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[E1]
HmEEm BAERS T oBEES
Commen Light Chain | SEQ ID Ne. Amino Acid Sequence
AR DIQMTQSPESLEASVGDREVTITCRARQSISSYLNWYQOQKPGEAPKLLI
Vari ; 1;*; . 25 YAARSLOSGVPSRFRGASGEGTDFTLTISSLQPEDFATY YCQQSYSTPPT
sraive Regien FGQGTKVEIK
ot ETVAAPSVITFPPSDEQLKSGTASVVCLLNNFYPREAKVQWEVDNA
AR R TR . 26 LOSGNRERVTEDEKDESTY SLEETLTLEE ADYERHEVYACEVTHG
Constant Region ) -
GLESPVTESFNEGEC
[&2]
REER EAES CDRI EH%% CDR2 Eﬂ%% CDR3
Common Light Chain | SEQ ID Xo. SEQ ID No. SEQ ID No.
CDRs 26 RASQSISSVIN 27 AASBLQS 23 QQSYSTPPT
(&3]
F R BEMNES 7 i /BN
v i SEQ ID No. Aminc Acid Sequence
QVQLVQSGRELKEPGASVE VSCKASGYTFTSYAMNWYVRQAP
IGHV7-4-1 21 GOGLEWMGWINTNTGNPTYAQGEFTGRFVFSLDTSVSTAYLQE
CELEAEDTAVYYCAR
QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPG
IGHV3-33 22 KGLEWVAVIWYDGSNK YYADSVKGRFTISRDNSKNTLYLQM
NSLEAEDTAVYYCAR
[E24]
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PDi-1 YHISEQ ID No.
PRI-2 VHISEQ 1B No.
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Clone No. SEQ ID No. Amino Acid Sequence
QVQLVQSGSELKQPGASVEVSCEASGY TFTHY GLHWVRQAPGQGLEWMGWLNT
PDi1-1 1 NIENPTFAQGFTGRFVFSLDTSVITAYLQISSLKAEDTAVY YCARGDMVVPTTIWN
YYHFMDVWGENGTLVTVSES
QVOLVOQSGSELEQPGVSVEVSCEASGY TFTHYGLHWVRQAPGQGLEWMGWINT
PD1-2 P MNTGNPTYAQGFTGRFVESLDTSVETAYLQISSLKAEDTAVY YCARGDLVVPTTIWN
YYHYMEVWGKGTLVIVSS
QVOLVQSGSELKKPGASVMVSCKASGY TFTHYALHWVRQAPGQGLEWMGWLNT
PDi-3 3 NITENPTYAQGFTGRFVFELDTSVITAYLQINSLEAEDTAVY Y CARGDMVVPTTIVW
NYYYTMDVWEEGTTVIVES
OWOLVOSGRELEQPCASVEVECKASCGYTFTHY ALHWLROQAPGQGLEWMGWLNT
PDi-4 4 MNIENPTFAQGFTIGRFVFSLDTSVITAYLQISSLEAEDTAVYYCARGDMVVPTTIWN
YYHFMDVWGNGTTVIVSS
OVOLVOSGSELKQPGASVEWSCKASGYTFTHY ALHWLRQAPGQGLEWMGWLNT
PD1-5 5 NIENPTFAQGFTGRFVFSLDTSVTITAYLQISSLEKAEDTAVYYCARGDMVVPTTIWN
YYHFMDVWGQGTTVIVSS
[E6]
085 &@Jﬁ% CDRI Ei‘.ﬂﬁ*“% CBR2 Qﬁﬂﬁﬁ‘_‘ CDR3
Clone No. SEQ ID No. SEQ ID No. SEQ ID No.
Px-1 & BYGLH 7 WLNTNTENPTFAQGFIG 8 GOAVVPTTIWNY YHEMDV
PD1-2 o HYGLE 16 WINTNIGNPTYAQGFTG il GDLVVPTTIWNYYHYMEY
PD1-3 12 HYALH i3 WLNTNTENPTYAQGETG 14 GDMVVPTTIWNTY Y YYMDV
PDI-4 15 HYALH 16 WLNTNTENPTFAQGFTG 7 GDMVVPTTIWNY YHFMDY
PD1-3 18 HYALH 19 WLNTNTENPTFAQGFTG 20 GDMVVPTTIWNY VHFMDV
[E7]
oO0—->%5 | HA%ES Fz oBRHA
Clone No. SEQ ID No. Amino Acid Sequence
QVQLYVQEGGEVVQPERILELSCVASGF TFSSYGMHWVRQAPGEGLEWVAQI
CD3-2 36 WY NARKGEY SDSVREKGRFTISREDNSENTLYLOMNSLEAEDTAVY YCTRGTGY
NWEFDPWGOQGTLVTVES
(8]
FO—-HF5 BA%S ‘ BAES . BAEs
Clone Xo. SEQ ID No. CDR1 SEQ IR No. CDR2 SEQ ID No. CDR3
CD3-2 37 SYGMH 38 QIWYKARKQEYSDSVKG 3¢ GTGYNWFDP
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PD-IERHENCERT IR
—7 — LD EH T E A
BTS2 EHOE T ER

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQT
YICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELGRG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVEFNWY
VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKALPAPIEK TISKAKGQPREPQVYTDPPSREE
MTKNQVSLTCEVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQOQGNVESCSVMHEALHNH
YTQKSLSLSPG

CD3ERENCRBTLE
TV - L EE o e
BT D EHED FEF Y

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLY SLSSVVTVPSSSLGTQT
YICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELGRG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWY
VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNEKALPAPIEKTISKAKGQPREPQVYTKPPSREE
MTKNQVSLKCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLY SKLTVDKSRWQQGNVEFSCSVMHEALHNH
YTQKSLSLSPG

PD-IEHEMCERT LR
—7 - LD EHETE E T
BT2EHEONETRHE
L]

i
LM

ASTEGPSVFPLAPSSKSTSGGTAALGCLVEDYFPEPVIVS
WNSGALTSGVHTFPAVLOSSGLY SLSSVVTVPSSSLGTQT
YICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELGRG
PSVFLFPPEPKDTLDISRTPEVTCVVVDVSHEDPEVEKFNWY
VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTDPPSREE
MTENQVSLTCEVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWOQQGNVESCSVMHEALHNH
YTQKSLSLSPG

CD3ERENCRITIE
TV - LD EHEOE A
BTA2EHONETEE
1

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTOQT
YICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELGRG
PSVFLFPPKPKDTLDISRTPEVICVVVDVSHEDPEVKFNWY
VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTKPPSREE
MTENQVSLECLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDEKSRWOQQGNVESCSVMHEALHNH
YTQKSLSLSPG

[Eg10]

71— 1 5C3OVHOT I B
QYOLYQSGGGVYQPGRSLRLSCVASGF TRSSYGMHRVRQAPGKGLEWVAA TWYNGRKQDY ADSVEGRET T SRINSKN
TLYLOMNSLRAEDTAVY YCTRGTGYNRFDPRGAGTLVTYSS
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B—7 — L OPD-1#ESE M

HE—No. E hPD-i’ ‘ H= 51 JLPD-1

Kd (nmol/L} Kd {(nmol/L)
PD1-1(Bi) 0.6 0.3
PD1-2(Bi) 0.7 0.4
PD1-3(Bi) 3.8 2.0
PD1-4(Bi) 0.9 0.7
PD1-5(Bi) 0.7 0.4
PD1-6(Bi} 0.8 21.8

BE—7 - LDCDMERIRE
=R CD38/CD3s
Kd (nmolL)

CD3-2 19.2

00— No.
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