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<110>  SERAGON PHARMACEUTICALS, INC.
 
<120>  METHODS AND COMPOSITIONS FOR MODULATING ESTROGEN RECEPTOR MUTANTS

<130>  45202-739.101

<140>  To be assigned
<141>  2014-03-13

<160>  2     

<170>  PatentIn version 3.5

<210>  1
<211>  1788
<212>  DNA
<213>  Homo sapiens

<400>  1
atgaccatga ccctccacac caaagcatct gggatggccc tactgcatca gatccaaggg       60

aacgagctgg agcccctgaa ccgtccgcag ctcaagatcc ccctggagcg gcccctgggc      120

gaggtgtacc tggacagcag caagcccgcc gtgtacaact accccgaggg cgccgcctac      180

gagttcaacg ccgcggccgc cgccaacgcg caggtctacg gtcagaccgg cctcccctac      240

ggccccgggt ctgaggctgc ggcgttcggc tccaacggcc tggggggttt ccccccactc      300

aacagcgtgt ctccgagccc gctgatgcta ctgcacccgc cgccgcagct gtcgcctttc      360

ctgcagcccc acggccagca ggtgccctac tacctggaga acgagcccag cggctacacg      420

gtgcgcgagg ccggcccgcc ggcattctac aggccaaatt cagataatcg acgccagggt      480

ggcagagaaa gattggccag taccaatgac aagggaagta tggctatgga atctgccaag      540

gagactcgct actgtgcagt gtgcaatgac tatgcttcag gctaccatta tggagtctgg      600

tcctgtgagg gctgcaaggc cttcttcaag agaagtattc aaggacataa cgactatatg      660

tgtccagcca ccaaccagtg caccattgat aaaaacagga ggaagagctg ccaggcctgc      720

cggctccgta aatgctacga agtgggaatg atgaaaggtg ggatacgaaa agaccgaaga      780

ggagggagaa tgttgaaaca caagcgccag agagatgatg gggagggcag gggtgaagtg      840
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gggtctgctg gagacatgag agctgccaac ctttggccaa gcccgctcat gatcaaacgc      900

tctaagaaga acagcctggc cttgtccctg acggccgacc agatggtcag tgccttgttg      960

gatgctgagc ccccgatact ctattccgag tatgatccta ccagaccctt cagtgaagct     1020

tcgatgatgg gcttactgac caacctggca gacagggagc tggttcacat gatcaactgg     1080

gcgaagaggg tgccaggctt tgtggatttg accctccatg atcaggtcca ccttctagaa     1140

tgtgcctggc tagagatcct gatgattggt ctcgtctggc gctccatgga gcacccaggg     1200

aagctactgt ttgctcctaa cttgctcttg gacaggaacc agggaaaatg tgtagagggc     1260

atggtggaga tcttcgacat gctgctggct acatcatctc ggttccgcat gatgaatctg     1320

cagggagagg agtttgtgtg cctcaaatct attattttgc ttaattctgg agtgtacaca     1380

tttctgtcca gcaccctgaa gtctctggaa gagaaggacc atatccaccg agtcctggac     1440

aagatcacag acactttgat ccacctgatg gccaaggcag gcctgaccct gcagcagcag     1500

caccagcggc tggcccagct cctcctcatc ctctcccaca tcaggcacat gagtaacaaa     1560

ggcatggagc atctgtacag catgaagtgc aagaacgtgg tgcccctcta tgacctgctg     1620

ctggagatgc tggacgccca ccgcctacat gcgcccacta gccgtggagg ggcatccgtg     1680

gaggagacgg accaaagcca cttggccact gcgggctcta cttcatcgca ttccttgcaa     1740

aagtattaca tcacggggga ggcagagggt ttccctgcca cggtctga                  1788

<210>  2
<211>  595
<212>  PRT
<213>  Homo sapiens

<400>  2

Met Thr Met Thr Leu His Thr Lys Ala Ser Gly Met Ala Leu Leu His 
1               5                   10                  15      

Gln Ile Gln Gly Asn Glu Leu Glu Pro Leu Asn Arg Pro Gln Leu Lys 
            20                  25                  30          
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Ile Pro Leu Glu Arg Pro Leu Gly Glu Val Tyr Leu Asp Ser Ser Lys 
        35                  40                  45              

Pro Ala Val Tyr Asn Tyr Pro Glu Gly Ala Ala Tyr Glu Phe Asn Ala 
    50                  55                  60                  

Ala Ala Ala Ala Asn Ala Gln Val Tyr Gly Gln Thr Gly Leu Pro Tyr 
65                  70                  75                  80  

Gly Pro Gly Ser Glu Ala Ala Ala Phe Gly Ser Asn Gly Leu Gly Gly 
                85                  90                  95      

Phe Pro Pro Leu Asn Ser Val Ser Pro Ser Pro Leu Met Leu Leu His 
            100                 105                 110         

Pro Pro Pro Gln Leu Ser Pro Phe Leu Gln Pro His Gly Gln Gln Val 
        115                 120                 125             

Pro Tyr Tyr Leu Glu Asn Glu Pro Ser Gly Tyr Thr Val Arg Glu Ala 
    130                 135                 140                 

Gly Pro Pro Ala Phe Tyr Arg Pro Asn Ser Asp Asn Arg Arg Gln Gly 
145                 150                 155                 160 

Gly Arg Glu Arg Leu Ala Ser Thr Asn Asp Lys Gly Ser Met Ala Met 
                165                 170                 175     

Glu Ser Ala Lys Glu Thr Arg Tyr Cys Ala Val Cys Asn Asp Tyr Ala 
            180                 185                 190         

Ser Gly Tyr His Tyr Gly Val Trp Ser Cys Glu Gly Cys Lys Ala Phe 
        195                 200                 205             

Phe Lys Arg Ser Ile Gln Gly His Asn Asp Tyr Met Cys Pro Ala Thr 
    210                 215                 220                 
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Asn Gln Cys Thr Ile Asp Lys Asn Arg Arg Lys Ser Cys Gln Ala Cys 
225                 230                 235                 240 

Arg Leu Arg Lys Cys Tyr Glu Val Gly Met Met Lys Gly Gly Ile Arg 
                245                 250                 255     

Lys Asp Arg Arg Gly Gly Arg Met Leu Lys His Lys Arg Gln Arg Asp 
            260                 265                 270         

Asp Gly Glu Gly Arg Gly Glu Val Gly Ser Ala Gly Asp Met Arg Ala 
        275                 280                 285             

Ala Asn Leu Trp Pro Ser Pro Leu Met Ile Lys Arg Ser Lys Lys Asn 
    290                 295                 300                 

Ser Leu Ala Leu Ser Leu Thr Ala Asp Gln Met Val Ser Ala Leu Leu 
305                 310                 315                 320 

Asp Ala Glu Pro Pro Ile Leu Tyr Ser Glu Tyr Asp Pro Thr Arg Pro 
                325                 330                 335     

Phe Ser Glu Ala Ser Met Met Gly Leu Leu Thr Asn Leu Ala Asp Arg 
            340                 345                 350         

Glu Leu Val His Met Ile Asn Trp Ala Lys Arg Val Pro Gly Phe Val 
        355                 360                 365             

Asp Leu Thr Leu His Asp Gln Val His Leu Leu Glu Cys Ala Trp Leu 
    370                 375                 380                 

Glu Ile Leu Met Ile Gly Leu Val Trp Arg Ser Met Glu His Pro Gly 
385                 390                 395                 400 

Lys Leu Leu Phe Ala Pro Asn Leu Leu Leu Asp Arg Asn Gln Gly Lys 
                405                 410                 415     
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Cys Val Glu Gly Met Val Glu Ile Phe Asp Met Leu Leu Ala Thr Ser 
            420                 425                 430         

Ser Arg Phe Arg Met Met Asn Leu Gln Gly Glu Glu Phe Val Cys Leu 
        435                 440                 445             

Lys Ser Ile Ile Leu Leu Asn Ser Gly Val Tyr Thr Phe Leu Ser Ser 
    450                 455                 460                 

Thr Leu Lys Ser Leu Glu Glu Lys Asp His Ile His Arg Val Leu Asp 
465                 470                 475                 480 

Lys Ile Thr Asp Thr Leu Ile His Leu Met Ala Lys Ala Gly Leu Thr 
                485                 490                 495     

Leu Gln Gln Gln His Gln Arg Leu Ala Gln Leu Leu Leu Ile Leu Ser 
            500                 505                 510         

His Ile Arg His Met Ser Asn Lys Gly Met Glu His Leu Tyr Ser Met 
        515                 520                 525             

Lys Cys Lys Asn Val Val Pro Leu Tyr Asp Leu Leu Leu Glu Met Leu 
    530                 535                 540                 

Asp Ala His Arg Leu His Ala Pro Thr Ser Arg Gly Gly Ala Ser Val 
545                 550                 555                 560 

Glu Glu Thr Asp Gln Ser His Leu Ala Thr Ala Gly Ser Thr Ser Ser 
                565                 570                 575     

His Ser Leu Gln Lys Tyr Tyr Ile Thr Gly Glu Ala Glu Gly Phe Pro 
            580                 585                 590         

Ala Thr Val 
        595 
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