGC

ACTATCTACA

ACTGCCTACA

AGAGGAGACT

CTCZCCACT

Amino acid sequence:

CCTGCAAGGC

CTGGCCAGGG

ATGAGAAGTT

TGCAGCTICAG

ATGATTACAA

TTCTGGATAC

CCTTGAGTGG

CAAGGGCAAG

CGGCCTGACA

ATATGCTATG

GCCTTCACTA

ATTGGAGTGA

GCAACACTGA

TCTGAGGACT

GACTACTGGG

TGGTAAGGCC

ATTATTTGAT

TTZATCCTGA

CTGCAGACAA

CTGCGGICTIA

GTCAAGGAAC

EVQLQQSGAELVRPGTSVKVSCKASGYAFTNYLIEWVKQRPGQGLEWIGVIYPEGGG
TIYNEKFKGKATLTADKSSSTAYMQLSGLTSEDSAVYFCARGDYDYKYAMDYWGQG

TSVTVSS

CDRI: NYLIE

CDR2: VIYPEGGGTIYNEKFKG
CDR3: GDYDYKYAMDY

SUBSTITUTE SHEET (RULE 26)
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Fig. 16E, Cont'd

MF2913: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end ol leader peptide):

61

121

181

241

301

GGCCCAGCCG

GCCATGGCCG

TGGCGCTTCA

GGACTGGGTG

CAGTGGZGGT

GTCCTCCAGC

TTATTGZTICA

GTGAAGATAT

AAGCAGAGCC

GTTATCTACA

GCAGCCTACA

AGAGGACTGT

AGGTCAAGCT

CCTGCAAGGC

ATGGAAAGAG

ACCAGAAGTT

TGGAGCTCCG

GGGATGCTAT

GCAGCAGTICT

TTCTGGTTAC

CCTCGAATGG

CAGGGGCAAG

CAGCCTGACA

GGACTCCTGG

GGACCTGAGC

TCATTCACTG

ATTGGAAATA

GTCACATTGA

TCTGAGGACA

GGTCAAGGAA

TGGTGAAGCC

ACTACAAAAT

TTAATCCTAA

CTGTTGACAG

CTGCAGTCTA

CCZCGGTCAC

361 CGTCTICCAGT

Amino acid sequence:

EVKLQQSGPELVKPGASVKISCKASGYSFTDYKMDWVKQSHGKSLEWIGNINPNSGG
VIYNQKFRGKVTLTVDRSSSAAYMELRSLTSEDTAVYYCSRGLWDAMDSWGQGTSVT
VSS

CDRI: DYKMDWVKQSHGKSLE
CDR2: NQKFRG
CDR3: GLWDAMDS

SUBSTITUTE SHEET (RULE 26)
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Fig. 16E, Cont'd

MF1847: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end ol leader peptide):

1 GGCCCAGCCG GCCATGGCCC AGGTGCAGCT GGIGGAGICT GGGGGAGGCG TGGTCCAGCC

61 TGGGAGGTCC CTGAGACTCT CCTGTIGCAGC CTCIGGATIC ACCTITCAGTA GCTATGGCAT
121 GCACTGGGTIC CGCCAGGCTC CAGGCAAGGG GCIGGAGTIGG GTGGCAGTITA TATCATATGA
181 TGGAAGTAAT AAATACTATG CAGACTCCGT GAAGGGCCGA TTCACCATCT CCAGAGACAA
241 TTCCAAGAAC ACGCTGTATC TGCAAATGAA CAGCCTGAGA GCTGAGGACA CGGCCGTGTA
301 TTACTGTZGCA AAAGGTTGGT GGCATCCGCT GCTGTCTGGC TTITGATTATT GGGGCCAAGG

361 TACCCTGGTC ACCGICTCCA GT

Amino acid sequence:

QVQLVESGGGVVQPGRSLRISCAASGFTFSSYGMHWVRQAPGKGLEWVAVISYDGS
NKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKGWWHPLLSGFDYWG
QGTLVTVSS

CDR1: SYGMH
CDR2: VISYDGSNKYYADSVKG
CDR3: GWWHPLLSGFDY

SUBSTITUTE SHEET (RULE 26)
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Fig. 16E, Cont'd

MF3001: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end ol leader peptide):

61

121

181

241

301

SGCCCAGCCG

GCCATGGCCG

TGGGGCCTICA

GCACTGGGTA

TACTGGTTAT

ATCCTCCAAC

TTACTGTZACA

GTGAAGCTGT

AAACAGAGGC

ATTAAGAACA

ACAGCCTACA

AGAGAAGGGA

AGGTCCAGCT

CCTGCAAGAC

CTGGACCGGG

ATCAGAAGTT

TGCAGCTGAA

TAACTGCGTT

GCAGCAGTCT

TTCTGGCTAC

TCTGGAATGG

CAAGGACAAG

CAGCCTGACA

TACTTACTGG

GGGGCTGAAC

AACTTTCCTA

ATTGGATACA

GCCACCTTIGA

TATGAGGACT

GGCCAAGGGA

TGGCAAAACC

TCZACTGGAT

TTAATCCTAG

CTGCAGACAA

CTGCAGICTIA

CTCTGGTCAC

361 CGTICTCCAGT

Amino acid sequence:

EVQLQQSGAELAKPGASVKLSCKTSGYNFPIYWMHWVKQRPGRGLEWIGYINPSTGY
IKNNQKFKDKATLTADKSSNTAYMQLNSLTYEDSAVYYCTREGITGFTYWGQGTLVT
VSS

CDR1: IYWMHWVKQRPGRGLE
CDR2: NQKFKD
CDR3: EGITGFTY

SUBSTITUTE SHEET (RULE 26)
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MF1898: heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end ol leader peptide):

1 GGCCCAGCCG GCCATGGCCC AGGTGCAGCT GGIGGAGICT GGGGGAGGCG TGGTCCAGCC

61 TGGGAGGTCC CTGAGACTCT CCTGTIGCAGC CTCTGGATTC ACCTICAGSTA GCTATGGCAT

121 GCACTGGGTIC CGCCAGGCTC CAGGCAAGGG GCIGGAGIGG GTGGCAGITA TATCATATGA

181 TGGAAGTAAT AAATACTATG CAGACTCCGT GAAGGGCCGA TTCACCATCT CCAGAGACAA

241 TTCCAAGAAC ACGCTIGTATC TGCAAATGAA CAGCCTGAGA GCTGAGGACA CGGCCGIGTA

301 TTACTGZGCA AAAGATGGTT TCCGTCGTAC TACTCIGTCT GGCTTTGATT ATTGGGGCCA

361 AGGTACCCTG GTICACCGTICT CCAGT

Amino acid sequence:

QVQILVESGGGVVQPGRST.RI.SCAASGFTFSSYGMHWVRQAPGKGTEWVAVISYDGS
NKYYADSVKGRIFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDGTRRTTLSGTDYW
GQGTLVTVSS

CDRI1: SYGMH

CDR2: VISYDGSNKYYADSVKG

CDR3: DGFRRTTLSGFDY

SUBSTITUTE SHEET (RULE 26)
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MF3003 heavy chain variable region sequence of an erbB-2 binding antibody

Nucleic acid sequence (underlined sequence encodes end ol leader peptide):

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC

TGGGGCCTICA

GAACTGGGTG

AGATGGAGAT

ATCCTCCAGC

CTICTGZGCA

TCTGGTCACC

GTGAAGATTT

AAGCAGAGGC

ATTAACTACA

ACAGCCCACC

AGAGGACAGC

GTCZCCAGT

Amino acid sequence:

AGGTGCAGCT

CCTGCAAGGC

CTGGAAAGGG

ATGGGAAGTT

TGCAACTCAA

TCGGACTAGA

GAAGCAGTICT

TTCTGGCGAC

TCTTGAGTGG

CAAGGGCAAG

CAGCCTGACA

GGCCTGGTTT

GGACCTGAGC

GCATTCAGTT

ATTGGACGGA

GCCACACTGA

TCTGAGGACT

GCTTATTGGG

TGGTGAAGCC

ACZCCTGGAT

TTZATCCTGG

CTGCAGACAA

CTGCGGTCTA

GCCAGGGGAC

QVQLKQSGPELVKPGASVKISCKASGDAFSYSWMNWVKQRPGKGLEWIGRIYPGDG
DINYNGKFKGKATLTADKSSSTAHLQLNSLTSEDSAVYFCARGQLGLEAWFAYWGQ

GTLVTVSS

CDR1: YSWMNWVKQRPGKGLE
CDR2: NGKFKG

CDRS3: GQLGLEAWFAY

SUBSTITUTE SHEET (RULE 26)
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MF6058: hcavy chain variable region scquence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

CCCCCACCCC

CCCATCCCCC

TGGGGCCTCA

GCACTGGGTG

AAGTGGTGGC

GZCCACAAGC

TZACTGTGCA

GGGCCAAGGT

Amino acid sequence:

GTGAAGGTICA

CGACAGGCCC

ACAAACTATG

ACAGCCTACA

AGAGNTCATG

ACCCLGGICA

ACCTCCACCT

CCTGCAAGGC

CTGGACAAGC

CAAAGAAGTT

TCCAGCTGAG

GTTCTCGTCA

CCGLCICCAG

CCTCCACTCT

TTCTGGATAC

TCTTGAGTGG

TCAGGGCAGG

CAGGCTGAGA

TTTCTGGTICT

T

CCOCCTCACC

ACCTTCACCG

ATGGGATGGA

GTCTCTATGA

TCTGACGACA

TACTGGGGCT

TCAACAACCC

GCTACTATAT

TCAACCCTCA

CCAGGGAGAC

CGGCTACGTA

TTGATTATTG

QVQLVQSGADVKKPGASVKVTCKASGYTFTGYYMHWVRQAPGQALEWMGWINPQS
GGTNYAKKFQGRVSMTRETSTSTAYMQLSRLRSDDTATYYCARDHGSRHFWSYWGE

DYWGQGTLVTVSS

CDRI1: GYYMH

CDR2: WINPQSGGTNYAKKFQG
CDRS3: DHGSRHFWSYWGFDY
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MF6061: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end ol leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC ACGTGCAGCT GGTIGCAGTCT GGGGCTGAGG

TGGGGCCTCA

GCACTGGGTIG

GAGTGGTGGC

GZCCACCAGC

TZACTGTGCA

GGGCCANGGT

GTGAAGGICT

CGACAGGCCC

ACAAACTATG

ACAGCCTACA

AGAGATCATG

ACCCTIGGTCA

CCTGCAAGGC

CTGGACAAGG

CACAGAAGTT

TCGAGCTGAG

GITCTCGTCA

CCGICTCCAG

TTCTGGATAC

GCTTGAGTGG

TAAGGGCAGG

CAGGCTGAGA

TTTCTGGTICT

T

ACCTTCACCG

ATGGGATGGA

GTCACGATGA

TCTGACGACA

TACTGGGGCT

TGAAGAAGCC

GCTACTATAT

TCAACCCTCA

CCAGGGACAC

CGGCTGTGTA

TTGATTATTG

Amino acid sequence:

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPQS
GGTNYAQKFKGRVTMTRDTSTSTAYMELSRLRSDDTAVYYCARDHGSRHFWSYWGK
DYWGQGTLVTVSS

CDRI: GYYMH
CDR2: WINPQSGGTNYAQKFKG
CDR3: DHGSRHFWSYWGFDY
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MF6065: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end ol leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG

GCCATGGCCC ACGTGCAGCT GGTIGCAGTCT GGGGCTGAGG

TGGGGCCTCA

GCACTGGGTIG

GZCCACCAGC

TZACTGTGCA

GGGCCANGGT

Amino acid sequence:

GTGAAGGICT

CGACAGGCCC

ACAAACTATG

ACAGTGTACA

AGAGATCATG

ACCCTIGGTCA

CCTGCAAGGC

CTGGACAAGG

CACAGAAGTT

TCGAGCTGAG

GITCTCGTCA

CCGICTCCAG

TTCTGGATAC

GCTTGAGTGG

TCAGGGCAGG

CAGGCTGAGA

TTTCTGGTICT

T

ACCTTCACCT

ATGGGATGGA

GTCACGATGA

TCTGAGGACA

TACTGGGGCT

TGAAGAAGCC

CTTACTATAT

TCAACCCTCA

CCAGGGACAC

CGGCTGTGTA

TTGATTATTG

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYYMHWVRQAPGQGLEWMGWINPQG
GSTNYAQKFQGRVTMTRDTSTSTVYMELSRLRSEDTAVYYCARDHGSRHFWSYWGTF

DYWGQGTLVTVSS

CDRI1: SYYMH

CDR2: WINPQGGSTNYAQKFQG
CDRS3: DHGSRHFWSYWGFDY
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Fig. 21C (a)
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Amino acid alignment of MF3178 variants
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Nucleic acid alignment of MF3178 variants (without end of leader sequence)
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............................. O €
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............................................................. CT.

..................... O

CDR2

AGTGGATGGGA TGGATCAACCCTAACAGTGGTGGCACAAACTATGCACAGAAGTTTCAGGGC AGGGT
....................... A e i e e A s e
....................... O
....................... O

.l oot G.oooutn CA. . e e e

....................... e e e e e e

....................... €
CDR3

GGCTGTGTATTACTGTGCAAGA GATCATGGTTCTICGTCATTTCTGGICTTACTGGGGCTTTGATTAT
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DNA sequences of MF3178 variants (without end of leader sequence)

MF6055

>ME6055_VH
caggtgcagctggtgcagtctggggctgacgtgaagaagectggggectcagtgaaggtctectgcaagyg
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcccectggacaagetcttgagtyg
gatgggatggatcaacccttctagtggtggcacaaactatgcaaagaagtttcagggcagggtcacgatyg
accagggagacgtccacaagcacagcctacatggagctgagcaggctgagatctgacgacacggctacgt
attactgtgcaagagatcatggttctcgtcatttctggtcttactggggctttgattattggggccaagyg
taccctggtcaccgtctecagt

MF6056

>ME6056_VH
caggtgcagctggtgcagtctggggctgacgtgaagaagcctggggectcagtgaaggtcacgtgcaagg
cttctggatacaccticaccggetactatatgcactgggtgecgacaggceccectggacaagetettgagtg
gatgggatggatcaacccttctagtggtggcacaaactatgcaaagaagtttcagggcagggtctctatyg
accagggagacgtccacaagcacagcctacatgcagcectgagcaggctgagatctgacgacacggctacgt
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggetttgattattggggccaagy
taccctggtcaccgtcectecagt

MF6057

>MF6057_VH
caggtgcagctggtgcagtctggggctgatgtgaagaagecctggggectcagtgaaggtcacgtgcaagg
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcecccecctggacaagggcecttgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccatcagcacagcectacatgcagcectgagcaggctgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtettactggggetttgattattggggccaagyg
taccctggtcaccgtctcecagt

MF6058

>ME6058_VH
caggtgcagctggtgcagtctggggetgacgtgaagaagectggggcectcagtgaaggt.cacgtgcaagg
cttctggatacaccttcaccggectactatatgcactgggtgcgacaggcccectggacaagetcecttgagtyg
gatgggatggatcaaccctcaaagtggtggcacaaactatgcaaagaagtttcagggcagggtctctatyg
accagggagacgtccacaagcacagectacatgcagetgagecaggectgagatcetgacgacacggetacgt
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggctttgattattggggccaagyg
taccctggtcaccgtctceccagt
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MF6059

>ME6059_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgcaagyg
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcccectggacaagggcttgagtyg
gatgggatggatcaaccctggcagtggttctacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccatcagcacagcectacatggagctgagcaggctgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtcttactggggctttgattattggggccaagyg
taccctggtcaccgteteccagt

MF6060

>MF6060_VH
caggtgcagctggtgcagtctggggctgacgtgaagaagectggggectcagtgaaggtctectgcaagyg
cttectggatacaccttcaccggctactatatgcactgggtgecgacaggeccctggacaagetettgagtyg
gatgggatggatcaaccctcaaagtggtggcacaaactatgcaaagaagtttcagggcagggtcacgatyg
accagggagacgtccacaagcacagcctacatggagcectgagcaggctgagatctgacgacacggctacgt
attactgtgcaagagatcatggttctcecgtcatttcectggtcettactggggetttgattattggggccaagy
taccctggtcaccgtctcecagt

MF6061

>ME60€1_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggectcagtgaaggtctectgcaagg
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcccecctggacaagggcttgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttaagggcagggtcacgatyg
accagggacacgtccaccagcacagcctacatggagctgagcaggctgagatctgacgacacggcetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggctttgattattggggccaagyg
taccctggtcaccgtctcecagt

MF6062

>MF6062_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagectggggcectcagtgaaggtctectgcaagy
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcecccecctggacaagggcecttgagtyg
gatgggatggatcaaccctggcagtggttctacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccacaagcacagcectacatggagctgagecaggcetgagatectgacgacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggectttgattattggggccaagyg
taccctggtcaccgtcectcecagt
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MF6063

>ME60€3_VH
caggtgcagctggtgcagtctggggctgagagtgaagaagectggggcectcagtgaaggtctectgcaagyg
cttectggatacaccttcaccggcectactatatgecactgggtgcgacaggcccctggacaagggcettgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcaaagaagtttcagggcagggtcacgatyg
accagggacacglccaccagcacagceclacalggagcelgagcaggclygagalceclgacgacacggelglgl
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggctttgattattggggccaagyg
taccctggtcaccgtcectecagt

MF6064

>MF6064_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagecctggggectcagtgaaggtctectgcaagg
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcecccecctggaaaggggcttgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccacgagcacagcctacatggagctgagcaggctgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtcttactggggetttgattattggggccaagyg
taccctggtcaccgtctecagt

MF6065

>MF6065_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgcaagyg
cttctggatacaccttcacctcecttactatatgcactgggtgcgacaggcccectggacaagggcttgagtyg
gatgggatggatcaaccctcaggggggttctacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccaccagcacagtgtacatggagctgagcaggctgagatctgaggacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtcttactggggctttgattattggggccaagyg
taccctggtcaccgtctecagt

MF6066

>MF60€66_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggectcagtgaaggtctectgcaagg
cttctggatacaccticaccggetactatatgcactgggtgecgacaggeccectggacaagggcettgagtg
gatgggatggatcaaccctcagagtggttctacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccaccagcacagcctacatggagectgagetcectetgagatcectgaggacacggectgtgt
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggetttgattattggggccaagy
taccctggtcaccgtcectecagt
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MF6067

>ME60€7_VH
caggtgcagctggtgcagtctggggctgagagtgaagaagectggggcectcagtgaaggtctectgcaagyg
cttectggatacaccttcaccggcectactatatgecactgggtgcgacaggcccctggacaagggcettgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacglccaccagcacaglclacalggagceclgagelceclelgagalclgacgacacggcelglgl
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggctttgattattggggccaagyg
taccctggtcaccgtcectecagt

MF6068

>MF6068_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagecctggggectcagtgaaggtctectgcaagg
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcecccecctggacaagggcecttgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccaccagcacagcctacatggagctgagcaggctgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtcttactggggetttgattattggggccaagyg
taccctggtcaccgtctecagt

MF6069

>MF6069_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgcaagyg
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcccectggacaagggcttgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccatcagcacagcectacatggagctgagcaggctgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtcttactggggctttgattattggggccaagyg
taccctggtcaccgtctecagt

MF6070

>MF6070_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggectcagtgaaggtctectgcaagg
cttctggatacaccticacctettactatatgcactgggtgecgacaggecccecctggacaagggcettgagtg
gatgggatggatcaacccttctgggggttctacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccaccagcacagtgtacatggagctgagcaggctgagatcectgaggacacggctgtgt
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggetttgattattggggccaagy
taccctggtcaccgtcectecagt
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MF6071

>ME6071_VH
caggtgcagctggtgcagtctggggctgagagtgaagaagectggggcectcagtgaaggtctectgcaagyg
cttectggatacaccttcaccggcectactatatgecactgggtgcgacaggcccctggacaagggcettgagtyg
gatgggatggatcaacccttctagtggttctacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacglccaccagcacagceclacalggageclgagelceclelgagalceclgaggacacggcelglgl
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggctttgattattggggccaagyg
taccctggtcaccgtcectecagt

MF6072

>ME6072_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgcaagg
cttctggatacaccttcaccggcectactatatgcactgggtgcgacaggcccecctggacaagggcttgagtyg
gatgggatggatcaacccttctagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccaccagcacagtctacatggagctgagcectctcectgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggctttgattattggggccaagyg
taccctggtcaccgtctcecagt

MF6073

>MF6073_VH
caggtgcagctggtgcagtctggggctgaggtgaagaagectggggcecctcagtgaaggtctectgcaagyg
cttctggatacaccttcaccggctactatatgcactgggtgcgacaggcccecctggacaagggcettgagtyg
gatgggatggatcaacccttctagtiggtggcacaaactatgcacagaagtttcagggcagggt.cacgatg
accagggacacgtccaccagcacagcecctacatggagcectgagcaggcectgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctcgtcatttctggtcttactggggetttgattattggggccaagyg
taccctggtcaccgtctccagt

MF6074

>ME6074_VH
caggtgcagctggtgcagtctggggctgagagtgaagaagectggggcectcagtgaaggtctectgcaagyg
cttectggatacaccttcaccggcectactatatgecactgggtgcgacaggcccctggacaagggcettgagtyg
gatgggatggatcaacccttctagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacglccalcagcacageclacalggagcelgagcaggcelgagalceclgacgacacggelglgl
attactgtgcaagagatcatggttctcgtcatttctggtecttactggggctttgattattggggccaagyg
taccctggtcaccgtcectecagt
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