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FIG. 3A

WT-1 isoform A
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FIG. 3B

WT-1 isoform B
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FIG. 3C

WT-1 isoform D
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FIG.3D

WT-1 isoform E
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FIG. 3E

WT-1 isoform F
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FIG. 4A

Construct 3158

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQE
GPEYWDEETGKVKAHSQTDRENLRIATRAYNQSEAGSHTLOMMFGCDVGSDGR
FIRGYHOYAYDGKDYIALKEDIRSWTAADMAAQITKRKWEAAHVAFQORAYL

EGTCVDGLRRYLENGKETLORTDPPKTHMTHHPISDHEATLRCWALGFYPAEITL
TWORDGEDQTODTEL VETRPCGDGTFOKWAAVVVPSGEEQORYTCHVOHEGLP

KPLTI RWEGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGS
GGGGSGGGGSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVS
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKV
SNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFESCSVMHEALHNHYTQK
SLSLSPG

HLA-A*24:02 — double underlined
(G4S)3 and (G4S)4 — underlined
IL-2 (H16A; F42A) — bold

Human IgG1 Fc (LALA) - italicized
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FIG. 4B
Construct 2750

APTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQCL
EEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFL
NRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLOLEALLLDLOMI
LNGINNYKNPKLTRMLTAKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGEE
SGGGGSGGGGSGSHSMRYFE STSVSRPGRGEPREIAVGYVDDTQEFVREDSDAASQRMEPR
APWIEQEGPEYWDEETGKVKAHSQTDRENLRIALRAYNQSEAGSHTLOMMEGCDVGSDG
RELRGYHQYAYDGKDYTALKEDLRSWTAADMAAQI TKREKWEAAHVAEQQRAYLEGTCVD
GLRRYLENGKETLQRTDPPKTHMTHHPISDHEATLRCWALGFYPAEITLTWQRDGEDQT
QDTELVETRPCGDGTEFQKWAAVVVPSGEEQRYTCHVOHEGLPKPLTLRWEAAAGGDKTH
TCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPP SREEMTKNOVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWOOGNVEFSCSVMHEALHNHYTQKSLSLSPGK* *

IL2(H16A; F42A) — bold

(G4S)4 linker — italicized

HLA-A*2402 (Y84A; A236C) — double underlined
AAAGG linker — bold and italicized

hlgG1 Fe (L234A; L235A) — bold and underlined
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FIG. 4C
Construct 3159

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQE
PEYWDEETGKVKAHSOTDRENIRIATRAY EAGSHTLOMMFEGCDVGSDGR
FIRGYHOYAYDGKDYIALKEDIRSWTAADMAAQITKRKWEAAHVAEQORAYL

EGTCVDGLRRYLENGKETLORTDPPKTHMTHHPISDHEATLRCWALGFYPAEITL
TWORDGEDQTODTELVETRPCGDGTFQKWAAVVVPSGEEQRYTCHVOQHEGLP

KPLTIRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVICVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILN
GINNYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSK
NFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIIS
TLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

HLA-A*24:02 — double underlined
Human IgG1 Fc (LALA) — italicized
(G4S)3 and (G4S)4 — underlined
IL-2 (H16A; F42A) — bold
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FIG. 4D
Construct 2752

CMTWNOMNLGGGGSGGGGSGGGGS IQRTPKIQVYSCHPAENGKSNFLNCYVSGFHPSDI

EVDLLENGERIERVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQPKIVK
WDRDM

epitope: CMTWNQMNL — WT1 (235-243)
(G4S)3 — underlined

B2M (R12C) - italicized

FIG. 4E

Construct 2753

CYTWNQMNLGGGGSGGGGSGGGGS IQRTPKIQVYSCHPAENGKSNFLNCYVSGFHPSDIE

VDLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVITLSQPKIVEW
DRDM

epitope: CYTWNQMNL - WTI (235-243)
(G4S)3 — underlined
p2M (R12C) —italicized
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AMOYI T9¢
TSAASHOVSA SSYVOSASOD MIASSNMUMN AVYAAYOLIA YOTIATOVII HAIJALJDSS TOE
JAMETILTAYd TOFHOAHDIA MOAADSIAAA YVYMMOALOAD VANIFZATHAILA OILOAEOTIOM T¥Z
ITLIAVAXRAD TVMOUTIVAH ASIdHHIWHILI MAddALY¥OTIHE MONATAIITO JADIODHATAVE TS8T
DOAYAHYYAM MMMITIOVVINA YYIMSHTAEAM TYVIXAMOAAY AOHADYMTAND ASOAADIDAWW TZT
OTIHSOVASO NAAYTIVIYIN HHALOSHVMA MOILAAAMAAd OAOAIMAVId AWMOSYVASA T9
AIAADLATAR DAVIAITEADE DHAUSASISHX MWSHSOUMIO LIVIVOSTIT ATLIAYNAYN T
(//:ON dI OFS) TPESSOd UOISSINDY IIIN  T0T+V-VIH €VL
MOV T9¢€
TSAASDHOVSA SSYVYOILASOD MIASSMYUMW AVVAAVOLIA ¥OTIATOVII DSATAIILAOSS T0E
TAMITLTAYE TOAHOAHOIA HMOHAADSAAAA YYMMOALOAD VAILAATALA OIOAASAIOM T¥Z
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FIG. 8 (continued)
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FIG. 9B

SHSMRYFX1TSVSRPGRGEPRFTAVGYVDDTQFVRFDSDAASQXZMEPRAPWILORGCPEYWDX
3X41X5X6x7KAXS”QX9X10RX11X12LX13X14X15X16X17Y1MQSLX1SLMH XlQQXZO
MX21GCDVGK22DX23RFLRGYX240X25AYDGKDY TALE26RDLRSWTIAADMAAQKZTTX287

X2 9KWEX30X3I1XI2EA FPX33QX34YLX35~X36L“X3?X38'5Rv NGEKETLORTDX3I9PK
THMTHHX40X41SDHEATLRCWAL X42F""T‘AF TLTWQRDGEDQTQDRTELVET RDAGDFT QKW
AX43VVV °”X44FDRYTFHVQ FGL“KLL wm§é§

Xl is F, Y, S, or T; X2 is Kor R; X3 is Q, G, E, or R; X4 is N
or E; X5 is R or G; X6 i1s N or K; X7 is M or V; X8 is H or Q; X9
is T or I; X10 is D 2 / ¥X12 is N or D; X13
is G or R; X14 is T ¥Xle is R or L; X17 is G
or R; X18 is A or D; X19 is I, L, or V; X20 is I, R or M; X21 is
Foor Y; X227 1s 5 ox P; X23 is W or G; X24 is R, H, or @Q; XZ5 is
D or Y; ¥26 isa N or K; X27 is T or I; X28 is K or Q; XZ9 is R or
H; X30 is A or T; X31 is A or V; X32 is H or R; X32 is R, L, Q,
or W; X34 is V or A; X35 is D or E; X36 is R or T; X37 is D or
E; X38 is W or G; X39 is P or A; X40 is P or A; X4lis V or 1;
K42 is S or G; %43 is A or S; X44 is Q or E; and ¥X45 is P or L.



PCT/US2019/067575

22/66

WO 2020/132297
FIG. 10A

i e ek ok
g £ a gy e
4 e e T g 0 R N

s 25k »e
gt ¥ #
pizs fo .
Ly o5 3 24
7% Z 5 ey
% o
3 W = 4 .
e 7 % Pl
- i & i
£ P ¥ et
3 P %
3 % B3
* % *
% ik 7
* % #
# 3 %
Ed < &
% #
% %
% %
% “
s #
#
4
2
&

SRR R R R R R R R

&

SE

DA R R R R XN K

FXXFXIILSA XX IV PR XIINES

S
HE

o

I

£
Ed
“
«
“
£
#
%
%
*
%
£
E
%
%
Z

RS

AR
W

X
%Y

TRY
i
X

s

FRXXBIXXRIA

KW

3
.

o] P ]
L
s
> k0D
ot x4
@ =




WO 2020/132297 PCT/US2019/067575

23/66

FIG. 10B

GSHSMRYFX1TX2X3SRPGRGEPRFIX4VGYVDDTX5FVRFDSDAX6SPRX7TX8PRAPWIEQEG
PEYWDRX9TOX10X11KTX12X13TOX14YX15X16NLX17X18X19X20YYNQSEAGSHX21X
220QX23MYGCDLGPDGRLLRGHDOSAYDGKDY TALNEDLX24SWTAADTAAQTIX25QRKX26FEA
ARX27AFQX28RX29YLEGX30CVEWLRRYLENGKX31X321.X33RADPPKTHVTHHPX34SDH
EATLRCWALGFYPAEITLTWQRDGEDQTQDTELVETRPAGDRTFQKWAAVVVPSGEEQRYTCHV
QHEGLPKPLTLRWEP

X1l is H, Y, or D; X2 is A or S; X3 is M or V; X4 is A, S, or T;

X5 is Q or L; X6 is A or T; X7 is E, M K, or T; X8 is A or T; X9
is E or N; X10 is I or K; X11 is Y, F, S, or C; X12 is N or Q;

X13 is A or T; X14 is D or Y; X15 is E or V; X16 is S or N; X17

is T, N, or I; X18 is A or L; X19 is L, or R; X20 is R or G; X21
is T or I; X22 is L or I; X23 is R or 8; X24 is R or S; X25 1is S
or T; X26 is L or W; X27 is E OR V; X28 is R, D, L or W; X29 is

A or T; X30 is L, E or T; X31 is E or D; X32 is K or T; X33 is E
or Q; and X34 is I or V.
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FIG. 11A
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FIG. 11B

X1SHSMX2YFX3TAVSX4PGRGEPX5F IX6VGYVDDTQFVXTFDSDAASPRGEPRX8PWVEQEG
PEYWDRETQX9YKRQAQX10DRVX11LRX12LRGYYNOSEX13X14SHX15X160X17MX18GC
DX19GPDGRLLRGX20X210X22AYDGKDY TALNEDLRSWTAADTAAQT TORKX23FAARX24A
FQX25RAYLEGK26CVEWLRRYLX27NCKX28 TLORAEX29PKTHV THHPX30SDHEATLRCWA
LGFYPAEITLTWOX31DGEDQTODTELVETRPAGDGTF QKWAAVK32VPSGK33EQRY TCHX34
OHEGLX35EPLTLX36WX37P

X1l is C or G; X2 is R or K; X3 is F, Y, S, or D; X4 is R or W;
X5 is H or R; X6 is A or 3; X7 1is Q or R; X8 is A or E; X9 is N
or K;X10 is T or A; X11 is S or N; X12 is N or K; X13 is A or D;
X14 is G or R; X15 i1s T or I; X16 is L or I; X17 is W or R; X18
is C, Y, F, or S; X19 is L, or V; X20 is Y or H; X21 is D or N;
X22 is Y, F, S8, or L; X23 is L or W; X24 is E, A, Or T; X25 is
R, L, or W; X26 1is L or T; X27 is E OR K; X28 is E or K; X29 is
H or P; X30 is R or V; X31 is W or R; X32 is V or M; X33 is E or
Q; X34 is M or V; X35 i1s P or Q; X36 is R or S; and X37 is P or
G.
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FIG. 12
HLA-E
GSHSLKYFHT SVSRPGRGEP RFISVGYVDD TQFVREFDNDA ASPRMVPRAP
WMEQEGSEYW DRETRSARDT AQIFRVNLRT LRG;YNQSELA GSHTLQOWMHG
CELGPDEZRFL RGYEQFAYDG KDYLTLNEDL RSWTAVDTAA QISEQKSNDA
SEAEHQX3X4YL EDTCVEWLHK YLEKGKETLL HLEPPKTHVT HHPISDHEAT
LRCWALGFYP AEITLTWQQD GEGHTQDTEL VETRPAGDGT FQKWAAVVVP
SGEEzéRYTCH VQHEGLEEEPV TLRWKPASQP TIPIT -
X1l= K or E; X2= R or G; X3= R or G; X4= A or V; X5= Q or P; and Xb6=
P or S
Encompasses: HLA-E*0101 (HLA-E*01:01:01:01); HLA-E*01:03(HLA-
E*01:03:01:01); HLA-E*01:04; HLA-E*01:05; HLA-E*01:06; HLA-E*01:07;
HLA-E*01:09; HLA-E*01:10
HLA-F
GSHSLRleST AVSRPGRGEP RYIAVEYVDD TQFLREDSDA AIPRMEPREgg
WVEQEGPQYW EWTTGYAKAN AQTDRVALRN LLRRYNQSEA GSHTLQGMNG
CDMGPDGRLL RGYHQHAYDG KDYISLNEDL RSWEAADT!A QITQREFYEAE
EYAEEFRTYL EGECLELLRR YLENGKETLQ RADPPKAHVA HHPISDHEAT
LRCWALGFYP AEITLTWQRD GEEQTQDTEL VETRPéGDGT FQKWAAVVVP
EEGEEQRYTCH VOQHEGLPQPL ILRWEQSE&QP TIPT
X1l= Y or F; X2= P or Q; X3= S or P; and X4= P or L
Encompasses: HLA-F*0101 (HLA-F*01:01:01:01); HLA-F*01:02; HLA-

F*01:03 (HLA-F*01:03:01:01); HLA-F*01:04; HLA-F*01:05; HLA-F*01:06;

HLA-G

GSHSMRYFSA AV&ERPGRGEP RFIAMGEEVDD §§QF§£RFDSDS ACPRMEPRAP
WVE§§EGPEYW EEETRNTKAH AQTDRMNLQT EERG;YNQSEA SSHTLQWMIZZ
CDLX8X9DGRL§£Q RGYEQYAYDG KDYLALNEDL RSWTAADTéA QISKRKCEAA
NVAEQRRAX11lL  EGTCVEWLX12R X13LENGKEX14LO RADPX15KTHVT HHPVFDYEAT
LRCWALGFYP AEIILTWQEEED GEDQTQDVEL VETRPQGDGT FOKWAAVVVP
SGEEQRY&&ZCH VOHEGLPEPL MLRWELEQSSLP TIPI

X1l= S or F; X2= Y or H; X3= T, S, or M; X4= L or V; X5= Q or R; Xb6=
P or L; X7= G or D; X8= G or V; X9= S or C; X10= L or I; ¥X1ll=Y or
H; X12= H or R; X13= Y or H; X14= M or T; X15= P or A; X1l6= R, W,
or Q; X17= T or M; X18= K or E;

Encompasses: HLA-G*0101 (HLA-G*01:01:01:01); HLA-G*01:02; HLA-
G*01:03 (HLA-G*01:03:01:01); HLA-G*01:04 (HLA-G*01:04:01:01); HLA-
G*01:06; HLA-G*01:07; HLA-G*01:08; HLA-G*01:09: HLA-G*01:10; HLA-
G*01:10; HLA-G*01:11; HLA-G*01:12; HLA-G*01:14; HLA-G*01:15; HLA-
G*01:16; HLA-G*01:17; HLA-G*01:18: HLA-G*01:19; HLA-G*01:20; HLA-
G*01:22
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FIG. 13

HLA-A GSHSMRYFXTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQXMEPRAPWIEQEGPEYW 60
HLA-B GSHSMRYFXTXXSRPGRGEPRF IXVGYVDDTXEFVRFDSDAXSPRXXPRAPWIEQEGPEYW 60
HLA-C XSHSMXYFXTAVSXPGRGEPXEF IXVGYVDDTQFVXFDSDAASPRGEPRXPWVEQEGPEYW 60
HLA-E GSHSLKYFHTSVSRPGRGEPRF ISVGYVDDTQFVRFDNDAASPRMVPRAPWMEQEGSEYW 60
HLA-F GSHSLRXFSTAVSRPGRGEPRYIAVEYVDDTQFLRFDSDAAIPRMEPREXWVEQEGPQYW 60
HLA-G GSHSMRYF SAAVXRPGRGEPRF IAMGXVDDXQF XRFDSDSACPRMEPRAPWVEXEGPEYW 60

***: * : * k kKKK :* : * kK * **‘*: * K *:* * K :**

84

HLA-A DXXTXXXKAXSOXXRXXPXXXXHYFYNQSEKGSHTXQXMXGCDVGXDXRELRGYXQXAYDG 120
HLA-B DRXTOXXKTXXTOXYXXNLXXXHYFNOSERAGSHXXQOXMYGCDLGPDGRLLRGHDQSAYDG 120
HLA-C DRETOXYKRQAQXDRVXYRXLRGYKNQSEKXSHXXQXMXGCDXGPDGRLLRGXXQXAYDG 120
HLA-E DRETRSARDTAQIFRVNIYRTLRGYFYNQSXAGSHTLOQWMHGCELGPDXRFLRGYEQFAYDG 120
HLA-F EWTTGYAKANAQTDRVAIRNLLHRFNQSEAGSHTLQGMNGCDMGPDGRLLRGYHQHAYDG 120
HLA-G EEETRNTKAHAQTDRMNIQTXRGYKNQSEASSHTLOWMIXCDLXXDGRLXRGYEQYAYDG 120

* . o x % K * X * Kk *: * *: * k * Kk ok ok

aacl aac?2
139
HLA-A KDYIALXEDLRSWTAADMAROXTXKKWEXXXEAEQXRXYLXGXCVXXLRRYLENGKETLQ 180
HLA-B KDYIALNEDLXSWTAADTARQIXQRKXEAARXAEQXRXYLEGXCVEWLRRYLENGKXXLX 180
HLA-C KDYIALNEDLRSWTAADTARQITORKXEAARXAEQXRAYLEGXCVEWLRRYLXNGKXTLQ 180
HLA-E KDYLTLNEDLRSWTAVDTARQISERPKSNDASEAEHOXXYLEDTCVEWLHKYLEKGKETLL 180
HLA-F KDYISLNEDLRSWTAADYVRAQITQREFYEAEEYAEEFRTYLEGECLELLRRYLENGKETLO 180
HLA-G KDYLALNEDLRSWTAADTARQISKRKCEAANVAEQRRAXLEGTCVEWLXRXLENGKEXLQ 180
***::* khkk KAXKk Kk .** : ** * . *: * : * ** *
aac3 aacéd
236

HLA-A RTDXPKTHMTHHXXSDHEATLRCWALXFYPAEITLTWQRDGEDQTQDTEYVETRPAGDGTF|241
HLA-B RADPPKTHVTHHPXSDHEATLRCWALGFYPAEITLTWQRDGEDQTQDTELVETRPAGDRTE|241
HLA-C RAEXPKTHVTHHPXSDHEATLRCWALGFYPAEITLTWQXDGEDQTQDTEYVETRAAGDGTE|241
HLA-E HLEPPKTHVTHHPISDHEATLRCWALGFYPAEITLTWQQDGEGHTQDTEVETRPAGDGTF|241
HLA-F RADPPKAHVAHHPISDHEATLRCWALGFYPAEITLTWQRDGEEQTQDTEYVETRAAGDGTE|241
HLA-G RADPXKTHVTHHPVFDYEATLRCWALGFYPAEIILTWQXDGEDQTQDVELVETRPAGDGTF241

* k ‘k* k KAKXKAKXKKAKX KAhAkhkK khkx XKhkkhkk **x*K :*** * KK Kk ok ok k|K]Kx A ok ok

ach aacé

HLA-A QKWAXVVVPSGXEQRYTCHVQHEGLPKPLTLRWEX———————— 276
HLA-B QKWAAVVVPSGEEQRYTCHVQHEGLPKPLTLRWEP ———————— 276
HLA-C QKWAAVXVPSGXEQRYTCHXQHEGLXEPLTLXWXP———————— 276
HLA-E QKWAAVVVPSGEEXRYTCHVOHEGLXEPVITLRWKPASQPTIPI 284
HLA-F QKWAAVVVPXGEEQRYTCHVQHEGLPOQPLILRWEQSXQPTIPI 284
HLA-G QKWAAVVVPSGEEQRYXCHVOHEGLPEPLMLRWXQSSLPTIPI 284

KKKA A Kk K kK KKk KKk AkKkkAK :*: * X
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APTSSSTKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKP

LEEVLNLAQSKNIFHLRPRDLISNINVIVLELKGSETTEFMCEYADETATIVEFLNRWITFCQSIIS

TLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLOQLEALLLDLOMILNGINNYKNPKLTRMLTA

KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY

ADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFFTSVSRPGRGE

PRETAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYWDGETRKVKAHSQTHRVDLGTLRGC
YNQSEAGSHTVORMYGCDVGSDWRELRGYHQYAYDGKDYTALKEDLRSWTAADMAAQTTKHKWEA
AHVAEQILRAYLEGTCVEWLRRYLENGKETLOQRTDAPKTHMTHHAVSDHEATLRCWALSEFYPAETT

LTWORDGEDQTODTELVETRPCGDGTFQKWAAVVVPSGOEQRYTCHVOHEGLPKPLTLRWEAAAG

GDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRITPEVICVVVDVSHEDPEVKENWYVDGVEV
HNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

hIL2 (H16A; F42A) -- underlined

(G4S)n - bold

HLA A0202 (Y84C; A236C) — double underlined
AAAGG - bold

IgG1 Fc (LALA) -- italicized
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FIG. 14B
2380

VLDFAPPGAGCGGSGGGGSGGGGSIQRTPKIOVYSCHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WTI1(37-45) epitope: VLDFAPPGA (SEQ ID NO://)
G2C linker — bold
B2M (R12C) — underlined

FIG. 14C
2381
RMFPNAPYLGCGGSGGGGSGGGGSIQRTPKIQOVYSCHPAENGKSNFLNCYVSG

FHPSDIEVDLLKNGERIEKVEHSDLSESKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WT1(126-134) epitope: RMFPNAPYL (SEQ ID NO://)
G2C linker -- bold
B2M (R12C) — underlined
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FIG. 14D

2405

APTSSSTKKTQLOQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKP

LEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSITIS

TLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTA

KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY

ADETATIVEFLNRWITFCQOSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFFTSVSRPGRGE

PREIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYWDGETRKVKAHSQTHRVDLGTLRGC

YNQSEAGSHTVORMYGCDVGSDWRFLRGYHQYAYDGKDYTALKEDLRSWTAADMAAQTTKHKWEA

AHVAEQLRAYLEGTCVEWLRRYLENGKETLOQRTDAPKTHMTHHAVSDHEATLRCWALSEYPAEIT

LTWQRDGEDQTOQDTELVETRPAGDGTFQKWAAVVVP SGOEQRYTCHVOHEGLPKPLTLRWEAAAG

GDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVITCVVVDVSHEDPEVKENWYVDGVEV
HNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQOPREPQVY
TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQOGNVFSCSVMHEALANHYTQKSLSLSPG

hIL2 (H16A; F42A) -- underlined
(G4S)n — bold

HLA A0202 (Y84C) — double underlined
AAAGG - bold

IgG1 Fe (LALA) -- italicized
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FIG. 14E
1380

APTSSSTKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKF YMPKKATELKHLQCLEEELKP
LEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTEFMCEYADETATIVEFLNRWITFCQSIIS
TLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTA

KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY

ADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFFTSVSRPGRGE

PRETIAVGYVDDTQFVREDSDAASQRMEPRAPWIEQEGPEYWDGETRKVKAHSQTHRVDLGTLRGA

YNQSEAGSHTVORMYGCDVGSDWRFLRGYHQYAYDGKDYTALKEDLRSWTAADMAAQTTKHKWEA

AHDVAEQLRAYLEGTCVEWLRRYLENGKETLORTDAPKTHMTHHAVSDOEATLRCWALSEYPAEIT

LTWORDGEDQTODTELVETRPCGDGTFQKWAAVVVP SGOEQRYTCHVOHEGCLPKPLTLRWEAAAG

GDKTHTCPPCPAPEAAGGPSVFLFPPRKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQOGNVFSCSVMHEALHNHYTOKSLSLSPGK

hIL2 (H16A; F42A) -- underlined

(G4S)n — bold

HLA A0202 (A236C) — double underlined
AAAGG -bold

IgG1 Fc (LALA) -- italicized
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VLDFAPPGAGCGGSGGGGSGGGGSIQRTPKIOVYSRHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WT1(37-45) epitope: VLDFAPPGA (SEQ ID NO://)
G2C linker — bold
p2M — underlined

FIG. 14G

276

e

RMFPNAPYLGCGGSGGGGSGGGGSIQRTPKIQOVYSRHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSOPKIVKWDRDM

WT1 (126-134) epitope: RMFPNAPYL (SEQ ID NO://)
G2C linker — bold
p2M — underlined

FIG. 14H

3625
YMFPNAPYLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WT1 (126-134; R126Y) epitope: YMFPNAPYL (SEQ ID NO://)
G2C linker — bold
B2M (R12C) — underlined
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FIG. 141

626
YMFPNAPYLGCGGSGGGGSGGGGSIORTPKIQVYSRHPAENGKSNFINCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WT1 (126-134; R126Y) epitope: YMFPNAPYL (SEQ ID NO://)
G2C linker — bold
p2M — underlined
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FIG. 17C
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FIG. 18A
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FIG. 18C
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FIG. 20A

3592

APTSSSTKKTQLQLEALLLDLOQMILNGINNYKNPKLTRMLTAKFYMPKKAT
ELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAPTSS
STKKTQLQLEALLLDLQMILNGINNYKNPKLTRMLTAKFYMPKKATELKH
LQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYA
DETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFES

TSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMFEPRAPWIEQEGPEYWDEE
TGKVKAHSQTDRENLRIALRCYNQSEAGSHTLOMMFGCDVGSDGRFLRGYHQY
AYDGKDYIALKEDLRSWTAADMAAOQITKRKWEAAHVAEQQRAYLEGTCVDGL

RRYILENGKETILORTDPPKTHMTHHPISDHEATLRCWAILGFYPAEITLTWOQRDGE
DOTODTELVETRPCGDGTFOKWAAVVVPSGEEQRYTCHVOHEGLPKPLTLRWE

AAAGGDKTHTCPPCPAPEAAGGPSYFLFPPKPKDTLMISRTPEVTCVVVDVS

HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVIL.TVLHODWILNG

KEYKCKVSNKALPAPIEKTISKAKGQPREPOVYTLPPSREEMTKNOQVSLTCL
YKGFYPSDIAVEWESNGOQPENNYKTTPPYLDSDGSFFLYSKLTVDKSRWQQ

GNVESCSVMHEALHNHYTQKSISLSPG

IL-2 (H16A; F42A) — bold

(G4S)4 — underlined

HLA-A*24:02 (Y84C; A236C) — double underlined
AAAGG linker — bold and italicized

hlgG1 Fe (L234A; L235A) — bold and underlined
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FIG. 20B

3425

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVREFDSDAASQRMEPRAPWIEQE
GPEYWDEETGKVKAHSQTDRENLRIAILRCYNOSEAGSHTLOMMEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAOQITKRKWEAAHVAEQORAYL
EGTCVDGLRRYIENGKETLQRTDPPKTHMTHHPISDHEATL.RCWAIL GFYPAFITL
TWORDGEDQTODTELVETRPCGDGTFOKWAAVVVPSGEEQRYTCHVOHEGLP
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPYLDSDGSFFLYSKLTVD
KSRWOOQGNVFSCSYVMHEALHNHYTOQKSILSLSPGGGGGSGCGGGSGGGGSAPT
SSSTKKTQLQLEALLLDLQMILNGINNYKNPKLTRMLTAKFYMPKKATELK
HLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY
ADETATIVEFLNRWITFCQSIHISTLTGGGGSGGGGSGGGGSGGGGSAPTSSSTK
KTQLQLEALLLDLQMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQC
LEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADET
ATIVEFLNRWITFCQSHSTLT

HLA-A*24:02 (Y84C; A236C) — double underlined
AAAGQG linker — bold and italicized

hlgG1 Fe (L234A; L235A) — bold and underlined
(G4S); and (G4S)4 — underlined

IL-2 (H16A; F42A) — bold
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GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQE
GPEYWDEETGKVKAHSOTDRENLRIALRCYNOSEAGSHTLOMMEGCDVGSDGR

FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAOQITKRKWEAAHVAEQORAYL

EGTCVDGILRRYILENGKETLORTDPPKTHMTHHPISDHEATILRCWAIL GFYPAFEITL

TWORDGEDQTODTELVETRPCGDGTFOKWAAVVVPSGEEQRYTCHVOHEGLP
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT

CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN

OVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOOGNVFSCSYMHEALHNHYTQKSLSLSPG

HLA-A*24:02 (Y84C; A236C) — double underlined
AAAGG linker — bold and italicized
hlgG1 Fe (L234A; L235A) — bold and underlined
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FIG. 20D

2764

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVREFDSDAASQRMEPRAPWIEQE
GPEYWDEETGKVKAHSQTDRENLRIALRAYNQSEAGSHTLOMMFEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAOQITKRKWEAAHVAEQORAYL
EGTCVDGLRRYIENGKETLQRTDPPKTHMTHHPISDHEATL.RCWAIL GFYPAFITL
TWORDGEDQTODTELVETRPCGDGTFOKWAAVVVPSGEEQRYTCHVOHEGLP

KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT

CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPYLDSDGSFFLYSKLTVD

KSRWOOQGNVFSCSYVMHFALHNHYTQKSLSLSPGK

HLA-A*24:02 (Y84A; A236C) — double underlined
AAAGG linker — bold and italicized
hlgG1 Fe¢ (L234A; L235A) — bold and underlined
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FIG. 20E

3593

APTSSSTKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKAT
ELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAPTSS
STKKTQLQLEALLLDLOQMILNGINNYKNPKLTRMLTAKFYMPKKATELKH
LQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYA
DETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFS

TSYVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASORMEPRAPWIEQEGPEYWDEE
TGKVKAHSQTDRENLRIALRCYNOSEAGSHTLOMMFGCDVGSDGRFLRGYHOY

AYDGKDYJAL KEDLRSWTAADMAAQITKRKWEAAHVAEOQORAYLEGTCVDGL
RRYLENGKETLORTDPPKTHMTHHPISDHEATIRCWAL GFYPAEITLTWORDGE

DOTODTEL VETRPAGDGTFOKWAAVVVPSGEFQRYTCHVOHEGI PKPLTLRWE
AAAGGDKTHTCPPCPAPEAAGGPSYFLFPPKPKDTLMISRTPEVTCVVVDVS

HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTYLHODWLNG
KEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ

GNVFSCSYMHEALHNHYTOKSISLSPG

IL-2 (H16A; F42A) — bold

(G4S)4 — underlined

HLA-A*24:02 (Y84C; A236) — double underlined
AAAGG linker — bold and italicized

hlgG1 Fc (L234A; L235A) — bold and underlined
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FIG. 20F

426

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVREFDSDAASQRMEPRAPWIEQE
GPEYWDEETGKVKAHSQTDRENLRIAILRCYNOSEAGSHTLOMMEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAOQITKRKWEAAHVAEQORAYL
EGTCVDGLRRYIENGKETLQRTDPPKTHMTHHPISDHEATL.RCWAIL GFYPAFITL
TWORDGEDQTODTELVETRPAGDGTFOKWAAVVVPSGEEQRYTCHVOHEGL P
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPYLDSDGSFFLYSKLTVD
KSRWOOQGNVFSCSYVMHEALHNHYTOQKSILSLSPGGGGGSGGGGSGGGGSAPT
SSSTKKTQLQLEALLLDLQMILNGINNYKNPKLTRMLTAKFYMPKKATELK
HLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY
ADETATIVEFLNRWITFCQSIHISTLTGGGGSGGGGSGGGGSGGGGSAPTSSSTK
KTQLQLEALLLDLQMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQC
LEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADET
ATIVEFLNRWITFCQSHSTLT

HLA-A*24:02 (Y84C; A236) — double underlined
AAAGQG linker — bold and italicized

hlgG1 Fe (L234A; L235A) — bold and underlined
(G4S); and (G4S)4 — underlined

IL-2 (H16A; F42A) — bold
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FIG. 20G

3197

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVREFDSDAASQRMEPRAPWIEQE
GPEYWDEETGKVKAHSQTDRENLRIAILRCYNOSEAGSHTLOMMEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAOQITKRKWEAAHVAEQORAYL
EGTCVDGLRRYIENGKETLQRTDPPKTHMTHHPISDHEATL.RCWAIL GFYPAFITL
TWORDGEDQTODTELVETRPAGDGTFOKWAAVVVPSGEEQRYTCHVOHEGL P
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPYLDSDGSFFLYSKLTVD

KSRWOOQGNVFSCSYMHFALHNHYTOQKSILSLSPG

HLA-A*24:02 (Y84C; A236) — double underlined
AAAGG linker — bold and italicized
hlgG1 Fe¢ (L234A; L235A) — bold and underlined
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FIG. 20H

188

CYTWNOMNLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: CYTWNQMNL — WT1 (235-243; M236Y)
(GCGGS)G4S)2 — underlined
B2M (R12C) — italicized

FIG. 201

604

CYTWNQMNLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: CYTWNQMNL — WTI (235-243; M236Y)
(GCGGS)(G4S)s, (G4S)s, and (G4S)s — underlined
B2M (R12C) — italicized

IL-2 (H16A; F42A) — bold
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FIG. 20J

603

CYTWNOQMNLGGGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTOLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: CYTWNQMNL — WT1 (235-243; M236Y)
(G4S)3 and (G4S)4 — underlined

p2M (R12C) — italicized

IL-2 (H16A; F42A) — bold

FIG. 20K

192

CYTWNOQMNLGCGGSGGGGSGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: CYTWNQMNL — WT1 (235-243; M236Y)
(GCGGS)(G4S)2 — underlined
p2M (R12) — italicized
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FIG. 20L

3605

CYTWNOQMNLGCGGSGGGGSCGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT
GGGGSGGGGSGGCGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGINNYK
NPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRP
RDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: CYTWNQMNL — WT1 (235-243; M236Y)
(GCGGS)G4AS)2, (G4S)s3, and (G4S)4 — underlined
p2M (R12) — italicized

IL-2 (H16A; F42A) — bold

FIG. 20M
3529
NYMNLGATLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH

PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope; NYMNLGATL — WT1 (239-247; Q240Y)
(GCGGS)G4S)2 — underlined
p2M (R12C) — italicized
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FIG. 20N

3709

NYMNLGATLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTOLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: NYMNLGATL — WT1 (239-247; Q240Y)
(GCGGS)G4AS)2, (G4S)s3, and (G4S)4 — underlined
p2M (R12C) — italicized

IL-2 (H16A; F42A) — bold

FIG. 200

3528

NYMNLGATLGGGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: NYMNLGATL — WT1 (239-247; Q240Y)
(G4S); — underlined
p2M (R12C) — italicized
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FIG. 20P

3708

NYMNLGATLGGGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTOLOLEALLLDLOMILNGINNYKNPK
LTRMLTAKFYMPKKATELKHLOQCLEEEL KPLEEVLNLAQSKNFHLRPRDLISNIN
VIVLELKGSETTFMCEYADETATIVEFLNRWITFCOSIISTLT

epitope: NYMNLGATL (SEQ ID NO://) — WT1 (239-247; Q240Y)
(G4S)3 and (G4S)4 — underlined

p2M (R12C) — italicized

IL-2 (H16A; F42A) — bold

FIG. 20Q

3530

NYMNLGATLGCGGSGGGGSGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: NYMNLGATL — WT1 (239-247; Q240Y)
(GCGGS)(G4S)2 — underlined
p2M (R12) — italicized
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FIG. 20R

3710

NYMNLGATLGCGGSGGGGSGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTOLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: NYMNLGATL — WT1 (239-247; Q240Y)
(GCGGS)G4AS)2, (G4S)s3, and (G4S)4 — underlined
p2M (R12) — italicized

IL-2 (H16A; F42A) — bold
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FIG. 21
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FIG. 21 (Cont.)

400— Leukopak 12, WT1 37-45 sp CD8
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FIG. 22 (Cont.)
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FIG. 22 (Cont.)
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FIG. 23
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FIG. 24
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FIG. 25
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FIG. 27

37-45 double disulfide

Loading Sample ID: FcRI: Sample ID: 1715-2380-005:
KD (M): 1.674E-07 - by Conc. (nM)
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Loading Sample ID: FcRIIIA-F: Sample ID:
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FIG. 27 (Cont.)

37-45 double disulfide

Loading Sample ID: FcRIIA: Sample ID:
1715-2380-005 - by Conc. (nM)

Low/no binding
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Loading Sample ID: FcRIIA-V: Sample ID:
1715-2380-005: KD (M) 3.458E-07 - by Conc. (nM)
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FIG. 27 (Cont.)

37-45 double disulfide

Loading Sample ID: FcRIIB: Sample ID:
1715-2380-005: KD (M) <1.0E-12 - by Conc. (nM)
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FIG. 27 (Cont.)
37-45 double disulfide

Loading Sample ID: FcRn: Sample ID:
1715-2380-005: KD (M): 1.054E-07 - by Conc. (nM)

| Binding |
“~
£ 02— e—
c — -
~ T
0 B ———
0 50 100
Time (sec)
~—-—300 -—-—- -100 ——333 ———111]|
S';‘r’nar‘)’lg‘?[) Sample D | KD (M) |kon(1/Ms)| kdis(1/s) | Full X2 | Full RA2
FecRI | 1715-2380-005 | 1.67E-07 | 1.92E+05 | 003209 | 0.0063 | 0.9997
FCRIA | 1715-2380-005 |No binding|  — - - -
FCRIB | 1715-2380-005 | <1.0E-12* | 1.61E+05 | <1.0E+05 | 0.0018 | 0.9608
FCRIIAF | 1715-2380-005 | 6.21E-07 | 6.61E+04 | 4.11E-02 | 0.0046 | 0.9793
FCRIIAY | 1715-2380-005 | 3.46E-07 | 9.83E+04 | 3.40E-02 | 0.0089 | 0.9973
FCRIIB | 1715-2380-005 |No Binding| - - - -
FcRn (pH 6.0) | 1715-2380-005 | 1.05E-07 | 2.83E+05 | 2.98E-02 | 00139 | 0.9963




