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FIG. 2 continued
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FIG. 20 continued
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FIG. 21 continued
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FIG. 21 continued

(C) TGFE1, POSTN, VSIGA, CD44, CXCL1D
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(E)
No. of .
biomarker p-STAT3 surrogate biomarker AUC P-value
TGFB1 0.720 0.018
POSTN 0.766 0.005
VSIG4 0.719 0.020
1
CD44 0.579 0.393
CXCL10 0.552 0.577
IL6 0.911 <0.0001
5 TGFB1, POSTN, VSIG4, CD44, CXCL10 0.830 0.001
6 IL6, TGFB1, POSTN, VSIG4, CD44, CXCL10 0.980 <0.0001
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