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CACGTTAACATTCCCTAATTC TACAGAAGAGATCAAGGCCTAC TGTGACATGS
AAGCTGGAGGAGGCGOOTOGACAATTATTCAGCGACGTGAGGATGGCAGCGTT
GATTTTCAGAGGACT TGGAAAGAATATAAAGTGGGATTIGGTAACCCTTCAG
GAGAATATTGGCTOGGAAATGAGTTTGTTTCGCAAC TGACTAATCAGCAACGE
TATGTGC TTAAAATACACCTTAAAGAC TGGGAAGGGAATGAGGC TTACTCAT
TGTATGAACATTTCTATCTCTCAAGTGAAGAACTCAATTATAGGATTCACCT
TAAAGGACTTACAGGGACAGCCGGUAAAATAAGCAGCA TCAGCCAACCAGGAA
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ACAAATGC TAACAGGAGGC TG TGO TTTGATGCATGTGGTCC TTCCAACTTGA
AATGTACTATCCACAGAGGCAGAACACAAATAAGTTCAACGGCATTAAA
TGGTACTACTGOAAAGGC TCAGGCTATTCGC TCAAGGCCACAACCATGATGAT
COGACCAGUAGATTTC

TCAGGAGGCGGAGG TAGTGOOGGAGGAGGC TRCGGTTLL

Linker

G6AG Vi

AATTTTATGCTGACTCAGUCCCCCTCAGTGTCAGTGTCUCCAGGAAAGACGGT
CAGGATCACTTGTAGGGOAGATAACCTTOGAGATGTAAATGTTCACTGG TACT
%ﬁfiﬁfﬁﬁff%ﬁﬁfﬁ%GE?(?C?&T%TTGGTF%TST%TT%TG%Tufﬁﬁ%f?ﬁu(
CCTC%GGQ%TQﬁxTﬁAQQG%TTCTQTSQCTCE%%ﬂTCTGf' ACGGCCACAC
TGACCATUAGUGOAGTCGAAGUCGGLEATGAGGCCGACTACTATIGTCAGGTG
TGGGATAGGAC TAGTGAGTATG TETTCGEAACTGGGACCAAGGTCACCGTECT
AGGT

GOAGGAGCCAGCCTCGTEG




2/9

FIG2

dq 18¥L

1B710000VIL-

HAHAT  FBuw-grobid

{Inw [x388) L9 <~ 299"
o s3dl
mgﬁg%mmmﬁm mmx _

| ST T yasg

167 Looovll  zBuyw

IXisg XIS

N
(s67sp9 SO )
apndad 1eyui

Nasgsloword /]

J-uljoidury

uonebi|

wnd o daerss
o +ddAHdTNey gepgyia-aneti |
(inw pasglLo9 <= 529 j

SAHI-
DHS A8l S3HI- d
suopiorg Jybi galynH™ , .
Xysg | tejowoid J |
IXisd



3/9

FIG3
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