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SEQIDNO: 4
H-1gH1st3prime 489 48 426 0.05

NNNNNNNNNTNNNNNNNNNNNANNNNNNNNANNATAGCCCTTGNNNNGCATCCCAGGGTCACCAT
GGAGTTAGTTTGGGCAGCAGATCCAGGGGCCAGTGGATAGACAGATGGGGGTGTCGTTTTGGCTGAGGA
GACTGTGAGAGTGGTGCCTTGGCCCCAGTAGTGAGCCTCGTAATCCATCCTTGCACAGAAATAGACCGCA
GAGTCCTCAGAGGTCAATCTGCTGAGCTGCATGTAGGCTGTGCTGGAGGATTTGTCTGCAGTCAGTGTGG
CCTTGCCCTTGAACTTCTCATTGTACTTAGTATTAACATTTCCAGGATAAATCCATCCAATCCACTCAAGTCC
CTGTCCAGGCCTGTGTATCACCCACTGTATATAGTAGCTTGTGAATATGTAGCCAGAAGCCTTGCAGGATA
TCCTCACTGAAGCCCCAGGCTTCACCAGCTCAGGTCCAGACTCCTGCAGCTGCACCTCNNAATTNNNNNN
N

SEQID NO: 5
H-IgH1st5prime 486 16 450 0.05

NNNNNNNNTGGNGANCCTGGGGCTTCNGTGAGGANATCCTGCAAGGCTTCTGGCTACATATTCACAAGC
TACTATATACAGTGGGTGATACACAGGCCTGGACAGGGACTTGAGTGGATTGGATGGATTTATCCTGGAA
ATGTTAATACTAAGTACAATGAGAAGTTCAAGGGCAAGGCCACACTGACTGCAGACAAATCCTCCAGCAC

AGCCTACATGCAGCTCAGCAGATTGACCTCTGAGGACTCTGCGGTCTATTTCTGTGCAAGGATGGATTACG
AGGCTCACTACTGGGGCCAAGGCACCACTCTCACAGTCTCCTCAGCCAAAACGACACCCCCATCTGTCTAT

CCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGCTATTT
CCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTNNNNAACCTTNNN

SEQ ID NO: 6
3prime Kappa

NNNNNNNNNNNGTTTNATTNNNGCTTGGTGCCTCCTCCGAACGTCCGAGGATAATTATGATATTGTAGA
CAGTTGTTGTCTGCACAATCTTCTCACTCAAGGGTGCTGATGGGGAGAGAATAATCTGACACCCACCTACT
GCCACTGAGCCTTTTTGGGACACCTCAATCTTGAGTGGATGCGGCGTAAATCANGCGTTTAATAGTTCCGT
CTGGTTTCTGCTGAAGCCAGGTTAAGTAACCACTAATTTCCTGACTTGCCCGACGAGTGAGACTGACTCTTT
CTCCCTCAGAGGCAGATAANGAGGATGGANACTGGGTCATCTGGATGTCACATCTGGTACCTGGNAACC
NGANNCNCAAAAAANCAGCAA

SEQID NO:7
5prime Kappa

NNNNNNNNNNNNNNNNNNCNNGTCNNNTCCTCCTTATCTGCCTCTCTGGGAGAAAAAGTCCGTCTCAC
TTGTCGGGCAAGTCNAGAAATTAGTGCTTACTTAACCTGGCTTCAGCAGAGACCCCATGGAACTATTAGAC
GCCCGATCTAACCCCCATCCTCTTTAGATTCTGGTGTCCCAAAAAGGGTCCCTGCCAGGATGTCTGGGTCA

GATTATTCTATCAACATCACCATCCTTGAGTCTGAAGATTATGAAGACGATGCCTGTCTACAATATGGTAAT
TATCCTCGGAAGTTCAGTGGAGGCAACGAGCTAGAAATCTAACAGGCTGATGCTGCAACAACTGTATCCA

TCTTCCCACCATCACACCATCA

Fig. 15



