3058SEQ.PCL.TXT
SEQUENCE LISTING

<110> Baxier Healthcare, S.A.
Baxter International, Inc.
Halozyme, Inc.

Schiff, Richard
Leibl, Heinz
Frost, Gregory

<120> Combinations and Methods for
Subcutaneous Administration of Immune Globulin and
Hyaluronidase

<130> 0119374-00095/3058PC

<140> Not yet assigned
<141> Herewith

<150> US 61/069,841
<151> 2008-03-17

<160> 56
<170> FastSEQ for Windows Version 4.0 .

<210> 1

<211> 509

212> PRT

<213> Homo sapiens

<220>
<223> precursor human PH20

<400> 1
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin lle Val Phe Thr Phe Leu Leu fie Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg
65 76 75 80 :
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3058SEQ.PC1.TXT
lle Asn Ala Thr Gly Gln Gly Val Thr ile Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lle Asp Ser He Thr Gly Val Thr Val Asn Gly
100 105 110 .
Gly lle Pro Gin Lys lle Ser Leu GIn Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp He Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140 :
fle Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lle Glu Leu Val Gin GIn Gin Asn
165 170 175
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys
195 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu ile Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser ile Tyr Leu Asn Thr Gln GIn Ser Pro Val
260 265 270
Ala Ata Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val
275 280 285
Ser Lys lle Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290 295 300
Arg lle Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu
305 310 315 320
l.eu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle
325 330 335
Val lie Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr lle fle Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin
370 375 380
Gly Val Cys lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle Gln Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gln Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
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3068SEQ.PC1.TXT
Val Lys Asp Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys

450 455 460

lle Asp Ala Phe Leu Lys Pro Pro Met Giu Thr Glu Glu Pro Gin lle

465 470 475 480

Phe Tyr Asn Ala Ser Pro Ser Thr Leu Ser Ala Thr Met Phe lle Val

485 490 495

Ser lie Leu Phe Leu lie lle Ser Ser Val Ala Ser Leu
500 505

<210> 2

<211> 474

<212> PRT

<213> Homo sapiens

<220>

<223> Mature PH20

<400> 2

Leu Asn Phe Arg Ala Pro Pro Val fle Pro Asn Val Pro Phe Leu Trp

1 5 10 15 '

Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro
20 25 30

Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg ile Asn Ala
35 40 45
Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu Gly Tyr Tyr
50 55 60
Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly Gly lle Pro
65 70 75 80
Gin Lys lle Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lle
85 90 95
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lle Asp Trp
100 105 110
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val
115 120 125
Tyr Lys Asn Arg Ser lle Glu Leu Val Gln Gln Gin Asn Val GIn Leu
130 135 140
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala
145 150 155 160
Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys Leu Leu Arg
165 170 175
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 190
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lle
195 200 205
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu
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3058SEQ.PCL.TXT
210 215 220
Tyr Pro Ser e Tyr Leu Asn Thr Gin Gln Ser Pro Val Ala Ala Thr
225 230 235 240
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val Ser Lys lle
245 250 255
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lle Val
260 265 270
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Giu Leu Val Tyr
275 280 285
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle Val lle Trp
290 295 300
Gly Thr Leu Ser fle Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp
305 310 315 320
Asn Tyr Met Glu Thr ile Leu Asn Pro Tyr lle lle Asn Val Thr Leu
325 330 335
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gln Glu Gin Gly Val Cys
340 345 350
lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp
365 360 365
Asn Phe Ala lle Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly
370 375 380
Lys Pro Thr Leu Glu Asp Leu Glu Gln Phe Ser Glu Lys Phe Tyr Cys
385 390 395 400
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp
405 40 415
Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys lle Asp Ala
420 425 430
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin ile Phe Tyr Asn
435 440 445
Ala Ser Pro Ser Thr Leu Ser Ala Thr Met Phe lle Vai Ser lle Leu

450 455 460
Phe Leu lle lle Ser Ser Val Ala Ser Leu
465 470
<210> 3
<211~ 482
<212> PRT
<213> Homo sapiens
<220>
<223> precursor soluble rtHuPH20
<4(0> 3
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
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3058SEQ.PCA.TXT
Ser Ser Gly Val Ser Gin lle Val Phe Thr Phe Leu Leu lle Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg
65 70 75 80
lte Asn Ala Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly
100 105 110
Gly lle Pro Gln Lys lie Ser Leu Gin Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp lle Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
He Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 165 160
Lys Asp Val Tyr Lys Asn Arg Ser lle Glu Leu Val Gin Gin Gln Asn
165 170 175
Val Gln Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gln Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys
195 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Hle Arg Val
275 280 285
Ser Lys lle Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290 295 300
Arg lie Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu
365 310 315 320
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle
325 330 335
Val lle Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lle lle Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin
370 375 380
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J058SEQ.PC1.TXT
Gly Val Cys ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle GIn Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Val Lys Asp Thr Asp Ala Val Asp Val Cys He Ala Asp Gly Val Cys
450 455 460
lle Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lle
465 470 475 480
Phe Tyr

<210> 4

<211> 447

<212> PRT

<213> Homo sapiens

<220>
<223> soluble rHuUPH20 1-447

<400> 4 .
Leu Asn Phe Arg Ala Pro Pro Val ile Pro Asn Val Pro Phe Leu Trp
1 5 10 15
Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro
20 25 30
Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg Hle Asn Ala
35 40 45
Thr Gly Gin Gly Val Thr lle Phe Tyr Vat Asp Arg Leu Gly Tyr Tyr
50 55 6¢
Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly Gly lie Pro
65 70 75 80
Gin Lys lie Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lle
85 90 95
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lle Asp Trp
100 105 110
Giu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val
115 120 125
Tyr Lys Asn Arg Ser lle Glu Leu Val Gin GIn GIn Asn Val Gln Leu

130 135 140
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala
145 150 155 160

Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys Leu Leu Arg
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3058SEQ.PCA.TXT

165 170 175
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 190

His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lle
195 200 205
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu
210 215 220
Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gln Ser Pro Val Ala Ala Thr
225 230 . 235 240
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val Ser Lys lie
245 250 255
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lle Val
260 265 270
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr
275 280 285
Thr Phe Gly Glu Thr Val Ala Leu Cly Ala Ser Gly ile Val lle Trp
290 205 300
Giy Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp
305 310 315 320
Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lle lle Asn Val Thr Leu
325 330 335
Ala Ala Lys Met Cys Ser Gln Val Leu Cys GIn Glu Gin Gly Val Cys
340 345 350
Itle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp
355 360 365
Asn Phe Ala lie Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly
370 375 380
Lys Pro Thr Leu Glu Asp Leu Glu Gln Phe Ser Glu Lys Phe Tyr Cys
385 390 395 400
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp
405 410 415
Thr Asp Ala Val Asp Vat Cys lle Ala Asp Gly Val Cys lle Asp Ala
420 425 430
Phe Leu Lys Pro Pro Met Glu Thr Giu Giu Pro Gln lie Phe Tyr
435 440 445

<210>5

<211> 446

<212> PRT

<213> Homo sapiens

<220>
<223> soluble rHuUPH20 1-446

<400> 5
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3068SEQ.PC1.TXT
Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro Phe Leu Trp
1 5 10 15
Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro
20 25 30
Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg lle Asn Ala
35 40 45
Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu Gly Tyr Tyr
50 55 60
Pro Tyr lle Asp Ser lie Thr Gly Val Thr Val Asn Gly Gly lle Pro
65 . 70 75 80
Gin Lys lle Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lle
85 90 95
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lle Asp Trp
100 105 110
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val
115 120 125
Tyr Lys Asn Arg Ser lle Glu Leu Val Gin Gin Gln Asn Val Gin Leu
130 135 140
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala
145 150 155 160
Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys Leu Leu Arg
165 170 175
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 190
His Tyr Lys.Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lle
195 200 205
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu
210 215 220
Tyr Pro Ser lle Tyr Leu Asn Thr Gin GIn Ser Pro Val Ala Ala Thr
225 236 235 240
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val Ser Lys lie
245 250 255
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lle Val
260 265 270
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr
275 280 285
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle Val fie Trp
290 295 300
Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp
305 310 315 320
Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lle lle Asn Val Thr Leu
325 330 335
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gln Glu GiIn Gly Val Cys
340 345 350
lte Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp
355 360 365
Page 8



30583EQ.PC1.TXT
Asn Phe Ala lle Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly

370 375 380
Lys Pro Thr Leu Glu Asp Leu Glu GIn Phe Ser Glu Lys Phe Tyr Cys
385 390 395 400
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp
405 410 415
Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys lle Asp Ala
420 425 430
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gln lle Phe
435 440 445
<210>6
<211> 445
<212> PRT
<213> Homo sapiens
<220>
<223> soluble rHUPH20 1-445
<400> 6
Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro Phe Leu Trp
1 5 10 15
Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Giu Pro
20 25 3¢

Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg lle Asn Ala
35 40 45
Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu Gly Tyr Tyr
50 55 60

Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly Gly lle Pro

65 70 75 80

Gln Lys lle Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lle

85 90 95

Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lle Asp Trp
100 105 110

Giu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Vai

115 120 125
Tyr Lys Asn Arg Ser lle Glu Leu Val Gin GIn Gin Ash Val Gin Leu
130 135 140

Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys GIn Glu Phe Glu Lys Ala

145 150 155 160

Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Giy Lys Leu Leu Arg

165 170 175

Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 190

His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lle
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195 200 205

Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu

210 215 220

Tyr Pro Ser lle Tyr Leu Asn Thr Gin Gln Ser Pro Val Ala Ala Thr

225 230 235 240

Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val Ser Lys lle

245 250 255
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg Hle Val
260 265 270

Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gln Asp Glu Leu Val Tyr
275 280 285

Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly Hle Val lle Trp

290 295 300

Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp

305 310 315 320

Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lle lle Asn Val Thr Leu

325 330 335

Ala Aia Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin Gly Val Cys
340 345 350

fle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp

355 360 365
Asn Phe Ala lie GIn Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly
370 375 380
- Lys Pro Thr Leu Glu Asp Leu Glu GIn Phe Ser Glu Lys Phe Tyr Cys
385 390 395 400
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp
405 410 415

Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys lie Asp Ala
420 425 430

Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lle

435 440 445

<210>7

<211> 444

<212> PRT

<213> Homo sapiens

<220>

<223> soluble tHUPH20 1-444

<400> 7

l.eu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro Phe Leu Trp

1 5 10 15

Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Giu Pro
20 25 30
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3058SEQ.PCT.TXT
Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg lle Asn Ala
35 40 45
Thr Gly GIn Gly Val Thr lle Phe Tyr Val Asp Arg Leu Gly Tyr Tyr
50 55 60
Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly Gly lte Pro
65 70 75 80
Gln Lys lle Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lle
86 90 95
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lle Asp Trp
100 1056 110
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val
115 120 125
Tyr Lys Asn Arg Ser lle Glu Leu Val Gln Gln Gin Asn Val Gin Leu
130 135 140
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys GIn Glu Phe Glu Lys Ala
145 150 156 160
Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys Leu Leu Arg
165 170 175
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 196
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lle
195 200 205
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu
210 215 220
Tyr Pro Ser lle Tyr Leu Asn Thr Gin GIn Ser Pro Val Ala Ala Thr
225 230 235 240
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val Ser Lys lie
245 250 255 :
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lle Val
260 265 270
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr
275 280 285
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly He Val lle Trp
290 295 300
Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp
305 310 315 320
Asn Tyr Met Glu Thr tle Leu Asn Pro Tyr lie le Asn Val Thr Leu
325 330 335
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin Gly Val Cys
340 345 350
He Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp
355 360 365 ‘
Asn Phe Ala lle Gin Leu Giu Lys Gly Gly Lys Phe Thr Val Arg Gly
370 375 380
Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys Phe Tyr Cys
385 390 395 400
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3058SEQ.PC1.TXT
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp

405 410 415
Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys ile Asp Ala
420 425 430
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gln
435 440
<210>8
<211> 443
<212> PRT
<213> Homo sapiens
<220>
<223> soluble rHUPH20 1-443
<400> 8
Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro Phe Leu Trp
1 5 10 15
Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro
20 25 30

Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg lle Asn Ala
35 40 45
Thr Gly Gln Gly Val Thr lle Phe Tyr Val Asp Arg Leu Gly Tyr Tyr
50 55 60
Pro Tyr He Asp Ser lle Thr Gly Val Thr Val Asn Gly Gly lie Pro
65 70 75 80
Gin Lys lle Ser Leu GIn Asp His Leu Asp Lys Ala Lys Lys Asp lle
85 90 95
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val ile Asp Trp
100 105 110
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val
115 120 125
Tyr Lys Asn Arg Ser lle Glu Leu Val Gin GIn Gln Asn Val GIn Leu
130 135 140
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala
145 150 155 160
Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Giy Lys Leu Leu Arg
165 170 175
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 190
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lie
195 200 205
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu
210 215 220
Tyr Pro Ser lle Tyr Leu Asn Thr Gin Gin Ser Pro Vat Ala Ala Thr
Page 12



3058SEQ.PCL.TXT
225 230 235 240
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val Ser Lys lle
245 250 255
Pro Asp Ala Lys Ser Pro LLeu Pro Val Phe Ala Tyr Thr Arg Ile Val
260 265 270
Phe Thr Asp GIn Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr
275 280 285
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly fle Val lie Trp

290 295 300

Gly Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp

305 310 315 320

Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lle lle Asn Val Thr Leu

325 330 335

Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gln Gly Val Cys
340 345 350

lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp

355 360 365
Asn Phe Ala lte Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly
370 375 380

Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys Phe Tyr Cys

385 390 395 400

Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp

405 410 415

Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys lle Asp Ala
420 425 430

Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro

435 440

<210> 9

<211> 442

<212> PRT

<213> Homo sapiens

<220>

<223> soluble rHuPH20 1-442

<400> 9

Leu Asn Phe Arg Ala Pro Pro Val fle Pro Asn Val Pro Phe Leu Trp

1 5 10 15

Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro
20 25 30

Leu Asp Met Ser Leu Phe Ser Phe fle Gly Ser Pro Arg lle Asn Ala
35 40 45
Thr Gly Gin Gly Vai Thr lle Phe Tyr Val Asp Arg Leu Gly Tyr Tyr
50 55 60
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3058SEQ.PC1.TXT
Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly Gly lie Pro
65 70 75 80
Gln Lys lle Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lle
85 90 95
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lle Asp Trp
100 105 110
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val
115 120 125
Tyr Lys Asn Arg Ser lle Glu Leu Val Gin Gin Gln Asn Val Gin Leu
130 135 140
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala
145 150 155 160
Gly Lys Asp Phe Leu Val Glu Thr He Lys Leu Gly Lys Leu Leu Arg
165 170 175
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 190
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lle
195 200 205
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu
210 215 220
Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gln Ser Pro Val Ala Ala Thr
225 230 235 240
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val Ser Lys lle
245 250 255
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lle Val
260 265 270
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr
275 280 285
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle Val lie Trp
290 295 300
Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp
305 310 315 320
Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lle fie Asn Val Thr Leu
325 330 335
Ala Ala Lys Met Cys Ser Gin Val Leu Cys GIn Glu Gin Gly Val Cys
340 345 350
lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp
355 360 365
Asn Phe Ala lle Gln Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly
370 375 380
Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys Phe Tyr Cys
385 390 395 400
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp
405 410 415
Thr Asp Ala Val Asp Val Cys ile Ala Asp Gly Val Cys lie Asp Ala
420 425 430
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3058SEQ.PC1.TXT
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu
435 440

<210> 10

<211> 450
<212> PRT
<213> Bos taurus

<220>
<223> hyaluronidase

<400> 10
Met Arg Pro Phe Ser Leu Glu Val Ser Leu His Leu Pro Trp Ala Met
1 5 10 15
Ala Ala His Leu Leu Pro Val Cys Thr Leu Phe Leu Asn Leu Leu Ser
20 25 30
Met Thr Gin Gy Ser Arg Asp Pro Val Val Pro Asn Gln Pro Phe Thr
35 40 45
Thr lle Trp Asn Ala Asn Thr Glu Trp Cys Met Lys Lys His Gly Val
50 55 60
Asp Val Asp lle Ser lle Phe Asp Val Val Thr Asn Pro Gly Gin Thr
85 70 75 80
Phe Arg Gly Pro Asn Met Thr lle Phe Tyr Ser Ser Gin Leu Gly Thr
85 90 85
Tyr Pro Tyr Tyr Thr Ser Ala Gly Glu Pro Val Phe Gly Gly Leu Pro
100 105 110
Gin Asn Ala Ser Leu Asn Ala His Leu Ala Arg Thr Phe Gin Asp lle
115 120 125
Leu Ala Ala Met Pro Glu Pro Arg Phe Ser Gly Leu Ala Val lle Asp
130 135 140
Trp Glu Ala Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Thr Lys Asp
145 150 155 160
lle Tyr Arg Gln Arg Ser Arg Ala Leu Val Gin Lys Gln His Pro Asp
165 170 175
Trp Leu Ala Pro Arg Val Glu Ala Ala Ala Gin Asp Gln Phe Glu Gly
180 185 190
Ala Ala Glu Glu Trp Met Ala Gly Thr Leu Lys Leu Gly Gin Ala Leu
195 200 205
Arg Pro Gin Gly Leu Trp Gly Phe Tyr Asn Phe Pro Glu Cys Tyr Asn
210 215 220
Tyr Asp Phe Lys Ser Pro Asn Tyr Thr Gly Arg Cys Pro Leu Asn lie
225 230 235 240
Cys Ala Gin Asn Asp Gin Leu Gly Trp Leu Trp Gly Gln Ser Arg Ala
245 250 255
Leu Tyr Pro Ser ile Tyr Leu Pro Ala Ala Leu Glu Gly Thr Lys Lys
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260 265 270
Thr GIn Met Phe Val Gin His Arg Val Ala Glu Ala Phe Arg Val Ala
275 280 285

Ala Gly Ala Gly Asp Pro Lys Leu Pro Val Leu Pro Tyr Met Gin Leu
290 295 300

Phe Tyr Asp Met Thr Asn His Phe Leu Pro Ala Glu Glu Leu Glu His

305 310 315 320

Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala Ala Gly Val Val Leu Trp

325 330 335
Val Ser Trp Leu Ser Thr Ser Thr Lys Giu Ser Cys Gin Ala lle Lys
340 345 350
Glu Tyr Val Asp Thr Thr Leu Gly Pro Ser ile Leu Asn Val Thr Ser
355 360 365

Gly Ala Arg Leu Cys Ser Gin Val Leu Cys Ser Gly His Gly Arg Cys
376 375 380

Ala Arg Arg Pro Ser Tyr Pro Lys Ala Arg Leu lle Leu Asn Ser Thr

385 390 395 400

Ser Phe Ser lle Lys Pro Thr Pro Gly Gly Gly Pro Leu Thr Leu Gln

405 410 415
Gly Ala Leu Ser Leu Glu Asp Arg Leu Arg Met Ala Val Glu Phe Glu
420 425 430
Cys Arg Cys Tyr Arg Gly Trp Arg Gly Thr Arg Cys Glu Gin Trp Gly
435 440 445

Met Trp

450

<210> 11

<211> 553
<212> PRT
<213> Bos taurus

<220>
<223> PHZ0

<400> 11
Met Arg Met Leu Arg Arg His His lle Ser Phe Arg Ser Phe Ala Gly
1 5 10 15
Ser Ser Gly Thr Pro Gin Ala Val Phe Thr Phe Leu Leu Leu Pro Cys
20 25 30
Cys Leu Ala Leu Asp Phe Arg Ala Pro Pro Leu lle Ser Asn Thr Ser
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Val Glu Arg Cys Val Asn Arg Arg
50 55 60
Phe Gin Leu Pro Pro Asp Leu Arg Leu Phe Ser Val Lys Gly Ser Pro
65 70 75 80
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Gln Lys Ser Ala Thr Gly Gin Phe lle Thr Leu Phe Tyr Ala Asp Arg
85 90 95
Leu Gly Tyr Tyr Pro His lle Asp Glu Lys Thr Gly Lys Thr Val Phe
100 105 110
Gly Gly fle Pro Gin Leu Gly Asn Leu Lys Ser His Met Giu Lys Ala
115 120 125
Lys Asn Asp lie Ala Tyr Tyr lie Pro Asn Asp Ser Val Gly Leu Ala
130 135 140
Val lle Asp Trp Glu Asn Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys
145 150 155 160
Pro Lys Asp Val Tyr Arg Asp Glu Ser Val Glu Leu Val Leu GlIn Lys
165 170 175
Asn Pro Gin Leu Ser Phe Pro Glu Ala Ser Lys lle Ala Lys Val Asp
180 185 180
Phe Glu Thr Ala Gly Lys Ser Phe Met Gln Glu Thr Leu Lys Leu Gly
195 200 205
Lys Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp
210 215 220
Cys Tyr Asn His Asn His Asn Gin Pro Thr Tyr Asn Gly Asn Cys Pro
225 230 235 240
Asp Val Giu Lys Arg Arg Asn Asp Asp Leu Glu Trp Leu Trp Lys Glu
245 250 255
Ser Thr Ala Leu Phe Pro Ser Val Tyr Leu Asn lie Arg Leu Lys Ser
260 265 270
Thr Gln Asn Ala Ala Leu Tyr Val Arg Asn Arg Val Gin Glu Ala lle
275 280 285
Arg Leu Ser Lys lle Ala Ser Val Glu Ser Pro Leu Pro Val Phe Val
290 295 300
Tyr Ala Arg Pro Val Phe Thr Asp Gly Ser Ser Thr Tyr Leu Ser Gin
305 310 315 320
Gly Asp Leu Val Asn Ser Val Gly Glu lle Val Ser Leu Gly Ala Ser
325 330 335
Gly lle lle Met Trp Gly Ser Leu Asn Leu Ser Leu Ser Met Gin Ser
340 345 350
Cys Met Asn Leu Gly Thr Tyr Leu Asn Thr Thr Leu Asn Pro Tyr lle
355 360 365
He Asn Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys His
370 375 380
Asn Glu Gly Val Cys Thr Arg Lys His Trp Asn Ser Ser Asp Tyr Leu
385 390 395 400
His Leu Asn Pro Met Asn Phe Ala lle Gin Thr Gly Glu Gly Gly Lys
405 410 415
Tyr Thr Val Pro Gly Thr Val Thr Leu Glu Asp Leu Gin Lys Phe Ser
420 425 430
Asp Thr Phe Tyr Cys Ser Cys Tyr Ata Asn lle His Cys Lys Lys Arg
435 440 445
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Val Asp He Lys Asn Val His Ser Val Asn Val Cys Met Ala Glu Asp
450 455 460

lle Cys lle Asp Ser Pro Val Lys Leu GIn Pro Ser Asp His Ser Ser

465 470 475 480

Ser Gin Glu Ala Ser Thr Thr Thr Phe Ser Ser lie Ser Pro Ser Thr

485 490 495
Thr Thr Ala Thr Val Ser Pro Cys Thr Pro Glu Lys His Ser Pro Glu
500 505 510
Cys Leu Lys Val Arg Cys Ser Giu Val lle Pro Asn Val Thr Gin Lys
515 520 525

Ala Cys Gin Ser Val Lys Leu Lys Asn lle Ser Tyr Gin Ser Pro lle
530 535 540

Gln Asn lle Lys Asn Gin Thr Thr Tyr

545 550

<210> 12

<211> 331

<212> PRT

<213> Vespula vuigaris

<220>
<223> hyaluronidase A

<400> 12
Ser Glu Arg Pro Lys Arg Val Phe Asn lie Tyr Trp Asn Val Pro Thr
1 5 10 15
Phe Met Cys His Gin Tyr Asp Leu Tyr Phe Asp Glu Val Thr Asn Phe
20 25 30
Asn lle Lys Arg Asn Ser Lys Asp Asp Phe Gin Gly Asp Lys lle Ala
35 40 45
Hle Phe Tyr Asp Pro Gly Glu Phe Pro Ala Leu Leu Ser Leu Lys Asp
50 56 60
Gly Lys Tyr Lys Lys Arg Asn Gly Gly Val Pro Gin Glu Gly Asn lle
65 70 75 80
Thr lie His Leu Gln Lys Phe lle Glu Asn Leu Asp Lys lie Tyr Pro
85 90 85
Asn Arg Asn Phe Ser Gly lle Gly Val lle Asp Phe Glu Arg Trp Arg
100 105 110
Pro lle Phe Arg Gin Asn Trp Gly Asn Met Lys lle His Lys Asn Phe
115 120 125
Ser lie Asp Leu Val Arg Asn Glu His Pro Thr Trp Asn Lys Lys Met
130 135 140
fle Glu Leu Glu Ala Ser Lys Arg Phe Glu Lys Tyr Ala Arg Phe Phe
145 150 1565 160
Met Glu Glu Thr Leu Lys Leu Ala Lys Lys Thr Arg Lys Gln Ala Asp
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165 170 175
Trp Gly Tyr Tyr Gly Tyr Pro Tyr Cys Phe Asn Met Ser Pro Asn Asn
180 185 190

Leu Val Pro Glu Cys Asp Val Thr Ala Met His Glu Asn Asp Lys Met
195 200 205
Ser Trp Leu Phe Asn Asn Gin Asn Val Leu Leu Pro Ser Val Tyr Val
210 215 220
Arg Gin Glu Leu Thr Pro Asp Gin Arg lle Gly Leu Val Gin Gly Arg

225 230 235 240
Val Lys Glu Ala Val Arg lle Ser Asn Asn Leu Lys His Ser Pro Lys
245 250 255
Val Leu Ser Tyr Trp Trp Tyr Val Tyr Gin Asp Glu Thr Asn Thr Phe
260 265 270
Leu Thr Glu Thr Asp Val Lys Lys Thr Phe Gln Glu lle Val lle Asn
275 280 285
Gly Gly Asp Gly lle lie lle Trp Gly Ser Ser Ser Asp Val Asn Ser
290 295 300
Leu Ser Lys Cys Lys Arg Leu Gln Asp Tyr Leu Leu Thr Val Leu Gly
305 310 315 320
Pro lle Ala le Asn Val Thr Giu Ala Val Asn
325 330
<210> 13
<211> 340
<212> PRT
<213> Vespula vulgaris
<220>
<223> hyaluronidase B
<400> 13
Asp Arg Thr lle Trp Pro Lys Lys Gly Phe Ser lle Tyr Trp Asn lle
1 5 10 15
Pro Thr His Phe Cys His Asn Phe Giy Val Tyr Phe Lys Glu Leu Lys
20 25 30

Gin Phe Asn lle Lys Tyr Asn Ser Met Asn Asn Phe Arg Gly Glu Thr
35 40 45
lle Ser Leu Phe Tyr Asp Pro Gly Asn Phe Pro Ser Met Val Leu Leu
50 55 60
Lys Asn Gly Thr Tyr Glu lie Arg Asn Glu Gly Val Pro Gin Lys Gly
85 70 75 80
Asn Leu Thr lle His Leu Glu Gin Phe Thr Lys Glu Leu Asp Glu lle
85 80 95

Tyr Pro Lys Lys lle Ala Gly Gly lle Gly Val ile His Phe His Asn

100 105 110
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Trp Arg Pro lle Phe Arg Arg Asn Val Asp Asn Leu Lys lle Asn Lys
115 120 125
Asp lle Ser lle Asp Leu Val Arg Lys Glu His Pro Lys Trp Asp Lys
130 135 140
Ser Met lie Glu Lys Glu Ala Ser Asn Arg Phe Glu Thr Ser Ala Lys
145 160 165 160
lle Phe Met Glu Lys Thr Leu Lys Leu Ala Lys Glu He Arg Lys Lys
165 170 175
Thr Glu Trp Gly Tyr His Gly Tyr Pro His Cys Leu Ser Gly Ser Thr
180 185 190
Asp Lys Pro Ser Phe Asp Cys Asp Ala Leu Ser Met Ser Glu Asn Asp
195 200 205
Lys Met Ser Trp Leu Phe Asn Asn Gin Asn Val Leu Leu Pro Ser lle
210 215 220
Tyr Leu Lys Asn Val Leu Lys Pro Asp Glu Lys lle His Leu Val Gin
225 230 235 240
Glu Arg Leu Lys Giu Ala lfe Arg lle Ser Lys Asn Phe Lys His Leu
245 250 255
Pro Lys Val Leu Pro Tyr Trp Trp Tyr Thr Tyr Gin Asp Lys Glu Ser
260 265 270
lle Phe Leu Thr Giu Ala Asp Val Lys Asn Thr Phe Lys Glu lle Leu
275 280 285
Thr Asn Gly Ala Asp Gly lle lie lle Trp Gly Val Ser Tyr Glu Leu
290 295 300
Thr Asp Arg Lys Arg Cys Glu Lys Leu Lys Glu Tyr Leu Met Lys lle
305 310 315 320
Leu Gly Pro lle Ala Phe Lys Val Thr Lys Ala Val Lys Glu Asn Thr
325 330 335
Pro Leu Asn Phe
340

<210> 14

<211> 382

<212> PRT

<213> Apis mellifera

<220>
<223> hyaluronidase

<400> 14
Met Ser Arg Pro Leu Val fle Thr Glu Gly Met Met lle Gly Val Leu
1 5 10 15
Leu Met Leu Ala Pro ile Asn Ala Leu Leu Leu Gly Phe Val Gin Ser
20 25 3G
Thr Pro Asp Asn Asn Lys Thr Val Arg Glu Phe Asn Val Tyr Trp Asn
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35 40 45
Val Pro Thr Phe Met Cys His Lys Tyr Gly Leu Arg Phe Glu Glu Val
50 55 60
Ser Glu Lys Tyr Gly e Leu Gin Asn Trp Met Asp Lys Phe Arg Gly
65 70 75 80
Glu Glu lle Ala lle Leu Tyr Asp Pro Gly Met Phe Pro Ala Leu Leu
85 90 95
Lys Asp Pro Asn Gly Asn Val Val Ala Arg Asn Gly Gly Val Pro Gin
- 100 105 110
Leu Gly Asn Leu Thr Lys His Leu Gln Val Phe Arg Asp His Leu lle
115 120 125
Asn Gln lle Pro Asp Lys Ser Phe Pro Gly Val Gly Val lle Asp Phe
130 135 140 :
Glu Ser Trp Arg Pro lle Phe Arg Gln Asn Trp Ala Ser Leu Gin Pro
145 150 155 160
Tyr Lys Lys Leu Ser Val Glu Val Val Arg Arg Glu His Pro Phe Trp
165 170 175
Asp Asp Gin Arg Val Glu GIn Glu Ala Lys Arg Arg Phe Glu Lys Tyr
180 185 190
Gly Gln Leu Phe Met Glu Glu Thr Leu Lys Ala Ala Lys Arg Met Arg
195 200 205
Pro Ala Ala Asn Trp Gly Tyr Tyr Ala Tyr Pro Tyr Cys Tyr Asn Leu
210 215 220
Thr Pro Asn GIn Pro Ser Ala GIn Cys Glu Ala Thr Thr Met Gln Glu
225 230 235 240
Asn Asp Lys Met Ser Trp Leu Phe Glu Ser Glu Asp Val Leu Leu Pro
_ 245 250 255
Ser Val Tyr Leu Arg Trp Asn Leu Thr Ser Gly Glu Arg Val Gly Leu
260 265 270
Val Gly Gly Arg Val Lys Glu Ala Leu Arg lle Ala Arg Gin Met Thr
275 280 285
Thr Ser Arg Lys Lys Val Leu Pro Tyr Tyr Trp Tyr Lys Tyr Gln Asp
290 295 300
Arg Arg Asp Thr Asp Leu Ser Arg Ala Asp Leu Glu Ala Thr Leu Arg
305 310 315 320
Lys lle Thr Asp Leu Gly Ala Asp Gly Phe lle lle Trp Gly Ser Ser
325 330 335
Asp Asp lle Asn Thr Lys Ala Lys Cys Leu GIn Phe Arg Glu Tyr Leu
340 345 350
Asn Asn Glu Leu Gly Pro Ala Val Lys Arg lle Ala Leu Asn Asn Asn
355 360 365
Ala Asn Asp Arg Leu Thr Val Asp Val Ser Val Asp Gin Val
370 375 380

<210> 15
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<211> 331
<212> PRT
<213> Dolichovespula maculata

<220>
<223> hyaluronidase

<400> 15
Ser Glu Arg Pro Lys Arg Val Phe Asn lle Tyr Trp Asn Val Pro Thr
1 5 10 15
Phe Met Cys His Gln Tyr Gly Leu Tyr Phe Asp Glu Val Thr Asn Phe
20 25 30
Asn lle Lys His Asn Ser Lys Asp Asp Phe Gin Gly Asp Lys lle Ser
35 40 45
lle Phe Tyr Asp Pro Gly Glu Phe Pro Ala Leu Leu Pro Leu Lys Glu
50 55 60
Gly Asn Tyr Lys lle Arg Asn Gly Gly Val Pro Gin Glu Gly Asn lle
85 70 75 80
Thr Hle His Leu GIn Arg Phe lle Glu Asn Leu Asp Lys Thr Tyr Pro
85 90 95
Asn Arg Asn Phe Asn Gly lle Gly Val lle Asp Phe Glu Arg Trp Arg
100 105 110
Pro lle Phe Arg Gin Asn Trp Gly Asn Met Met Hle His Lys Lys Phe
115 120 125
Ser lle Asp Leu Val Arg Asn Glu His Pro Phe Trp Asp Lys Lys Met
130 135 140
lie Glu Leu Glu Ala Ser Lys Arg Phe Glu Lys Tyr Ala Arg Leu Phe
145 150 155 160
Met Glu Glu Thr Leu Lys Leu Ala Lys Lys Thr Arg Lys Gin Ala Asp
165 170 175
Trp Gly Tyr Tyr Gly Tyr Pro Tyr Cys Phe Asn Met Ser Pro Asn Asn
180 185 190
Leu Val Pro Asp Cys Asp Ala Thr Ala Met Leu Glu Asn Asp Lys Met
195 200 205
Ser Trp Leu Phe Asn Asn Gln Asn Val Leu Leu Pro Ser Val Tyr lle
210 215 220
Arg His Glu Leu Thr Pro Asp Gln Arg Val Gly Leu Val Gin Gly Arg
225 230 235 240
Val Lys Glu Ala Val Arg He Ser Asn Asn Leu Lys His Ser Pro Lys
245 250 255
Val Leu Ser Tyr Trp Trp Tyr Val Tyr GIn Asp Asp Thr Asn Thr Phe
260 265 270
Leu Thr Glu Thr Asp Val Lys Lys Thr Phe Gin Glu lle Ala lle Asn
275 280 285
Gly Gly Asp Gly lie lle lle Trp Gly Ser Ser Ser Asp Val Asn Ser
290 295 300
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Leu Ser Lys Cys Lys Arg Leu Arg Glu Tyr Leu Leu Thr Val Leu Gly
305 310 315 320
Pro lle Thr Val Asn Val Thr Glu Thr Val Asn
325 330

<210> 16

<211> 367

<212> PRT

<213> Polistes annularis

<220>
<223> hyaluronidase

<400> 16
Tyr Val Ser Leu Ser Pro Asp Ser Val Phe Ash He lle Thr Asp Asp
1 5 10 15
lle Ser His Gln lle Leu Ser Arg Ser Asn Cys Glu Arg Ser Lys Arg
20 25 30
Pro Lys Arg Val Phe Ser ile Tyr Trp Asn Val Pro Thr Phe Met Cys
35 40 45
His GiIn Tyr Gly Met Asn Phe Asp Glu Val Thr Asp Phe Asn lle Lys
50 55 60
His Asn Ser Lys Asp Asn Phe Arg Gly Glu Thr lle Ser lle Tyr Tyr
65 70 75 80
Asp Pro Gly Lys Phe Pro Ala Leu Met Pro Leu Lys Asn Gly Asn Tyr
85 90 95
Glu Glu Arg Asn Gly Gly Val Pro GIn Arg Gly Asn lie Thr lle His
100 105 110
Leu Gin Gln Phe Asn Glu Asp Leu Asp Lys Met Thr Pro Asp Lys Asn
115 120 125
Phe Gly Gly lle Gly Val lle Asp Phe Glu Arg Trp Lys Pro lie Phe
130 135 140
Arg Gln Asn Trp Gly Asn Thr Glu lie His Lys Lys Tyr Ser fie Glu
145 150 165 160
Leu Val Arg Lys Glu His Pro Lys Trp Ser Glu Ser Met lle Glu Ala
165 170 175
Glu Ala Thr Lys Lys Phe Glu Lys Tyr Ala Arg Tyr Phe Met Glu Glu
180 185 190
Thr Leu Lys Leu Ala Lys Lys Thr Arg Lys Arg Ala Lys Trp Gly Tyr
185 200 205
Tyr Gly Phe Pro Tyr Cys Tyr Asn Val Thr Pro Asn Asn Pro Gly Pro
210 215 220
Asp Cys Asp Ala Lys Ala Thr lle Glu Asn Asp Arg Leu Ser Trp Met
225 230 235 240
Tyr Asn Asn Gln Glu lle Leu Phe Pro Ser Val Tyr Val Arg His Glu
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245 250 255
Gln Lys Pro Glu Glu Arg Val Tyr Leu Val Gin Gly Arg lle Lys Glu
260 265 270
Ala Val Arg lle Ser Asn Ash Leu Glu His Ser Pro Ser Val Leu Ala
275 280 285
Tyr Trp Trp Tyr Val Tyr Gn Asp Lys Met Asp lle Tyr Leu Ser Glu
290 295 300 .
Thr Asp Val Glu Lys Thr Phe Gin Glu lle Val Thr Asn Gly Gly Asp
305 310 315 320
Gly tle lle fle Trp Gly Ser Ser Ser Asp Val Asn Ser Leu Ser Lys
325 330 335
Cys Lys Arg Leu Arg Glu Tyr Leu Leu Asn Thr Leu Gly Pro Phe Ala
340 345 350
Val Asn Val Thr Glu Thr Val Asn Gly Arg Ser Ser Leu Asn Phe
355 360 365
<210> 17
<211> 462
<212> PRT
<213> Mus muscuius
<220>
<223> hyaluronidase
<400> 17
Met Leu Gly Leu Thr Gln His Ala GIn Lys Vai Trp Arg Met Lys Pro
1 5 10 15
Phe Ser Pro Glu Val Ser Pro Gly Ser Ser Pro Ala Thr Ala Gly His
20 25 30

Leu Leu Arg lle Ser Thr Leu Phe Leu Thr Leu Leu Glu Leu Ala G
35 40 45
Val Cys Arg Gly Ser Val Vai Ser Asn Arg Pro Phe lie Thr Val Trp
50 55 60
Asn Gly Asp Thr His Trp Cys Leu Thr Glu Tyr Gly Val Asp Val Asp
65 70 75 80
Val Ser Val Phe Asp Val Val Ala Asn Lys Glu Gin Ser Phe Gin Gly
85 90 85
Ser Asn Met Thr Hle Phe Tyr Arg Glu Glu Leu Gly Thr Tyr Pro Tyr
100 105 110
Tyr Thr Pro Thr Gly Glu Pro Val Phe Gly Gly Leu Pro Gin Asn Ala
115 120 125
Ser Leu Val Thr His Leu Ala His Thr Phe Gin Asp lle Lys Ala Ala

130 135 140
Met Pro Glu Pro Asp Phe Ser Giy Leu Ala Val lle Asp Trp Glu Ala
145 150 155 160
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Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Ser Lys Asp lle Tyr Arg

165 170 175
Gln Arg Ser Met Glu Leu Val Gin Ala Glu His Pro Asp Trp Pro Glu
180 185 190

Thr Leu Val Glu Ala Ala Ala Lys Asn Gin Phe Gin Glu Ala Ala Glu
185 200 205
Ala Trp Met Ala Gly Thr Leu Gin Leu Gly Gin Val Leu Arg Pro Arg
210 215 220
Gly Leu Trp Gly Tyr Tyr Gly Phe Pro Asp Cys Tyr Asn Asn Asp Phe
225 230 235 240
Leu Ser Leu Asn Tyr Thr Gly Gin Cys Pro Val Phe Val Arg Asp Gin
245 250 255
Asn Asp GIn Leu Gly Trp Leu Trp Asn Gin Ser Tyr Ala Leu Tyr Pro
260 265 270
Ser lle Tyr Leu Pro Ala Ala Leu Met Gly Thr Gly Lys Ser Gin Met
275 280 285
Tyr Val Arg His Arg Val Gln Glu Ala Leu Arg Val Ala tle Vai Ser
290 295 300
Arg Asp Pro His Val Pro Val Met Pro Tyr Val GIn lle Phe Tyr Glu
305 310 315 320
Met Thr Asp Tyr Leu Leu Pro Leu Glu Glu Leu Glu His Ser Leu Gly
325 330 335
Glu Ser Ala Ala Gin Gly Val Ala Gly Ala Val Leu Trp Leu Ser Ser
340 345 350
Asp Lys Thr Ser Thr Lys Glu Ser Cys Gin Ala lle Lys Ala Tyr Met
355 360 365
Asp Ser Thr Leu Gly Pro Phe lle Val Asn Val Thr Ser Ala Ala Leu
370 375 380
Leu Cys Ser Glu Ala Leu Cys Ser Gly His Gly Arg Cys Val Arg His
385 390 395 400
Pro Ser Tyr Pro Glu Ala Leu Leu Thr Leu Asn Pro Ala Ser Phe Ser
405 410 415
fle Glu Leu Thr His Asp Gly Arg Pro Pro Ser Leu Lys Gly Thr Leu
420 425 430
Ser Leu Lys Asp Arg Ala Gin Met Ala Met Lys Phe Arg Cys Arg Cys
435 440 445
Tyr Arg Gly Trp Arg Gly Lys Trp Cys Asp Lys Arg Gly Met
450 455 460

<210> 18

<211> 473

<212> PRT

<213> Mus musculus

<220>
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<223> Hyaluronidase 2

<400> 18
Met Arg Ala Gly Leu Gly Pro lle lle Thr Leu Ala Leti Val Leu Glu
1 5 10 15
Val Ala Trp Ata Gly Glu Leu Lys Pro Thr Ala Pro Pro lle Phe Thr
20 25 30
Gly Arg Pro Phe Val Val Ala Trp Asn Val Pro Thr Gin Glu Cys Ala
35 40 45
Pro Arg His Lys Val Pro Leu Asp Leu Arg Ala Phe Asp Val Lys Ala
50 55 80
Thr Pro Asn Glu Gly Phe Phe Asn Gin Asn lle Thr Thr Phe Tyr Tyr
65 70 75 80
Asp Arg Leu Gly Leu Tyr Pro Arg Phe Asp Ala Ala Gly Thr Ser Val
85 90 95
His Gly Gly Val Pro Gin Asn Gly Ser Leu Cys Ala His Leu Pro Met
100 105 110
Leu Lys Glu Ser Val Glu Arg Tyr lle Gin Thr Gin Glu Pro Gly Gly
115 120 125
Leu Ala Val lie Asp Trp Glu Glu Trp Arg Pro Val Trp Val Arg Asn
130 135 140
Trp Gln Glu Lys Asp Val Tyr Arg Gin Ser Ser Arg GIn Leu Val Ala
145 150 155 160
Ser Arg His Pro Asp Trp Pro Ser Asp Arg Val Met Lys Gin Ala Gin
165 170 175
Tyr Glu Phe Glu Phe Ala Ala Arg Gin Phe Met Leu Asn Thr Leu Arg
180 185 190
Tyr Val Lys Ala Val Arg Pro Gln His Leu Trp Gly Phe Tyr Leu Phe
195 200 205
Pro Asp Cys Tyr Asn His Asp Tyr Val Gln Asn Trp Glu Ser Tyr Thr
210 215 220
Gly Arg Cys Pro Asp Val Glu Val Ala Arg Asn Asp Gln Leu Ala Trp
225 230 235 240
Leu Trp Ala Giu Ser Thr Ala Leu Phe Pro Ser Val Tyr Leu Asp Giu
245 250 255
Thr Leu Ala Ser Ser Val His Ser Arg Asn Phe Val Ser Phe Arg Val
269 265 270
Arg Glu Ala Leu Arg Val Ala His Thr His His Ala Asn His Ala Leu
275 280 285
Pro Val Tyr Val Phe Thr Arg Pro Thr Tyr Thr Arg Gly Leu Thr Gly
290 295 300
Leu Ser GIn Val Asp Leu lle Ser Thr lle Gly Glu Ser Ala Ala Leu
305 310 315 320
Gly Ser Ala Gly Val lle Phe Trp Gly Asp Ser Glu Asp Ala Ser Ser
325 330 335
Met Glu Thr Cys Gin Tyr Leu Lys Asn Tyr Leu Thr Gin Leu Leu Val
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340 345 350
Pro Tyr lle Val Asn Val Ser Trp Ala Thr GIn Tyr Cys Ser Trp Thr
355 360 365

Gin Cys His Gly His Gly Arg Cys Val Arg Arg Asn Pro Ser Ala Asn
370 375 380
Thr Phe Leu His Leu Asn Ala Ser Ser Phe Arg Leu Val Pro Gly His

385 390 395 400
Thr Pro Ser Glu Pro Gin Leu Arg Pro Glu Gly Gin Leu Ser Glu Ala
405 410 415
Asp Leu Asn Tyr Leu Gln Lys His Phe Arg Cys Gin Cys Tyr Leu Gly
420 425 430
Trp Gly Gly Glu Gin Cys GlIn Arg Asn Tyr Lys Gly Ala Ala Gly Asn
435 440 445
Ala Ser Arg Ala Trp Ala Gly Ser His Leu Thr Ser Leu Leu Gly Leu
450 455 460
Val Ala Val Ala Leu Thr Trp Thr Leu
465 470
<210>19
<211> 412
<212> PRT
<213> Mus musculus
<220>
<223> hyalurinidase 3
<400> 19
Met lle Met His Leu Gly Leu Met Met Val Val Gly Leu Thr Leu Cys
1 5 10 15
Leu Met His Gly Gin Ala Leu Leu GIn Val Pro Glu His Pro Phe Ser
20 25 30

Val Val Trp Asn Val Pro Ser Ala Arg Cys Lys Ala His Phe Gly Val
35 40 45
His Leu Pro Leu Asp Ala Leu Gly lle Val Ala Asn His Gly Gin His
50 55 60
Phe His Gly Gin Asn lle Ser lle Phe Tyr Lys Asn Gin Phe Gly Leu
65 70 75 80
Tyr Pro Tyr Phe Gly Pro Arg Gly Thr Ala His Asn Gly Gly lle Pro
' 85 90 95
Gin Ala Val Ser Leu Asp His His Leu Ala Arg Ala Ala His Gln Hle
100 105 110
Leu His Ser Leu Gly Ser Ser Phe Ala Gly Leu Ala Val Leu Asp Trp
116 120 125
Glu Glu Trp Tyr Pro Leu Trp Ala Gly Asn Trp Gly Pro His Arg GIn
130 135 140
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Val Tyr Leu Ala Ala Ser Trp Val Trp Thr Gin GIn Met Phe Pro Gly
145 150 1565 160
Leu Asp Pro GIn Glu Gin Leu His Lys Ala His Thr Ser Phe Glu Gin
165 170 175
Ala Ala Arg Ala Leu Met Glu Tyr Thr Leu Gln Leu Gly Arg Thr Leu
180 185 190
Arg Pro Ser Gly Leu Trp Gly Phe Tyr Arg Tyr Pro Ala Cys Gly Asn
195 200 205
Gly Trp His Lys Met Ala Ser Asn Tyr Thr Gly His Cys His Ala Ala
210 215 220
lle Thr Thr GIn Asn Thr Gin Leu Arg Trp Leu Trp Ala Ala Ser Ser
225 230 235 240
Ala Leu Phe Pro Ser lle Tyr Leu Pro Pro Arg Leu Pro Leu Ala Tyr
245 250 255
Arg Gin Ala Phe Val Arg His Arg Leu Glu Glu Ala Phe Arg Val Ala
260 265 270
Leu Leu Glu His Ser His Pro Leu Pro Val Leu Ala Tyr Ser Arg Leu
275 280 285
Thr His Arg Ser Ser Gly Arg Phe Leu Ser Leu Asp Asp Leu Met Gin
290 295 300
Thr lle Gly Val Ser Ala Ala Leu Gly Thr Ala Gly Val Val Leu Trp
305 310 315 320
Gly Asp Leu Ser Phe Ser Ser Ser Glu Glu Lys Cys Trp Arg Leu His
325 330 335
Asp Tyr Leu Val Gly Thr Leu Gly Pro Tyr Val lle Asn Val Thr Lys
340 345 350
Ala Asp Met Ala Cys Ser His Gln Arg Cys His Gly His Gly Arg Cys
355 360 365
Ala Arg Lys Asp Pro Gly GIn Met Glu Ala Phe Leu His Leu Gin Pro
370 375 380
Asp Asp Ser Leu Gly Ala Trp Asn Ser Phe Arg Cys His Cys Tyr Ser

385 390 395 400

Gly Trp Ala Gly Pro Thr Cys Leu Glu Pro Lys Pro
405 410

<210> 20

<211> 435

<212> PRT

<213> Sus scrofa

<220>
<223> hyalauronidase

<400> 20
Met Ala Ala His Leu Leu Pro lle Cys Thr Leu Phe Leu Asn Leu Leu
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1 5 10 15
Ser Val Ala GIn Gly Ser Arg Asp Pro Val Val Leu Asn Arg Pro Phe
20 25 30
Thr Thr lle Trp Asn Ala Asn Thr Gin Trp Cys Leu Lys Arg His Gly
35 40 45
Val Asp Val Asp Val Ser Val Phe Glu Val Val Val Asn Pro Gly GIn
50 55 60
Thr Phe Arg Gly Pro Asn Met Thr ile Phe Tyr Ser Ser Gin Leu Gly
65 70 75 80
Thr Tyr Pro Tyr Tyr Thr Ser Ala Gly Glu Pro Val Phe Gly Gly Leu
85 90 95
Pro Gin Asn Ala Ser Leu Asp Val His Leu Asn Arg Thr Phe Lys Asp
100 105 110
lle Leu Ala Ala Met Pro Glu Ser Asn Phe Ser Gly Leu Ala Val lie
115 120 125
Asp Trp Glu Ala Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Ala Lys
130 135 140
Asp lle Tyr Arg GIn Arg Ser Arg Ala Leu Val Gin Lys GIn His Pro
145 150 155 160
Asp Trp Pro Ala Pro Trp Val Glu Ala Ala Ala Gin Asp GIn Phe GIn
165 170 175
Glu Ala Ala Gin Thr Trp Met Ala Gly Thr Leu Lys Leu Gly Gin Thr
180 185 190
Leu Arg Pro His Gly Leu Trp Gly Phe Tyr Gly Phe Pro Asp Cys Tyr
185 200 205
Asn Tyr Asp Phe Gin Ser Ser Asn Tyr Thr Gly Gin Cys Pro Pro Gly
210 215 220
Val Ser Ala GIn Asn Asp Gin Leu Gly Trp Leu Trp Gly Gin Ser Arg
225 230 235 240
Ala Leu Tyr Pro Ser lle Tyr Leu Pro Ser Ala Leu Glu Gly Thr Asn
245 250 255
Lys Thr Gin Leu Tyr Val Gin His Arg Val Asn Glu Ala Phe Arg Val
260 265 270
Ala Ala Ala Ala Gly Asp Pro Asn Leu Pro Val Leu Pro Tyr Ala GIn
275 280 285
lle Phe His Asp Met Thr Asn Arg Leu Leu Ser Arg Glu Glu Leu Glu
290 295 300
His Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala Ala Gly Val Val Leu
305 310 315 320
Trp Val Ser Trp Glu Asn Thr Arg Thr Lys Glu Ser Cys Gln Ser lle
325 330 335
Lys Glu Tyr Val Asp Thr Thr Leu Gly Pro Phe lle Leu Asn Val Thr
340 345 350
Ser Gly Ala Leu Leu Cys Ser Gln Ala Val Cys Ser Gly His Gly Arg
355 360 365
Cys Val Arg Arg Pro Ser His Thr Glu Ala Leu Pro lle Leu Asn Pro
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370 375 380

Ser Ser Phe Ser lle Lys Pro Thr Pro Gly Gly Gly Pro Leu Thr Leu
385 390 395 400

Gin Gly Ala Leu Ser Leu Lys Asp Arg Val GIn Met Ala Glu Glu Phe

405 410 415
Gln Cys Arg Cys Tyr Pro Gly Trp Arg Gly Thr Trp Cys Glu Gln Gin
420 425 430
Gly Thr Arg
435

<210> 21

211> 419

<212> PRT

<213> Sus scrofa

<220>

<223> hyaluronidase 3

<400> 21

Met Thr Met Gin Leu Gly Leu Ala Leu Val Leu Gly Val Ala Met Cys

1 5 10 15
Leu Gly Cys Gly Gin Pro Leu Leu Arg Ala Pro Glu Arg Pro Phe Cys

20 25 30

Val Leu Trp Asn Val Pro Ser Ala Arg Cys Lys Ala Arg Phe Gly Val
35 40 45
His Leu Pro Leu Glu Ala Leu Gly lle Thr Ala Asn His Gly Gin Arg
50 55 60
Phe His Gly Gin Asn lle Thr lle Phe Tyr Lys Ser Gin Leu Gly Leu
65 70 75 80
Tyr Pro Tyr Phe Gly Pro Arg Gly Thr Ala His Asn Gly Gly fle Pro
85 90 95
GlIn Ala Val Ser Leu Asp His His Leu Ala Arg Ala Ala Tyr Gln lle
100 105 110
His Arg Ser Leu Arg Pro Gly Phe Thr Gly Leu Ala Val Leu Asp Trp
115 120 125
Glu Glu Trp Cys Pro Leu Trp Ala Gly Asn Trp Gly Arg Arg Gin Ala
130 135 140
Tyr Gin Ala Ala Ser Cys Ala Trp Ala Gin Arg Val Tyr Pro Asn Leu
145 150 155 160
Asp Pro Gin Glu GIn Leu Cys Lys Ala Arg Ala Gly Phe Glu Glu Ala
165 170 175
Ala Arg Ala Leu Met Glu Asp Thr Leu Arg Leu Gly Arg Met Leu Arg
180 185 190
Pro His Gly Leu Trp Gly Phe Tyr His Tyr Pro Ala Cys Gly Asn Gly
195 200 205
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Trp His Gly Thr Ala Ser Asn Tyr Thr Gly His Cys His Ala Ala Ala
210 215 220

Leu Ala Arg Asn Thr Gin Leu Tyr Trp Leu Trp Ala Ala Ser Ser Ala

225 230 235 240

Leu Phe Pro Ser lle Tyr Leu Pro Pro Gly Leu Pro Pro Ala Tyr His

245 250 255
Gin Ala Phe Val Arg Tyr Arg Leu Glu Glu Ala Phe Arg Val Ala Leu
260 265 270
Val Gly His Pro His Pro Leu Pro Val Leu Ala Tyr Ala Arg Leu Thr
275 280 285

His Arg Asn Ser Gly Arg Phe Leu Ser GIn Asp Glu Leu Val Gin Thr
290 295 300

lle Gly Val Ser Ala Ala Leu Gly Ala Ser Gly Val Val Leu Trp Gly

305 310 315 320

Asp Leu Ser Phe Ser Ser Ser Glu Glu Glu Cys Trp His Leu Arg Gly

325 330 335
Tyr Leu Val Gly Thr Leu Gly Pro Tyr Val lle Asn Val Thr Arg Ala
340 345 350
Ala Met Ala Cys Ser His Gln Arg Cys His Gly His Gly Arg Cys Ala
355 360 365

Trp Gin Asp Pro Gly Gin Leu Lys Val Phe Leu His Leu His Pro Gly
370 375 380

Gly Ser Pro Gly Ala Trp Glu Ser Phe Ser Cys Arg Cys Tyr Trp Gly

385 390 395 400
Trp Ala Gly Pro Thr Cys Gin Glu Pro Arg Pro Glu Leu Gly Pro Glu
405 410 415
Glu Ala Thr
<210> 22
<211> 449
<212> PRT
<213> Rattus norvegicus
<220>
<223> hyaluronidase 1
<400> 22
Met Lys Pro Phe Ser Pro Glu Val Ser Pro Asp Pro Cys Pro Ala Thr
1 5 10 15
Ala Ala His Leu Leu Arg Thr Tyr Thr Leu Phe Leu Thr Leu Leu Glu
20 - 25 30

Leu Ala GIn Gly Cys Arg Gly Ser Met Val Ser Asn Arg Pro Phe lle
35 40 45
Thr Val Trp Asn Ala Asp Thr His Trp Cys Leu Lys Asp His Gly Val
Page 31



J058SEQ.PC1.TXT
50 55 60
Asp Val Asp Val Ser Val Phe Asp Val Val Ala Asn Lys Glu Gln Asn
65 70 75 80
Phe Gin Gly Pro Asn Met Thr lle Phe Tyr Arg Glu Glu Leu Gly Thr
85 80 95
Tyr Pro Tyr Tyr Thr Pro Thr Gly Glu Pro Val Phe Gly Gly Leu Pro
100 105 110
Gin Asn Ala Ser Leu Val Thr His Leu Ala His Ala Phe Gin Asp lle
115 120 125
Lys Ala Ala Met Pro Glu Pro Asp Phe Ser Gly Leu Ala Val lle Asp
130 135 140
Trp Glu Ala Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Ser Lys Asp
145 150 155 160
lle Tyr Gin Gin Arg Ser Met Glu Leu Val Arg Ala Glu His Pro Asp
165 170 175
Trp Pro Glu Thr Leu Val Glu Ala Glu Ala Gin Gly Gin Phe Gin Glu
180 185 180
Ala Ala Glu Ala Trp Met Ala Gly Thr Leu Gin Leu Gly GIn Val Leu
195 200 205
Arg Pro Arg Gly Leu Trp Gly Tyr Tyr Gly Phe Pro Asp Cys Tyr Asn
210 215 220
Tyr Asp Phe Leu Ser Pro Asn Tyr Thr Gly Gin Cys Ser Leu Ser lle
225 230 235 240
His Asp Gin Asn Asp Gin Leu Gly Trp Leu Trp Asn Gin Ser Tyr Ala
245 250 255
Leu Tyr Pro Ser lle Tyr Leu Pro Ala Ala Leu Met Gly Thr Gly Lys
260 265 270
Ser GlIn Met Tyr Val Arg Tyr Arg Val Gin Glu Ala Phe Arg Leu Ala
275 280 285
Leu Val Ser Arg Asp Pro His Val Pro e Met Pro Tyr Val Gin lie
290 295 300
Phe Tyr Glu Lys Thr Asp Tyr Leu Leu Pro Leu Glu Glu Leu Glu His
1305 310 315 320
Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala Ala Gly Ala Val Leu Trp
325 330 335
ile Ser Ser Glu Lys Thr Ser Thr Lys Glu Ser Cys Gln Ala lle Lys
340 345 350
Ala Tyr Met Asp Ser Thr Leu Gly Pro Phe lie Leu Asn Val Thr Ser
355 360 365
Ala Ala Leu Leu Cys Ser Glu Ala Leu Cys Ser Gly Arg Gly Arg Cys
370 375 380
Val Arg His Pro Ser Tyr Pro Glu Ala Leu Leu Thr Leu Ser Pro Ala
385 390 395 400
Ser Phe Ser lle Glu Pro Thr His Asp Gly Arg Pro Leu Ser Leu Lys
405 410 415
Gly Thr Leu Ser Leu Lys Asp Arg Ala GIn Met Ala Met Lys Phe Lys
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, 420 475 430
Cys Arg Cys Tyr Arg Gly Trp Ser Gly Glu Trp Cys Lys Lys Gin Asp
435 440 445

Met

<210> 23

<211> 473

<212> PRT

<213> Rattus norvegicus

<220>

<223> hyaluronidase 2

<400> 23

Met Arg Ala Gly Leu Gly Pro lle lle Thr Leu Ala Leu Val Leu Glu

1 5 10 15

Val Ala Trp Ala Ser Glu Leu Lys Pro Thr Ala Pro Pro lle Phe Thr
20 25 30

Gly Arg Pro Phe Val Val Ala Trp Asn Val Pro Thr Gln Glu Cys Ala
35 40 45
Pro Arg His Lys Val Pro Leu Asp Leu Arg Ala Phe Asp Val Glu Ala
50 55 60
Thr Pro Asn Glu Gly Phe Phe Ash Gin Asn lle Thr Thr Phe Tyr Tyr
65 70 75 80
Asp Arg Leu Gly Leu Tyr Pro Arg Phe Asp Ala Ala Gly Met Ser Val
85 90 95
His Gly Gly Val Pro Gin Asn Gly Ser Leu Cys Ala His Leu Pro Met
100 105 110
Leu Lys Glu Ala Val Glu Arg Tyr lie Gin Thr Gln Giu Pro Ala Gly
115 120 125
Leu Ala Val lle Asp Trp Glu Glu Trp Arg Pro Val Trp Val Arg Asn
130 135 140
Trp Gin Glu Lys Asp Val Tyr Arg Gin Ser Ser Arg Gln Leu Val Ala
145 150 155 160
Ser Arg His Pro Asp Trp Pro Ser Asp Arg He Val Lys Gin Ala Gin
165 170 175
Tyr Glu Phe Glu Phe Ala Ala Arg Gin Phe Met Leu Asn Thr Leu Arg
180 185 190
Tyr Val Lys Ala Val Arg Pro Gin His Leu Trp Gly Phe Tyr Leu Phe
195 200 205
Pro Asp Cys Tyr Asn His Asp Tyr Val Gin Asn Trp Asp Ser Tyr Thr
210 215 220
Gly Arg Cys Pro Asp Val Glu Val Ala Gin Asn Asp Gin Leu Ala Trp
225 230 235 240
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Leu Trp Ala Glu Asn Thr Ala Leu Phe Pro Ser Val Tyr Leu Asp Lys
245 250 255
Thr Leu Ala Ser Ser Lys His Ser Arg Asn Phe Val Ser Phe Arg Val
260 265 270
Gin Glu Ala Leu Arg Val Ala His Thr His His Ala Asn His Ala Leu
275 280 285
Pro Val Tyr Val Phe Thr Arg Pro Thr Tyr Thr Arg Arg Leu Thr Glu
290 295 300
Leu Asn GIn Met Asp Leu lle Ser Thr lie Gly Glu Ser Ala Ala Leu
305 310 315 320
Gly Ser Ala Gly Val lle Phe Trp Gly Asp Ser Val Tyr Ala Ser Ser
325 330 335
Met Glu Asn Cys GIn Asn Leu Lys Lys Tyr Leu Thr Gin Thr Leu Val
340 345 350
Pro Tyr lle Val Asn Val Ser Trp Ala Thr GIn Tyr Cys Ser Trp Thr
355 360 365 .
Gln Cys His Gly His Gly Arg Cys Val Arg Arg Asn Pro Ser Ala Ser
370 375 380
Thr Phe Leu His Leu Ser Pro Ser Ser Phe Arg Leu Val Pro Gly Arg
385 390 395 400
Thr Pro Ser Glu Pro Gin Leu Arg Pro Glu Gly Glu Leu Ser Glu Asp
405 410 415
Asp Leu Ser Tyr Leu Gin Met His Phe Arg Cys His Cys Tyr Leu Gly
420 425 430
Trp Gly Gly Glu Gin Cys GIn Trp Asn His Lys Arg Ala Ala Gly Asp
435 440 445
Ala Ser Arg Ala Trp Ala Gly Ala His Leu Ala Ser Leu Leu Gly Leu
450 455 460
Val Ala Met Thr Leu Thr Trp Thr Leu
465 470

<210> 24

<211> 412

<212> PRT

<213> Ratius norvegicus

<220>
<223> hyaluronidase 3

<400> 24
Met lle Thr Gin Leu Gly Leu Thr Leu Val Val Gly Leu Thr Leu Cys
1 5 10 15
Leu Val His Val Gln Ala Leu Leu Gln Val Pro Glu Phe Pro Phe Ser
20 25 30
Val Leu Trp Asn Val Pro Ser Ala Arg Cys Lys Thr Arg Phe Gly Val
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35 40 45
His Leu Pro Leu Asp Ala Leu Gly lie lle Ala Asn His Gly Gin Arg
50 55 60
Phe His Gly Gln Asn lte Thr ile Phe Tyr Lys Asn Gin Phe Gly Leu
65 70 75 80
Tyr Pro Tyr Phe Gly Pro Arg Gly Thr Ala His Asn Gly Gly lle Pro
85 90 95
Gin Ala Val Ser Leu Asp His His Leu Ala Gin Ala Ala His Gin lle
100 105 110
Leu His Asn Leu Gly Ser Ser Phe Ala Gly Leu Ala Val Leu Asp Trp
115 120 125
Glu Glu Trp Tyr Pro Leu Trp Ala Gly Asn Trp Gly Thr His Arg Gln
130 135 140
Val Tyr Gin Ala Ala Ser Trp Ala Trp Ala Gin Gin Met Phe Pro Asp
145 150 155 160
Leu Asn Pro Gin Glu Gin Leu His Lys Ala Gin Thr Gly Phe Glu Gin
165 170 175
Ala Ala Arg Ala Let Met Glu His Thr Leu Arg Leu Gly Gin Met Leu
180 185 180
Arg Pro His Gly Leu Trp Gly Phe Tyr Arg Tyr Pro Val Cys Gly Asn
185 200 205
Gly Trp His Asn Met Ala Ser Asn Tyr Thr Gly His Cys His Pro Ala
210 215 220
lie He Thr Arg Asn Thr Gin Leu Arg Trp Leu Trp Ala Ala Ser Ser
225 230 235 240
Ala Leu Phe Pro Ser lle Tyr Leu Pro Pro Arg Leu Pro Pro Ala Tyr
245 250 255
His GIn Thr Phe Val Arg His Arg Leu Glu Glu Ala Phe Arg Val Ala
260 265 270
Leu Thr Gly His Ala His Pro Leu Pro Val Leu Ala Tyr Val Arg Leu
275 280 285
Thr His Arg Ser Ser Gly Arg Phe Leu Ser Leu Asp Asp Leu Met Gin
290 295 300
Thr Hle Gly Val Ser Ala Ala Leu Gly Ala Ala Gly Val Val Leu Trp
305 310 315 320
Gly Asp Leu Ser Val Ser Ser Ser Glu Glu Glu Cys Trp Arg Leu His
325 330 335
Asp Tyr Leu Val Gly Thr Leu Gly Pro Tyr Val lle Asn Val Thr Lys
340 345 350
-Ala Ala Thr Ala Cys Ser His Gin Arg Cys His Gly His Gly Arg Cys
355 360 365
Ser Trp Lys Asp Pro Gly Gin Met Glu Aia Phe Leu His Leu Gin Pro
370 375 380
Asp Asp Asn Leu Gly Ala Trp Lys Ser Phe Arg Cys Arg Cys Tyr Leu
385 390 395 400
Gly Trp Ser Gly Pro Thr Cys Leu Glu Pro Lys Pro
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405 410

<210> 25

<211> 545

<212> PRT

<213> Oryctolagus cuniculus

<220>
<223> PH20

<400> 25
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Gly Ser Ala Val Glu
1 5 10 15
Leu Ser Gly Val Phe Gin lie Val Phe He Phe Leu Leu lle Pro Cys
20 25 30
Cys Leu Thr Ala Asn Phe Arg Ala Pro Pro Val lle Pro Asn Vai Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Thr Glu Phe Cys Leu Gly Lys Ser
50 55 60
Gly Glu Pro Leu Asp Met Ser Leu Phe Ser Leu Phe Gly Ser Pro Arg
65 70 75 80
Lys Asn Lys Thr Gly Gin Gly lle Thr lle Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lle Asp Pro His Thr Gly Ala ile Val His Gly
100 105 110
Arg tle Pro Gin Leu Gly Pro Leu Gin Gin His Leu Thr Lys Leu Arg
115 120 125
Gin Glu Hle Leu Tyr Tyr Met Pro Lys Asp Asn Val Gly Leu Ala Val
130 135 140
e Asp Trp Glu Glu Trp Leu Pro Thr Trp Leu Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp lle Tyr Arg lle Lys Ser lle Glu Leu Val Lys Ser Gin His
165 170 175
Pro Gin Tyr Asn His Ser Tyr Ala Thr Glu Lys Ala Lys Arg Asp Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Met Glu Glu Thr Leu Lys Leu Gly Arg
195 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Asp Lys Pro Asn Leu Tyr Lys Gly Ser Cys Phe
225 230 235 240
Asp lle Glu Lys Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Lys Glu
245 250 255
Ser Thr Ala Leu Phe Pro Ser Val Tyr Leu Thr Ser Arg Ala Arg Ser
260 265 270
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Ala Thr Ala Leu Ser Lys Leu Tyr Val Val Arg Asn Arg Val His Glu
275 280 285
Ala lle Arg Val Ser Lys lle Pro Asp Asp Lys Ser Pro Leu Pro Asn
290 295 300
Phe Val Tyr Thr Arg Leu Val Phe Thr Asp Glin lie Phe Gin Phe Leu
305 310 315 320
Ser His His Asp Leu Val Tyr Thr lle Gly Glu lle Val Ala Leu Gly
325 330 335
Ala Ser Gly lle Val Val Trp Gly Ser Gin Ser Leu Ala Arg Ser Met
340 345 350
Lys Ser Cys Leu His Leu Asp Asn Tyr Met Lys Thr lle Leu Asn Pro
355 360 365
Tyr Leu e Asn Val Thr Leu Ala Ala Lys Met Cys Asn Gin Val Leu
370 375 380
Cys GIn Glu GIn Gly Val Cys Thr Arg Lys Asn Trp Asn Pro Asn Asp
385 390 395 400
Tyr Leu His Leu Asn Pro Gly Asn Phe Ala lle GIn Leu Gly Ser Asn
405 410 415
Gly Thr Tyr Lys Val Asp Gly Lys Pro Thr Leu Thr Asp Leu Glu Gin
420 425 430
Phe Ser Lys Asn Phe GIn Cys Ser Cys Tyr Thr Asn Leu Asn Cys Lys
435 440 445
Glu Arg Thr Asp Met Asn Asn Val Arg Thr Val Asn Val Cys Ala Val
450 455 460
Glu Asn Val Cys lle Asp Thr Asn Val Gly Pro Gln Ala Val Thr Tyr
465 470 475 480
-Ala Pro Lys Glu Lys Lys Asp Val Ala His lle Leu Ser Asn Thr Thr
485 490 495
Ser lte Asn Ser Ser Thr Thr Met Ser Leu Pro Phe Pro Arg Lys His
500 505 510
Val Ser Gly Cys Leu Leu Val Leu Cys Met Tyr Ser Gin Tyr Leu Asn
515 520 525
lle Cys Tyr Arg Leu Val Ala lle Gly Hle Gin His Gly Tyr Tyr Leu
530 535 540
Lys
545

<210> 26

<211> 478
<212> PRT
<213> Ovis aries

<220>
<223> hyaluronidase 2
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<400> 26
Met Trp Thr Gly Leu Gly Pro Ala Val Thr Leu Ala Leu Val Leu Val
1 5 0 15
Val Ala Trp Ala Thr Giu Leu Lys Pro Thr Ala Pro Pro lle Phe Thr
20 25 30
Gly Arg Pro Phe Val Val Ala Trp Asp Val Pro Thr Gln Asp Cys Gly
35 40 45
Pro Arg His Lys Met Pro Leu Asp Pro Lys Asp Met Lys Ala Phe Asp
50 55 60
Val Gin Ala Ser Pro Asn Glu Gly Phe Val Asn Gin Asn lle Thr lle
65 70 75 80
Phe Tyr Arg Asp Arg Leu Gly Met Tyr Pro His Phe Asn Ser Val Gly
85 90 95
Arg Ser Val His Gly Gly Val Pro GIn Asn Gly Ser Leu Trp Val His
100 105 110
Leu Glu Met Leu Lys Gly His Val Glu His Tyr lle Arg Thr Gin Glu
115 120 125
Pro Ala Gly Leu Ala Val lle Asp Trp Glu Asp Trp Arg Pro Val Trp
130 135 140
Val Arg Asn Trp GIn Asp Lys Asp Val Tyr Arg Arg Leu Ser Arg Gin
145 150 155 160
Leu Val Ala Ser His His Pro Asp Trp Pro Pro Glu Arg lle Val Lys
165 170 175
Glu Ala Gin Tyr Glu Phe Glu Phe Ala Ala Arg Gin Phe Met Leu Glu
180 185 190
Thr Leu Arg Phe Val Lys Ala Phe Arg Pro Arg His Leu Trp Gly Phe
185 200 205
Tyr Leu Phe Pro Asp Cys Tyr Asn His Asp Tyr Val Gin Asn Trp Glu
210 215 220
Thr Tyr Thr Gly Arg Cys Pro Asp Val Glu Val Ser Arg Asn Asp Gin
225 230 235 240
Leu Ser Trp Leu Trp Ala Glu Ser Thr Ala Leu Phe Pro Ser Val Tyr
245 250 255
Leu Glu Glu Thr Leu Ala Ser Ser Thr His Gly Arg Asn Phe Val Ser
260 265 270
Phe Arg Val Gln Glu Ala Leu Arg Val Ala Asp Val His His Ala Asn
275 280 285
His Ala Leu Pro Val Tyr Val Phe Thr Arg Pro Thr Tyr Ser Arg Gly
250 295 300
Leu Thr Gly Leu Ser Glu Met Asp Leu lle Ser Thr lie Gly Glu Ser
305 310 315 320
Ala Ala Leu Gly Ala Ala Gly Val lie Leu Trp Gly Asp Ala Gly Phe
325 330 335
Thr Thr Ser Asn Glu Thr Cys Arg Arg Leu Lys Asp Tyr Leu Thr Arg
340 345 350
Ser Leu Val Pro Tyr Val Val Asn Val Ser Trp Ala Ala Gin Tyr Cys
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355 360 365
Ser Trp Ala GlIn Cys His Gly His Gly Arg Cys Val Arg Arg Asp Pro
370 375 380
Asn Ala His Thr Phe Leu His Leu Ser Ala Ser Ser Phe Arg Leu Val
385 380 395 400
Pro Ser His Ala Pro Asp Glu Pro Arg Leu Arg Pro Glu Gly Glu Leu
405 410 415
Ser Trp Ala Asp Arg Asn His Leu GIn Thr His Phe Arg Cys Gin Cys
420 425 430
Tyr Leu Gly Trp Gly Gly Glu Gln Cys Gin Trp Asp Arg Arg Arg Ala
435 440 445
Ala Gly Gly Ala Ser Gly Ala Trp Ala Gly Ser His Leu Thr Gly Leu
450 455 460
Leu Ala Val Ala Val Leu Ala Phe Thr Trp Thr Ser
465 470 475

<210> 27

<211> 114
<212> PRT
<213> Qvis aries

<220>
<223> PH20 partial sequence

<400> 27
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Hle Arg Leu Ser Lys lle
1 5 10 15
Ala Ser Val Glu Ser Pro Leu Pro Val Phe Val Tyr His Arg Pro Val
20 25 30
Phe Thr Asp Gly Ser Ser Thr Tyr Leu Ser GIn Gly Asp Leu Val Asn
35 40 45
Ser Val Gly Glu ile Val Ala Leu Gly Ala Ser Gly Hle le Met Trp
50 556 60
Gly Ser Leu Asn Leu Ser Leu Thr Met Gln Ser Cys Met Asn Leu Gly

65 70 75 80
Asn Tyr Leu Asn Thr Thr Leu Asn Pro Tyr He lie Asn Val Thr Leu
85 90 95

Ala Ala Lys Met Cys Ser Gln Val Leu Cys GIn Glu GIn Gly Val Cys
100 105 110

lie Arg

<210> 28

<211> 414
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<212> PRT
<213> Pongo pygmaeus

<220>
<223> hyaluronidase 3

<400> 28
Met Thr Thr Arg Leu Gly Pro Ala Leu Val Leu Gly Val Ala Leu Cys
1 5 10 15
Leu Gly Cys Gly GIn Pro Leu Pro Gln Val Pro Glu Arg Pro Phe Ser
20 25 30
Val Leu Trp Asn Val Pro Ser Ala His Cys Lys Ser Arg Phe Gly Val
35 40 45
His Leu Pro Leu Asn Ala Leu Gly lle lle Ala Asn Arg Gly GIn His
50 55 60
Phe His Gly Gin Asn Mef Thr tie Phe Tyr Lys Asn Gin Leu Gly Leu
65 70 75 80
Tyr Pro Tyr Phe Gly Pro Lys Gly Thr Ala His Asn Gly Gly lle Pro
85 20 95
Gin Ala Leu Pro Leu Asp Arg His Leu Ala Leu Ala Ala Tyr Gn lle
100 105 110
His His Ser Leu Arg Pro Gly Phe Ala Gly Pro Ala Val Leu Asp Trp
115 120 125
Glu Glu Trp Cys Pro Leu Trp Ala Gly Asn Trp Gly Arg Arg Arg Ala
130 135 140
Tyr Gin Ala Ala Ser Trp Ala Trp Ala Gin Gin Val Phe Pro Asp Leu
145 1560 155 160
Asp Pro Gln Glu GIn Leu Tyr Lys Ala Tyr Thr Gly Phe Glu Gin Ala
165 170 175
Ala Arg Ala Leu Met Glu Asp Thr Leu Arg Val Ala Gin Ala Leu Arg
180 185 190
Pro His Gly Leu Ttp Gly Phe Tyr His Tyr Pro Ala Cys Gly Asn Gly
185 200 205
“Trp His Ser Met Ala Ser Asn Tyr Thr Gly Arg Cys His Ala Ala Thr
210 215 220
Leu Ala Arg Asn Thr GIn Leu His Trp Leu Trp Ala Ala Ser Ser Ala
225 230 235 240
Leu Phe Pro Ser lie Tyr Leu Pro Pro Arg Leu Pro Pro Ala His His
245 250 255
Gin Ala Phe Val Arg His Arg Leu Glu Glu Ala Phe Arg Val Ala Leu
260 265 276
Val Gly His Leu Pro Val Leu Ala Tyr Val Arg Leu Thr His Arg Arg
275 286 285
Ser Gly Arg Phe Leu Ser Gin Asp Asp Leu Val Gin Thr lle Gly Val
290 295 300
Ser Ala Ala Leu Gly Ala Ala Gly Val Val Leu Trp Gly Asp Leu Ser
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305 310 315 320
‘Leu Ser Ser Ser Glu Gly Glu Cys Trp His Leu His Asp Tyr Leu Val
325 330 335
Asp Thr Leu Gly Pro Tyr Gly lle Asn Val Thr Arg Ala Ala Met Ala
340 345 350
Cys Ser His Gin Arg Cys His Gly His Gly Arg Cys Ala Arg Arg Asp
355 360 365
Pro Gly Gin Met Glu Ala Phe Leu His Leu Trp Pro Asp Gly Ser Leu
370 375 380
Gly Asp Trp Lys Ser Phe Ser Cys His Cys Tyr Trp Gly Trp Ala Gly

385 390 395 400
Pro Thr Cys Gin Glu Pro Arg Leu Gly Pro Lys Glu Ala Val
405 410
<210> 29
<211> 510
<212> PRT
<213> Macaca fascicularis
<220>
<223> PH20
<400> 29
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin ile Val Phe Thr Phe Leu Leu lle Pro Cys
20 25 30

Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro lle lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 60
Asn Glu Pro Leu Asp Met Ser Leu Phe Thr Leu Met Gly Ser Pro Arg
65 70 75 80
fle Asn Val Thr Gly Gln Gly Val Thr lie Phe Tyr Val Asp Arg Leu
85 90 96
Gly Tyr Tyr Pro Tyr lie Asp Leu Thr Thr Gly Val Thr Val His Gly
100 105 110
Gly lle Pro GIn Lys Val Ser Leu Gin Asp His Leu Asp Lys Ser Lys
115 120 125
Gln Asp lle Leu Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
fle Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lie Glu Leu Val Gin Gin Gin Asn
165 170 175
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Val Gin Leu Ser Leu Pro Gln Ala Thr Asp Lys Ala Lys Gin Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Met Leu Glu Thr lle Lys Leu Gly Arg
195 200 205
Ser Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Arg Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asp
225 230 235 240
Val Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lle Tyr Leu Asn Thr GIn Gin Ser Val Val
260 265 270
Val Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val
275 280 285
Ser Lys lle Pro Asp Ala Lys Asn Pro Leu Pro Val Phe Val Tyr Ala
290 295 300
Arg Leu Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Arg Glu Glu
305 310 315 320
Leu Val Ser Thr Leu Gly Glu Thr Val Ala Leu Gly Afa Ser Gly lie
325 330 335
‘Val lle Trp Gly Ser Leu Ser lle Thr Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Thr Tyr Met Glu Thr lle Leu Asn Pro Tyr lle lle Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin
370 375 380
Gly Val Cys He Arg Lys Asp Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Asp lle Arg Leu Glu Lys Gly Giy Lys Phe Thr
405 410 415
Val His Gly Lys Pro Thr Val Glu Asp Leu Glu Glu Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Thr Asn Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Val Lys Asp Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys
450 455 460
lle Asp Ala Ser Leu Lys Pro Pro Val Glu Thr Glu Gly Ser Pro Pro
465 470 475 480
lle Phe Tyr Asn Thr Ser Ser Ser Thr Val Ser Thr Thr Met Phe lle
485 490 495
Val Asn lle Leu Phe Leu lie He Ser Ser Val Ala Ser Leu
500 505 510

<210> 30
<211> 529
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<212> PRT

<213> Cavia porcelius

<220>

<223> PH20

<400> 30

Met Gly Ala Phe Thr Phe Lys His Ser Phe Phe Gly Ser Phe Val Glu

1 5 10 15

Cys Ser Gly Val Leu Gln Thr Val Phe ile Phe Leu Leu lle Pro Cys
20 25 30 '

Cys Leu Ala Asp Lys Arg Ala Pro Pro Leu lle Pro Asn Val Pro Leu
35 40 45 _
Leu Trp Val Trp Asn Ala Pro Thr Glu Phe Cys lle Gly Gly Thr Asn
50 55 60
Gln Pro Leu Asp Met Ser Phe Phe Ser lle Val Gly Thr Pro Arg Lys
85 70 75 80
Asn lle Thr Gly Gin Ser lle Thr Leu Tyr Tyr Val Asp Arg Leu Gly
85 80 95
Tyr Tyr Pro Tyr lle Asp Pro His Thr Gly Ala lie Val His Gly Gly
100 105 110
Leu Pro Gin Leu Met Asn Leu Gin Gin His Leu Arg Lys Ser Arg Gin
115 120 125
Asp lle Leu Phe Tyr Met Pro Thr Asp Ser Val Gly Leu Ala Val lle
130 135 140
Asp Trp Glu Glu Trp Arg Pro Thr Trp Thr Arg Asn Trp Arg Pro Lys
145 150 166 160
Asp lle Tyr Arg Asn Lys Ser lie Glu Leu Val Lys Ser Gln His Pro
165 170 175
Gin Tyr Asn His Ser Tyr Ala Val Ala Val Ala Lys Arg Asp Phe Glu
180 185 190
Arg Thr Gly Lys Ala Phe Met Leu Giu Thr Leu Lys Leu Gly Lys Ser
195 200 2056
Leu Arg Pro Ser Ser Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr
210 215 220 '
Asn Thr His Phe Thr Lys Pro Asn Tyr Asp Gly His Cys Pro Pro lie
225 230 235 240
Glu Leu Gin Arg Asn Asn Asp Leu Gin Trp Leu Trp Asn Asp Ser Thr
245 250 255
‘Ala Leu Tyr Pro Ser Vat Tyr Leu Thr Ser Arg Val Arg Ser Ser Gin
260 265 270
Asn Gly Ala Leu Tyr Val Arg Asn Arg Val His Glu Ser lle Arg Val
275 280 285
Ser Lys Leu Met Asp Asp Lys Asn Pro Leu Pro lle Tyr Val Tyr fle
290 295 300
Arg Leu Val Phe Thr Asp GIn Thr Thr Thr Phe Leu Glu Leu Asp Asp
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305 310 316 320
Leu Val His Ser Val Gly Glu lle Val Pro Leu Gly Val Ser Gly lle
325 330 335
lle lle Trp Gly Ser Leu Ser Leu Thr Arg Ser Leu Val Ser Cys lle
340 345 350
Gly Leu Glu Asn Tyr Met Lys Gly Thr Leu Leu Pro Tyr Leu He Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Gly Gin Val Leu Cys Lys Asn Gin
370 375 380
Gly He Cys Thr Arg Lys Asp Trp Asn Thr Asn Thr Tyr Leu His Leu
385 390 395 400
Asn Ala Thr Asn Phe Asp ile Glu Leu GIn Gln Asn Gly Lys Phe Val
405 410 415
Val His Gly Lys Pro Ser Leu Glu Asp Leu Gin Glu Phe Ser Lys Asn
420 425 430
Phe His Cys Ser Cys Tyr Thr Asn Val Ala Cys Lys Asp Arg Leu Asp
435 440 445
Val His Asn Val Arg Ser Val Asn Val Cys Thr Ala Asn Asn lie Cys
450 455 460
lle Asp Ala Val Leu Asn Phe Pro Ser Leu Asp Asp Asp Asp Glu Pro
465 470 475 480
Pro lle Thr Asp Asp Thr Ser Gin Asn Gin Asp Ser lle Ser Asp Hle
485 490 495
Thr Ser Ser Ala Pro Pro Ser Ser His lie Leu Pro Lys Asp Leu Ser
500 505 510
Trp Cys Leu Phe Leu Leu Ser He Phe Ser Gin His Trp Lys Tyr Leu
515 520 525
Leu

<210> 31

<211> 512

<212> PRT

<213> Rattus norvegicus

<220>
<223> PH20

<400> 31
Met Gly Glu Leu Gin Phe Lys Trp Leu Phe Trp Arg Ser Phe Ala Glu
1 5 10 15
Ser Gly Gly Thr Phe Gin Thr Val Leu lie Phe Leu Phe fle Pro Tyr
20 25 30
Ser Leu Thr Val Asp Tyr Arg Ala Thr Pro Val Leu Ser Asp Thr Thr
35 40 45
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Phe Val Trp Val Trp Asn Val Pro Thr Glu Ala Cys Val Glu Asn Val
50 55 60
Thr Glu Pro He Asp Leu Ser Phe Phe Ser Leu lle Gly Ser Pro Arg
65 70 75 80
Lys Thr Ala tie Gly Gln Pro Val Thr Leu Phe Tyr Val Asp Arg Leu
85 90 95
Gly Asn Tyr Pro His lle Asp Ala Gin Gin Thr Glu His His Gly Gly
100 105 110
lle Pro Gin Lys Gly Asp Leu Thr Thr His Leu Val Lys Ala Lys Glu
115 120 125
Asp Val Glu Arg Tyr Hle Pro Thr Asp Lys Leu Gly Leu Ala lle lle
130 135 140
Asp Trp Glu Glu Trp Arg Pro Thr Trp Met Arg Asn Trp Thr Pro Lys
145 150 155 160
Asp lie Tyr Arg Asn Lys Ser lle Glu Leu Val Gin Ala Ala Asp Pro
165 170 175
Ala lte Asn Hle Thr Glu Ala Thr Val Arg Ala Lys Ala GIn Phe Glu
180 185 190
Gly Ala Ala Lys Glu Phe Met Glu Gly Thr Leu Lys Leu Gly Lys His
195 200 205
lle Arg Pro Lys His Leu Trp Gly Phe Tyr Leu Phe Pro Asp Cys Tyr
210 215 220
Asn Asn Lys Phe Gin Val Asp Asn Tyr Asp Gly Gin Cys Pro Asp Val
225 230 235 240
Glu Lys Lys Arg Asn Asp Asp Leu Asp Trp Leu Trp Lys Glu Ser Thr
245 250 255
Gly Leu Tyr Pro Ser Val Tyr Leu Lys Lys Asp Leu Lys Ser Ser Arg
260 265 270
Lys Ala Thr Leu Tyr Val Arg Tyr Arg Val Leu Glu Ser He Arg Val
275 280 285
Ser Lys Val Ser Asp Glu Ser Ash Pro Val Pro lle Phe Val Tyr lle
290 295 300
Arg Leu Val Phe Thr Asp His Val Ser Glu Tyr Leu Leu Glu Asp Asp
305 310 3156 320
l.eu Val Asn Thr lle Gly Glu lle Val Ala GIn Gly Thr Ser Gly lle
325 330 335
lle Hle Trp Asp Ala Met Ser Leu Ala Gln Arg Ser Ala Gly Cys Pro
340 345 350
lle Leu Arg Gln Tyr Met Lys Thr Thr Leu Asn Pro Tyr lle Val Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser GIn Thr Leu Cys Lys Glu Lys
370 375 380
Gly Met Cys Ser Arg Lys Thr Glu Ser Ser Asp Ala Tyr Leu His Leu
385 390 395 400
Asp Pro Ser Ser Phe Ser lle Asn Val Thr Glu Ala Gly Lys Tyr Glu
405 410 415
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Val Leu Gly Lys Pro Glu Val Lys Asp Leu Glu Tyr Phe Ser Glu His
420 425 430
Phe Lys Cys Ser Cys Phe Ser Lys Met Thr Cys Glu Glu Thr Ser Asp
435 440 445
Met Arg Ser lle Gin Asp Val Asn Val Cys Met Gly Asp Asn Val Cys
450 455 460
lle Lys Ala Thr Leu Gly Pro Asn Ser Ala Phe His Leu Leu Pro Gly

465 470 475 480
Lys Gly Leu Leu Leu Met Thr Thr Leu Ala His lie Leu His His Leu
485 490 495

Pro His Asp lle Phe Val Phe Pro Trp Lys Met Leu Val Ser Thr Pro
500 505 510

<210> 32

<211> 512

<212> PRT

<213> Mus musculus

<220>

<223> PH20

<400> 32

Met Gly Glu Leu Arg Phe Lys His Leu Phe Trp Gly Ser Phe Val Glu

1 5 10 15

Ser Gly Gly Thr Phe Gln Thr Val Leu lle Phe Leu Leu lle Pro Cys
20 25 30

Ser Leu Thr Val Asp Tyr Arg Ala Ala Pro ile Leu Ser Asn Thr Thr
35 40 45
Phe Leu Trp lle Trp Asn Val Pro Thr Glu Arg Cys Val Gly Asn Val
- 50 55 60
Asn Asp Pro lle Asp Leu Ser Phe Phe Ser Leu lle Gly Ser Pro Arg
65 70 75 80
Lys Thr Ala Thr Gly Gin Pro Val Thr Leu Phe Tyr Val Asp Arg Leu
85 90 95
Gly Leu Tyr Pro His lle Asp Ala Asn Gin Ala Glu His Tyr Gly Gly
100 105 110
lte Pro Gin Arg Gly Asp Tyr Gin Ala His Leu Arg Lys Ala Lys Thr
115 120 125
Asp lle Glu His Tyr lle Pro Asp Asp Lys Leu Gly Leu Ala lle lle
130 135 140
Asp Tip Glu Glu Trp Arg Pro Thr Trp Leu Arg Asn Trp Lys Pro Lys
145 150 165 160
Asp Asn Tyr Arg Asn Lys Ser lle Glu Leu Val Gin Ser Thr Asn Pro
165 170 175
Gly Leu Ser lie Thr Glu Ala Thr Gln Lys Ala lle GIn Gin Phe Glu
Page 46



3058SEQPC1.TXT
180 185 190
Glu Ala Gly Arg Lys Phe Met Glu Gly Thr Leu His Leu Gly Lys Phe
195 200 205
Leu Arg Pro Asn Gin Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr
210 215 220
Asn Asn Lys Phe Gln Asp Pro Lys Tyr Asp Gly Gin Cys Pro Ala Val
225 230 235 240
Glu Lys Lys Arg Asn Asp Asn Leu Lys Trp Leu Trp Lys Ala Ser Thr
245 250 255
Gly Leu Tyr Pro Ser Val Tyr Leu Lys Lys Asp Leu Lys Ser Asn Arg
260 265 270
GIn Ala Thr Leu Tyr Val Arg Tyr Arg Val Val Glu Ala Hle Arg Val
275 280 285
‘Ser Lys Val Gly Asn Ala Ser Asp Pro Val Pro lle Phe Val Tyr lle
290 295 300
Arg Leu Val Phe Thr Asp Arg Thr Ser Glu Tyr Leu Leu Glu Asp Asp
305 310 315 320
Leu Val Asn Thr ile Gly Glu lle Val Ala Leu Gly Thr Ser Gly lle
325 330 335
lle lle Trp Asp Ala Met Ser Leu Ala Gin Arg Ala Ala Gly Cys Pro
340 345 350
lle Leu His Lys Tyr Met Gin Thr Thr Leu Asn Pro Tyr lle Val Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser GIn Thr Leu Cys Asn Glu Lys
370 375 380
Gly Met Cys Ser Arg Arg Lys Glu Ser Ser Asp Val Tyr Leu His Leu
385 390 395 400
Asn Pro Ser His Phe Asp lle Met Leu Thr Glu Thr Gly Lys Tyr Glu
405 410 415
Val Leu Gly Asn Pro Arg Val Gly Asp Leu Glu Tyr Phe Ser Glu His
420 425 430
Phe Lys Cys Ser Cys Phe Ser Arg Met Thr Cys Lys Giu Thr Ser Asp
435 440 445
Val Lys Asn Val GIn Asp Val Asn Val Cys Val Gly Asp Asn Val Cys
450 455 460
lle Lys Ala Lys Val Glu Pro Asn Pro Aia Phe Tyr Leu Leu Pro Gly

465 470 475 480
Lys Ser Leu Leu Phe Met Thr Thr Leu Gly His Val Leu Tyr His Leu
485 490 495

Pro GIn Asp lle Phe Val Phe Pro Arg Lys Thr Leu Val Ser Thr Pro
500 5056 510

<210> 33

<211> 807

<212> PRT
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<213> Staphylococcus aureus

<220>

<223> hyaluronidase

<400> 33

Met Thr Tyr Arg ile Lys Lys Trp Gln Lys Leu Ser Thr ile Thr Leu

1 5 10 15

Leu Met Ala Gly Val He Thr Leu Asn Gly Gly Glu Phe Arg Ser Val
20 25 30

Asp Lys His Gin lie Ala Val Ala Asp Thr Asn Val Gin Thr Pro Asp
35 40 45 :
Tyr Glu Lys Leu Arg Asn Thr Trp Leu Asp Val Asn Tyr Gly Tyr Asp
50 55 60
Lys Tyr Asp Glu Asn Asn Pro Asp Met Lys Lys Lys Phe Asp Ala Thr
65 70 75 80
Glu Lys Glu Ala Thr Asn Leu Leu Lys Glu Met Lys Thr Glu Ser Gly
85 90 95
Arg Lys Tyr Leu Trp Ser Gly Ala Glu Thr Leu Glu Thr Asn Ser Ser
100 105 110
His Met Thr Arg Thr Tyr Arg Asn lle Glu Lys lle Ala Glu Ala Met
115 120 125
Arg Asn Pro Lys Thr Thr Leu Asn Thr Asp Glu Asn Lys Lys Lys Val
130 135 140
Lys Asp Ala Leu Glu Trp Leu His Lys Asn Ala Tyr Gly Lys Glu Pro
145 150 155 160
Asp Lys Lys Val Lys Glu Leu Ser Glu Asn Phe Thr Lys Thr Thr Gly
165 170 175
Lys Asn Thr Asn Leu Asn Trp Trp Asp Tyr Glu Hle Gly Thr Pro Lys
180 185 190
Ser Leu Thr Asn Thr Leu lle Leu Leu Asn Asp Gin Phe Ser Asn Glu
195 200 205
~Glu Lys Lys Lys Phe Thr Ala Pro fle Lys Thr Phe Ala Pro Asp Ser
210 215 220
Asp Lys lle Leu Ser Ser Val Gly Lys Ala Glu Leu Ala Lys Gly Gly
225 230 235 240
Asn Leu Val Asp lle Ser Lys Val Lys Leu Leu Glu Cys lie fle Glu
245 250 255
Glu Asp Lys Asp Met Met Lys Lys Ser lle Asp Ser Phe Asn Lys Val
260 265 270
Phe Thr Tyr Val Gin Asp Ser Ala Thr Gly Lys Glu Arg Asn Gly Phe
275 280 285
Tyr Lys Asp Gly Ser Tyr lle Asp His Gin Asp Val Pro Tyr Thr Gly

290 295 300
Ala Tyr Gly Val Val Leu Leu Glu Gly lle Ser GIn Met Met Pro Met
305 310 315 320
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lle Lys Glu Thr Pro Phe Asn Asp Lys Thr Gin Asn Asp Thr Thr Leu

325 330 335
Lys Ser Trp lle Asp Asp Gly Phe Met Pro Leu lle Tyr Lys Gly Glu
340 345 350

Met Met Asp Leu Ser Arg Gly Arg Ala lle Ser Arg Glu Asn Glu Thr
355 360 365
Ser His Ser Ala Ser Ala Thr Val Met Lys Ser Leu Leu Arg Leu Ser
370 375 380
Asp Ala Met Asp Asp Ser Thr Lys Ala Lys Tyr Lys Lys lle Val Lys
385 390 395 400
Ser Ser Val Glu Ser Asp Ser Ser Tyr Lys GIn Asn Asp Tyr Leu Asn
405 410 415
Ser Tyr Ser Asp ile Asp Lys Met Lys Ser Leu Met Thr Asp Asn Ser
420 425 430 _
lle Ser Lys Asn Gly Leu Thr GIn Gin Leu Lys lie Tyr Asn Asp Met
435 440 445
Asp Arg Val Thr Tyr His Asn Lys Asp Leu Asp Phe Ala Phe Gly Leu
450 455 460
Ser Met Thr Ser Lys Asn Val Ala Arg Tyr Glu Ser lle Asn Gly Glu
465 470 475 480
Asn Leu Lys Gly Trp His Thr Gly Ala Gly Met Ser Tyr Leu Tyr Asn
485 490 495
Ser Asp Val Lys His Tyr His Asp Asn Phe Trp Val Thr Ala Asp Met
500 505 510
Lys Arg Leu Ser Gly Thr Thr Thr Leu Asp Asn Glu lle Leu Lys Asp
515 520 525
Thr Asp Asp Lys Lys Ser Ser Lys Thr Phe Val Gly Gly Thr Lys Val
530 535 540
Asp Asp Gln His Ala Ser lle Gly Met Asp Phe Glu Asn Gin Asp Lys
545 550 555 560
Thr Leu Thr Ala Lys Lys Ser Tyr Phe lle Leu Asn Asp Lys lle Val
565 570 575
Phe Leu Gly Thr Gly lle Lys Ser Thr Asp Ser Ser Lys Asn Pro Val
580 585 590
Thr Thr lle Glu Asn Arg Lys Ala Asn Gly Tyr Thr Leu Tyr Thr Asp
595 600 605
Asp Lys Gin Thr Thr Asn Ser Asp Asn Gin Glu Asn Asn Ser Val Phe
610 615 620
Leu Glu Ser Thr Asp Thr Lys Lys Asn lle Gly Tyr His Phe Leu Asn
625 630 635 640
Lys Pro Lys lie Thr Val Lys Lys Glu Ser His Thr Gly Lys Trp Lys
045 650 655
Glu lle Asn Lys Ser Gin Lys Asp Thr Gin Lys Thr Asp Glu Tyr Tyr
660 665 670
Glu Val Thr Gin Lys His Ser Asn Ser Asp Asn Lys Tyr Gly Tyr Vai
675 680 685
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Leu Tyr Pro Gly Leu Ser Lys Asp Val Phe Lys ThrLys Lys Asp Glu
690 695 700
Val Thr Val Val Lys Gln Glu Asp Asp Phe His Val Val Lys Asp Asn
705 710 715 720
Glu Ser Val Trp Ala Gly Val Asn Tyr Ser Asn Ser Thr Gin Thr Phe
725 730 735
Asp lle Asn Asn Thr Lys Val Glu Val Lys Ala Lys Gly Met Phe lle
740 745 750
Leu Lys Lys Lys Asp Asp Asn Thr Tyr Glu Cys Ser Phe Tyr Asn Pro
755 760 765
Glu Ser Thr Asn Ser Ala Ser Asp lle Glu Ser Lys lle Ser Met Thr
770 775 780
Gly Tyr Ser lle Thr Asn Lys Asn Thr Ser Thr Ser Asn Glu Ser Gly
785 790 795 800
Val His Phe Glu Leu Thr Lys
805

<210> 34

<211> 371
<212> PRT

<213> Streptococcus pyogenes bacteriophage H4489A

<220>
<223> hyaluronidase

<400> 34

Met Thr Glu Asn lle Pro Leu Arg Val Gin Phe Lys Arg Met Ser Ala

1 5 10 15

Asp Glu Trp Ala Arg Ser Asp Val lle Leu Leu Glu Gly Glu lle Gly
20 25 30

Phe Glu Thr Asp Thr Gly Phe Ala Lys Phe Gly Asp Gly Gin Asn Thr

35 40 45
Phe Ser Lys Leu Lys Tyr Leu Thr Gly Pro Lys Gly Pro Lys Gly Asp
50 55 60

Thr Gly Leu GIn Gly Lys Thr Gly Gly Thr Gly Pro Arg Gly Pro Ala

65 70 75 80

Gly Lys Pro Gly Thr Thr Asp Tyr Asp Gin Leu Gin Asn Lys Pro Asp

85 90 95

Leu Gly Ala Phe Ala Gin Lys Glu Glu Thr Asn Ser Lys lie Thr Lys
100 105 110

Leu Glu Ser Ser Lys Ala Asp Lys Ser Ala Val Tyr Ser Lys Ala Glu

115 120 125
Ser Lys lie Glu Leu Asp Lys Lys Leu Ser Leu Thr Gly Gly Ile Val
130 135 140
Thr Gly GIn Leu Gin Phe Lys Pro Asn Lys Ser Gly lle Lys Pro Ser
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145 1560 155 160
Ser Ser Val Gly Gly Ala lle Asn lle Asp Met Ser Lys Ser Glu Gly
165 170 175
Ala Ala Met Val Met Tyr Thr Asn Lys Asp Thr Thr Asp Gly Pro Leu
180 185 180
Met lle Leu Arg Ser Asp Lys Asp Thr Phe Asp Gin Ser Ala Gln Phe
195 200 205
Val Asp Tyr Ser Gly Lys Thr Asn Ala Val Asn lle Val Met Arg Gin
210 215 220
Pro Ser Ala Pro Asn Phe Ser Ser Ala Leu Asn lle Thr Ser Ala Asn
225 230 235 240
Glu Gly Gly Ser Ala Met Gin lle Arg Gly Val Glu Lys Ala Leu Gly
245 250 255
Thr Leu Lys lle Thr His Glu Asn Pro Asn Val Glu Ala Lys Tyr Asp
260 265 270
Glu Asn Ala Ala Ala Leu Ser lle Asp lle Val Lys Lys Gln Lys Gly
275 280 285
Gly Lys Gly Thr Ala Ala Gln Gly lte Tyr lle Asn Ser Thr Ser Gly
290 295 300
Thr Ala Gly Lys Met Leu Arg lle Arg Asn Lys Asn Glu Asp Lys Phe
3056 310 315 320
Tyr Val Gly Pro Asp Gly Gly Phe His Ser Gly Ala Asn Ser Thr Val
325 330 335
Ala Gly Asn Leu Thr Val Lys Asp Pro Thr Ser Gly Lys His Ala Ala
340 345 350
Thr Lys Asp Tyr Val Asp Glu Lys lle Ala Glu Leu Lys Lys Leu lie
355 360 365
Leu Lys Lys
370

<210> 35

<211> 1628

<212> PRT

<213> Clostridium perfringens

<220~
<223> hyaluronidase

<400> 35
Met Asn Lys Asn He Arg Lys lle lle Thr Ser Thr Val Leu Ala Ala
1 5 10 15
Met Thr lle Ser Val Leu Pro Ser Asn Leu Val Val Phe Ala Thr Asp
20 25 30
Gly He Thr Glu Asn Phe Tyr Glu lle Tyr Pro Lys Pro Gln Glu lle
35 40 45
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Ser Tyr Ser Gly Gly Glu Phe Gln lle Ser Asp Glu lle Asn lle Val
50 55 60
Tyr Asp Asp Gly lle Asp Thr Tyr Thr Lys Lys Arg Val Asp Glu Vai
65 70 75 80
Leu Glu Ala Ser Asn Leu Glu Ala Thr Val Ser Asn Glu lle Val Pro
85 90 95
Gly Lys Thr Asn Phe Leu Val Gly lle Asn Glu Ser Gly Gly Val Val
100 105 110
Asp Asn Tyr Phe Asn Lys Asn lle Pro His Asp Glu Ser Phe Phe Asp
115 120 125
Glu Lys Met Asp Ala Asn fle Val Ser Val Lys Asp Gly Val lle Gly
130 135 140
Val lle Gly Glu Asp Thr Asp Ser Ala Phe Tyr Gly Val Thr Thr Leu
145 150 1565 160
Lys His Val Phe Asn GIn Leu Glu Glu Gly Asn Lys lle Gin Ser Phe
165 170 175
Arg Ala Asp Asp Tyr Ala Glu Val Ala His Arg Gly Phe lle Glu Gly
180 - 185 190
Tyr Tyr Gly Asn Pro Trp Ser Asn Glu Asp Arg Ala Glu Leu Met Lys
195 200 205
Phe Gly Gly Asp Tyr Lys Leu Asn GIn Tyr Vai Phe Ala Pro Lys Asp
210 215 220
Asp Pro Tyr His Asn Ser Lys Trp Arg Asp Leu Tyr Pro Glu Glu Lys
225 230 235 240
Leu Ser Glu lle Lys Lys Leu Ala Gin Val Gly Asn Glu Thr Lys Asn
245 250 255
Arg Tyr Val Tyr Ala Leu His Pro Phe Met Asn Asn Pro Val Arg Phe
260 265 270
Asp Thr Glu Glu Asn Tyr Gin Asn Asp Leu Gly Val Hle Lys Ala Lys
275 280 285
Phe Thr GIn Leu Leu Glu Asn Asp Val Arg Gin Phe Ala lle Leu Ala
290 295 300
Asp Asp Ala Ser Ala Pro Ala Gin Gly Ala Ser Met Tyr Val Lys Leu
305 310 315 320
Leu Thr Asp Leu Thr Arg Trp Leu Glu Glu Gln Gin Ser Thr Tyr Pro
325 330 335
Asp Leu Lys Thr Asp Leu Met Phe Cys Pro Ser Asp Tyr Tyr Gly Asn
340 345 350
Gly Ser Ser Ala Gin Leu Lys Glu Leu Asn Lys Ala Glu Asp Asn Val
355 360 365
Ser lle Val Met Thr Gly Gly Arg lle Trp Gly Glu Val Asp Glu Asn
370 375 380
Phe Ala Asn Asn Phe Met Asn Asn lle Ser Thr Glu Gly His Pro Gly
385 390 395 400
Arg Ala Pro Phe Phe Trp lie Asn Trp Pro Cys Ser Asp Asn Ser Lys
405 410 415
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GIn His Leu lle Met Gly Gly Asn Asp Thr Phe Leu His Pro Gly Val
420 425 430
Asp Pro Ser Lys Ile Asp Gly ile Val Leu Asn Pro Met Gin Gin Ala
435 440 445
Glu Ala Asn Lys Ser Afa Leu Phe Ala lle Ala Asp Tyr Ala Trp Asn
450 455 460
fte Trp Asp Asn Lys Glu Glu Ala Asp Glu Asn Trp Asn Asp Ser Phe
465 470 475 480
Lys Tyr Met Asp His Gly Thr Ala Glu Glu Thr Asn Ser Ser Leu Ala
485 480 495
Leu Arg Glu lle Ser Lys His Met lle Asn Gin Asn Met Asp Gly Arg
500 505 510
Val Arg Pro Leu Gin Glu Ser Val Glu Leu Ala Pro Lys Leu Glu Ala
515 520 525
Phe Lys Gin Lys Tyr Asp Ser Gly Ala Ser lle Lys Glu Asp Ala Leu
530 535 540
Glu Leu lle Ala Glu Phe Thr Asn Leu Gin Lys Ala Ala Asp Tyr Tyr
545 550 555 560
Lys Asn Asn Pro Gly Asn Glu Arg Thr Arg Asp Gin lle lie Tyr Trp
565 570 575
Leu Asn Cys Trp Glu Asp Thr Met Asp Ala Ala lle Gly Tyr Leu Lys
580 585 590
Ser Ala lle Ala lle Giu Glu Gly Asp Asp Glu Ala Ala Trp Ala Asn
595 600 605
Tyr Ser Glu Ala Gin Gly Ala Phe Glu Lys Ser Lys Thr Tyr Gly Phe
810 615 620
-His Tyr Val Asp His Thr Glu Tyr Ala Glu Val Gly Val Gin His lle
625 630 635 640
Val Pro Phe lle Lys Ser Met Gly Gin Asn Leu Ser Val Val lle Gly
645 650 655
Ser lle Val Asp Pro Asn Arg lle lle Ala Thr Tyr le Ser Asn Arg
660 665 670
Gln Asp Ala Pro Thr Gly Asn Pro Asp Asn lle Phe Asp Asn Asn Ala
675 680 685
Ser Thr Glu Leu Val Tyr Lys Asn Pro Asn Arg lle Asp Val Gly Thr
690 695 700
Tyr Val Gly Val Lys Tyr Ser Asn Pro lle Thr Leu Asn Asn Val Glu
705 710 715 720
Phe Leu Met Gly Ala Asn Ser Asn Pro Asn Asp Thr Met Gin Lys Ala
725 730 735
Lys lle GIn Tyr Thr Val Asp Gly Arg Glu Trp lle Asp Leu Glu Glu
740 745 750
Gly Val Glu Tyr Thr Met Pro Gly Ala lle Lys Vai Glu Asn Leu Asp
755 760 765
Leu Lys Val Arg Gly Val Arg Leu lle Ala Thr Glu Ala Arg Glu Asn
770 775 780
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Thr Trp Leu Gly Val Arg Asp lie Asn Val Asn Lys Lys Glu Asp Ser
785 790 795 800
Asn Ser Gly Val Glu Phe Asn Pro Ser Leu lie Arg Ser Glu Ser Trp
805 810 815
Gln Val Tyr Glu Gly Asn Glu Ala Asn Leu Leu Asp Gly Asp Asp Asn
820 825 830
Thr Gly Val Trp Tyr Lys Thr Leu Asn Gly Asp Thr Ser Leu Ala Gly
835 840 845
Glu Phe lle Gly Leu Asp Leu Gly Lys Glu lle Lys Leu Asp Gly lle
850 855 860
Arg Phe Val lle Gly Lys Asn Gly Gly Gly Ser Ser Asp Lys Trp Asn
865 870 875 880
Lys Phe Lys Leu Glu Tyr Ser Leu Asp Asn Glu Ser Trp Thr Thr lle
885 890 895
Lys Glu Tyr Asp Lys Thr Gly Ala Pro Ala Gly Lys Asp Val lle Glu
900 905 210
Glu Ser Phe Glu Thr Pro lle Ser Ala Lys Tyr lle Arg Leu Thr Asn
915 920 925
Met Glu Asn lie Asn Lys Trp Leu Thr Phe Ser Glu Phe Ala lie lle
930 935 940
Ser Asp Glu Leu Glu Asn Ala Gly Asn Lys Gl Asn Val Tyr Thr Asn
945 950 955 960
Thr Glu Leu Asp Leu Leu Ser Leu Ala Lys Glu Asp Val Thr Lys Leu
965 970 975
lle Pro Thr Asp Asp lle Ser Leu Asn His Gly Glu Tyr lle Gly Val
980 985 990
Lys Leu Asn Arg lle Lys Asp Leu Ser Asn ile Asn Leu Glu lie Ser
995 1000 1005
Asn Asp Thr Gly Leu Lys Leu Gln Ser Ser Met Asn Gly Vai Glu Trp
1010 1015 1020
Thr Glu lle Thr Asp Lys Asn Thr Leu Glu Asp Gly Arg Tyr Val Arg
1025 1030 1035 1040
Leu lie Asn Thr Ser Asn Glu Ala Val Asn Phe Asn Leu Thr Lys Phe
1045 1050 1065
Glu Val Asn Ser Asn Glu Val Tyr Glu Pro Ser Leu Val Asp Ala Tyr
1060 1065 1070
Val Gly Asp Asp Giy Ala Lys Lys Ala Val Asp Gly Asp Leu Lys Thr
1075 1080 1085
Arg Val Lys Phe Leu Gly Ala Pro Ser Thr Gly Asp Thr lle Val Tyr
1090 1095 1100
Asp Leu Gly Gin Glu lle Leu Val Asp Asn Leu Lys Tyr Val Val Leu
1105 1110 1115 1120
Asp Thr Glu Val Asp His Val Arg Asp Giy Lys lle GIn Leu Ser Leu
1125 1130 1135
Asp Gly Glu Thr Trp Thr Asp Ala lle Thr lle Gly Asp Gly Val Glu
1140 1145 1150
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Asn Gly Val Asp Asp Met Phe Ser Thr Pro Leu Lys Asn Gly Tyr Lys
1165 1160 1165
His Gly Asn Gin Ser Gly Gly lle Val Pro lie Asp Ser Ala Tyr Val
1170 1175 1180
Glu Gly Asp Asn Leu Asn Gin Lys Ala Arg Tyr Val Arg lle Leu Phe
1185 1190 1195 1200
Thr Ala Pro Tyr Arg His Arg Trp Thr Val lle Asn Glu Leu Met lle
1205 1210 1215
Asn Asn Gly Glu Tyr lie Ser Thr Vat Asn Asp Pro Thr Tyr lle Ser
1220 1225 1230
Asn Pro lle Glu Glu Arg Gly Phe Ala Pro Ser Asn Leu Arg Asp Gly
1235 1240 1245
Asn Leu Thr Thr Ser Tyr Lys Pro Asn Thr Asn Asn Gly Glu lle Ser
1250 1255 1260
‘Glu Gly Ser lle Thr Tyr Arg Leu Ser Glu Lys Thr Asp Val Arg Lys
1265 1270 1275 1280
Val Thr lle Val Gln Ser Gly Ser Ser lle Ser Asn Ala Lys Val Met
1285 1290 1285
Ala Arg Val Gly Asp Gly Ser Glu Asn Val Thr Asp Gln Trp Val Gin
1300 1305 1310
Leu Gly Thr Leu Ser Asn Ser Leu Asn Glu Phe He Asn Arg Asp Tyr
1315 1320 1325
Asn Asn lie Tyr Glu He Lys lle Glu Trp Thr Asp Val Ala Pro Asn
1330 1335 1340
fle Tyr Glu He lle Thr Leu Asn Gin Glu Phe Glu Phe Pro Val Asn
1345 1350 1355 1360
Asp Ser Leu Lys Ala Lys Tyr Asp Glu Leu lie Asn Leu Ser Gly Asp
1365 1370 1375
Glu Tyr Thr Leu Ser Ser Phe Glu Thr Leu Lys Glu Ala Leu Asn Glu
1380 1385 1390
Ala Lys Ser lle Leu Asp Asp Ser Asn Ser Ser Gin Lys Lys He Asp
1395 1400 1405
Lys Ala Leu Glu Lys Leu Asn Lys Ala Glu Glu Arg Leu Asp Leu Arg
1410 1415 1420
Ala Thr Asp Phe Glu Asp Phe Asn Lys Val Leu Thr Leu Gly Asn Ser
1425 1430 1435 1440
Leu Val Glu Glu Glu Tyr Thi Ala Glu Ser Trp Ala Lett Phe Ser Glu
1445 1450 1455
Val Leu Glu Ala Ala Asn Glu Ala Asn Lys Asn Lys Ala Asp Tyr Thr
1460 1465 1470
Gin Asp Gin lle Asn Gin lle Val lle Asp Leu Asp Ala Ser lle Lys
1475 1480 1485
Ala Leu Val Lys Glu Thr Pro Glu Val Asp Lys Thr Asn Leu Gly Glu
1490 1495 1500
Leu lie Asn Gin Gly Lys Ser Leu Leu Asp Glu Ser Vai Glu Gly Phe
1505 1510 1515 1520
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Asn Val Gly Glu Tyr His Lys Gly Ala Lys Asp Gly Leu Thr Val Glu
1525 1630 1535
lle Asn Lys Ala Glu Glu Val Phe Asn Lys Glu Asp Ala Thr Glu Glu
1540 1545 1550
Glu lle Asn Leu Ala Lys Glu Ser Leu Glu Gly Ala lie Ala Arg Phe
1655 1560 1565
Asn Ser Leu Leu lle Glu Glu Ser Thr Gly Asp Phe Asn Gly Asn Gly
1570 1575 1580
Lys lie Asp lle Gly Asp Leu Ala Met Val Ser Lys Asn fle Gly Ser
1585 1590 1585 1600
Thr Thr Asn Thr Ser Leu Asp Leu Asn Lys Asp Gly Ser lle Asp Glu
1605 1610 1615
Tyr Glu lle Ser Phe lle Asn His Arg lle Leu Asn
1620 1625

<210> 36

<211> 435

<212> PRT

<213> Homo sapiens

<220>
<223> Hyaluronidase-1 [Precursor]

<400> 36
Met Ala Ala His Leu Leu Pro lle Cys Ala Leu Phe Leu Thr Leu Leu
1 5 10 15
Asp Met Ala GIn Gly Phe Arg Gly Pro Leu Leu Pro Asn Arg Pro Phe
20 25 30
Thr Thr Val Trp Asn Afa Asn Thr Gin Trp Cys Leu Glu Arg His Gly
35 40 45
Val Asp Val Asp Val Ser Val Phe Asp Val Val Ala Asn Pro Gly Gln
50 55 60
“Thr Phe Arg Gly Pro Asp Met Thr lle Phe Tyr Ser Ser Gln Leu Gly
65 70 75 80
Thr Tyr Pro Tyr Tyr Thr Pro Thr Gly Glu Pro Val Phe Gly Gly Leu
85 90 95
Pro Gin Asn Ala Ser Leu lle Ala His Leu Ala Arg Thr Phe Gln Asp
100 105 110
lle Leu Ala Ala He Pro Ala Pro Asp Phe Ser Gly Leu Ala Vat lle
115 120 125
Asp Trp Glu Ala Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Thr Lys
130 135 140
Asp lie Tyr Arg Gin Arg Ser Arg Ala Leu Val Gin Ala Gin His Pro
145 150 155 160
Asp Trp Pro Ala Pro Gln Val Glu Ala Val Ala GIn Asp Gln Phe Gln
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165 170 175
“Gly Ala Ala Arg Ala Trp Met Ala Gly Thr Leu Gin Leu Gly Arg Ala
186 185 190

Leu Arg Pro Arg Gly Leu Trp Gly Phe Tyr Gly Phe Pro Asp Cys Tyr
195 200 205
Asn Tyr Asp Phe Leu Ser Pro Asn Tyr Thr Gly GIn Cys Pro Ser Gly
210 215 220
lle Arg Ala Gin Asn Asp Gin Leu Gly Trp Leu Trp Gly Gln Ser Arg
225 230 235 240
Ala Leu Tyr Pro Ser lle Tyr Met Pro Ala Val Leu Glu Gly Thr Gly
245 250 255
Lys Ser Gin Met Tyr Val GIn His Arg Val Ala Glu Ala Phe Arg Val
260 265 270
Ala Val Ala Ala Gly Asp Pro Asn Leu Pro Val Leu Pro Tyr Val Gin
275 280 285
lle Phe Tyr Asp Thr Thr Asn His Phe Leu Pro Leu Asp Glu Leu Glu
290 295 300
His Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala Ala Gly Val Val Leu
305 310 315 320
Trp Val Ser Trp Glu Asn Thr Arg Thr Lys Glu Ser Cys Gin Ala lle
325 330 335
Lys Glu Tyr Met Asp Thr Thr Leu Gly Pro Phe lle Leu Asn Val Thr
340 345 350
Ser Gly Ala Leu Leu Cys Ser GIn Ala Leu Cys Ser Gly His Gly Arg
355 360 365
Cys Val Arg Arg Thr Ser His Pro Lys Ala Leu Leu Leu Leu Asn Pro
370 375 380
Ala Ser Phe Ser lle Gin Leu Thr Pro Gly Gly Gly Pro Leu Ser Leu

385 390 395 400
Arg Gly Ala Leu Ser Leu Glu Asp Gln Ala Gin Met Ala Val Glu Phe
405 410 415
Lys Cys Arg Cys Tyr Pro Gly Trp Gin Ala Pro Trp Cys Glu Arg Lys
420 425 430
Ser Met Trp
435
<210> 37
<211> 473
<212> PRT

<213> Homo sapiens

<220>
<223> Hyaluronidase-2 [Precursor]

<400> 37
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Met Arg Ala Gly Pro Gly Pro Thr Val Thr Leu Ala Leu Val Leu Ala
1 5 10 15
Val Ala Trp Ala Met Glu Leu Lys Pro Thr Ala Pro Pro lle Phe Thr
20 25 30
Gly Arg Pro Phe Val Val Ala Trp Asp Val Pro Thr GIn Asp Cys Gly
35 40 45
Pro Arg Leu Lys Val Pro Leu Asp Leu Asn Ala Phe Asp Val Gln Ala
50 55 60
Ser Pro Asn Glu Gly Phe Val Asn Gin Asn lle Thr lle Phe Tyr Arg
65 70 75 80
Asp Arg Leu Gly Leu Tyr Pro Arg Phe Asp Ser Ala Gly Arg Ser Val
85 90 95
His Gly Gly Val Pro GIn Asn Val Ser Leu Trp Ala His Arg Lys Met
100 105 110
Leu Gin Lys Arg Val Glu His Tyr fle Arg Thr Gln Glu Ser Ala Gly
115 120 125
Leu Ala Val lle Asp Trp Glu Asp Trp Arg Pro Val Trp Val Arg Asn
130 135 140
Trp GIn Asp Lys Asp Val Tyr Arg Arg Leu Ser Arg Gin Leu Val Ala
145 150 155 160
“Ser Arg His Pro Asp Trp Pro Pro Asp Arg lle Val Lys Gin Ala Gin
165 170 175
Tyr Glu Phe Glu Phe Ala Ala Gin GIn Phe Met Leu Glu Thr Leu Arg
180 185 190
Tyr Val Lys Ala Val Arg Pro Arg His Leu Trp Gly Phe Tyr Leu Phe
195 200 205
Pro Asp Cys Tyr Asn His Asp Tyr Val Gin Asn Trp Glu Ser Tyr Thr
210 215 220
Gly Arg Cys Pro Asp Val Glu Val Ala Arg Asn Asp Gin Leu Afa Trp
225 230 235 240
Leu Trp Ala Glu Ser Thr Ala Leu Phe Pro Ser Val Tyr Leu Asp Glu
245 250 255
Thr Leu Ala Ser Ser Arg His Gly Arg Asn Phe Val Ser Phe Arg Val
260 265 270
Gin Glu Ala Leu Arg Val Ala Arg Thr His His Ala Asn His Ala Leu
275 280 285
Pro Val Tyr Val Phe Thr Arg Pro Thr Tyr Ser Arg Arg Leu Thr Gly
290 205 300
Leu Ser Glu Met Asp Leu ile Ser Thr lle Gly Glu Ser Ala Ala Leu
305 310 315 320
Gly Ala Ala Gly Val lle Leu Trp Gly Asp Ala Gly Tyr Thr Thr Ser
326 330 335
Thr Glu The Cys Gin Tyr Leu Lys Asp Tyr Leu Thr Arg Leu Leu Val
340 345 350
Pro Tyr Val Val Asn Val Ser Trp Afa Thr Gln Tyr Cys Ser Arg Ala
355 360 365
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Gln Cys His Gly His Gly Arg Cys Val Arg Arg Asn Pro Ser Ala Ser
370 375 380

Thr Phe Leu His Leu Ser Thr Asn Ser Phe Arg Leu Val Pro Gly His

385 390 395 400

Ala Pro Gly Glu Pro Gin Leu Arg Pro Val Gly Glu Leu Ser Trp Ala

405 410 415
Asp ile Asp His Leu Gin Thr His Phe Arg Cys Gin Cys Tyr Leu Gly
420 425 436
Trp Ser Gly Glu Gln Cys Gin Trp Asp His Arg Gin Ala Ala Gly Gly
435 440 445

Ala Ser Glu Ala Trp Ala Gly Ser His Leu Thr Ser Leu Leu Ala Leu
450 455 460

Ala Ala Leu Ala Phe Thr Trp Thr Leu

465 470 '

<210> 38

<211> 417

<212> PRT

<213> Homo sapiens

<220>
<223> Hyaluronidase-3 [Precursor]

<400> 38
Met Thr Thr Gin Leu Gly Pro Ala Leu Val Leu Gly Val Ala Leu Cys
1 5 10 15
Leu Gly Cys Gly Gin Pro Leu Pro Gin Val Pro Glu Arg Pro Phe Ser
20 25 30
Val Leu Trp Asn Val Pro Ser Ala His Cys Glu Ala Arg Phe Gly Val
35 40 45
His Leu Pro Leu Asn Ala Leu Gly lle lle Ala Asn Arg Gly Gln His
50 55 80
Phe His Gly Gln Asn Met Thr lle Phe Tyr Lys Asn Gin Leu Gly Leu
65 70 75 80
Tyr Pro Tyr Phe Gly Pro Arg Gly Thr Ala His Asn Gly Gly lie Pro
85 90 95
Gln Ala Leu Pro Leu Asp Arg His Leu Ala Leu Ala Ala Tyr Gin lle
100 105 110
‘His His Ser Leu Arg Pro Gly Phe Ala Gly Pro Ala Val Leu Asp Trp
115 120 125
Glu Glu Trp Cys Pro Leu Trp Ala Gly Asn Trp Gly Arg Arg Arg Ala
130 135 140
Tyr Gln Ala Ala Ser Trp Ala Trp Ala Gin Gin Val Phe Pro Asp Leu
145 150 155 160
Asp Pro Gin Glu Gin Leu Tyr Lys Ala Tyr Thr Gly Phe Glu Gin Ala
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165 170 175
Ala Arg Ala Leu Met Glu Asp Thr Leu Arg Val Ala Gin Ala Leu Arg
180 185 180

Pro His Gly Leu Trp Gly Phe Tyr His Tyr Pro Afa Cys Gly Asn Gly
195 200 205
Trp His Ser Met Ala Ser Asn Tyr Thr Gly Arg Cys His Ala Ala Thr
210 215 220
Leu Ala Arg Asn Thr Gin Leu His Trp Leu Trp Ala Ala Ser Ser Ala
225 230 235 240
Leu Phe Pro Ser lle Tyr Leu Pro Pro Arg Leu Pro Pro Ala His His
245 250 255
Gin Afa Phe Val Arg His Arg Leu Glu Glu Ala Phe Arg Val Ala Leu
260 265 270
Val Gly His Arg His Pro Leu Pro Vaf Leu Ala Tyr Val Arg Leu Thr
275 280 285
His Arg Arg Ser Gly Arg Phe Leu Ser Gin Asp Asp Leu Val Gln Ser
290 285 300
lle Gly Val Ser Ala Ala L.eu Gly Ala Ala Gly Val Val Leu Trp Gly
305 310 315 320
Asp Leu Ser Leu Ser Ser Ser Glu Glu Glu Cys Trp His Leu His Asp
325 330 335
Tyr Leu Val Asp Thr Leu Gly Pro Tyr Val lle Asn Val Thr Arg Ala
340 345 350
Ala Met Ala Cys Ser His GIn Arg Cys His Gly His Gly Arg Cys Ala
355 360 365
Arg Arg Asp Pro Gly GIn Met Glu Ala Phe Leu His Leu Trp Pro Asp
370 375 380
Gly Ser Leu Gly Asp Trp Lys Ser Phe Ser Cys His Cys Tyr Trp Gly
385 390 395 400
Trp Ala Gly Pro Thr Cys Gin Glu Pro Arg Pro Gly Pro Lys Glu Ala
405 410 415
Val

<210> 3%

<211> 481

<212> PRT

<213> Homo sapiens

<220>
<223> Hyaluronidase-4

<400> 39
Met Lys Vat Leu Ser Glu Gly Gin Leu Lys Leu Cys Val Val Gin Pro
1 5 10 15
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Val His Leu Thr Ser Trp Leu Leu lle Phe Phe lle Leu Lys Ser lle
20 25 30
Ser Cys Leu Lys Pro Ala Arg Leu Pro lle Tyr GIn Arg Lys Pro Phe
35 40 45
lle Ala Ala Trp Asn Ala Pro Thr Asp Gin Cys Leu lie Lys Tyr Asn
50 55 80
L.eu Arg Leu Asn Leu Lys Met Phe Pro Val ile Gly Ser Pro Leu Ala
85 70 75 80
Lys Ala Arg Gly GIn Asn Val Thr lle Phe Tyr Val Asn Arg Leu Gly
85 90 95
Tyr Tyr Pro Trp Tyr Thr Ser Gin Gly Val Pro lle Asn Gly Gly Leu
100 105 110
Pro Gln Asn lle Ser Leu Gin Val His Leu Glu Lys Ala Asp Gin Asp
115 120 125
lie Asn Tyr Tyr lie Pro Ala Giu Asp Phe Ser Gly Leu Ala Val lie
130 135 140
Asp Trp Glu Tyr Trp Arg Pro Gin Trp Ala Arg Asn Trp Asn Ser Lys
145 150 155 160
Asp Val Tyr Arg GIn Lys Ser Arg Lys Leu lle Ser Asp Met Gly Lys
165 170 175
Asn Val Ser Ala Thr Asp lle Glu Tyr Leu Ala Lys Val Thr Phe Glu
180 185 180
Glu Ser Ala Lys Ala Phe Met Lys Glu Thr lle Lys Leu Gly lie Lys
185 200 205
Ser Arg Pro Lys Gly Leu Trp Gly Tyr Tyr Leu Tyr Pro Asp Cys His
210 215 220
Asn Tyr Asn Val Tyr Ala Pro Asn Tyr Ser Gly Ser Cys Pro Glu Asp
225 230 235 240
Glu Val Leu Arg Asn Asn Glu Leu Ser Trp Leu Trp Asn Ser Ser Ala
245 250 255
Ala Leu Tyr Pro Ser ile Gly Val Trp Lys Ser Leu Gly Asp Ser Glu
260 265 270
Asn lle Leu Arg Phe Ser Lys Phe Arg Val His Glu Ser Met Arg lis
275 280 285
Ser Tht Met Thr Ser His Asp Tyr Ala Leu Pro Val Phe Val Tyr Thr
290 295 300
Arg Leu Gly Tyr Arg Asp Glu Pro Leu Phe Phe Leu Ser Lys Gin Asp
305 310 315 320
Leu Val Ser Thr lle Gly Glu Ser Ala Ala Ley Gly Ala Ala Gly lie
325 330 335
Val lle Trp Gly Asp Met Asn Leu Thr Ala Ser Lys Ala Asn Cys Thr
340 345 350
Lys Val Lys Gin Phe Val Ser Ser Asp Leu Gly Ser Tyr lle Ala Asn
355 360 365
Val Thr Arg Ala Ala Glu Vai Cys Ser Leu His Leu Cys Arg Asn Asn
37¢ 375 380
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Giy Arg Cys lie Arg Lys Met Trp Asn Ala Pro Ser Tyr Leu His Leu
385 390 395 400

Asn Pro Ala Ser Tyr His lle Glu Ala Ser Glu Asp Gly Glu Phe Thr

405 410 415
Val Lys Gly Lys Ala Ser Asp Thr Asp Leu Ala Val Met Ala Asp Thr
420 425 430
Phe Ser Cys His Cys Tyr Gin Gly Tyr Glu Gly Ala Asp Cys Arg Glu
435 440 445
lie Lys Thr Ala Asp Gly Cys Ser Gly Val Ser Pro Ser Pro Giy Ser

450 455 460
Leu Met Thr Leu Cys Leu Leu Leu Leu Ala Ser Tyr Arg Ser lle Gin
465 470 475 480
Leu
<210> 40
211> 467
<212> PRT
<213> Homo sapiens
<220>
<223> sHuPH20 precursor 1-467
<400> 40
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin fie Val Phe Thr Phe Leu Leu lle Pro Cys
20 25 30

Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 80
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg
85 70 75 80
lie Asn Aia Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu
85 30 95
Gly Tyr Tyr Pro Tyr lle Asp Ser lie Thr Gly Val Thr Val Asn Gly
100 105 110 -
Gly lle Pro Gin Lys lie Ser Leu Gln Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp lle Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
lle Asp Trp Glu Glu Trp Arg Pro Thr Trp Afa Arg Asn Trp Lys Pro
145 150 165 160
Lys Asp Val Tyr Lys Asn Arg Ser tle Glu Leu Val Gin Gin Gin Asn
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165 170 175
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys
185 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lle Tyr Leu Asn Thr Gln Gin Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val
275 280 285
Ser Lys lle Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290 295 300
Arg lie Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu
305 310 315 320
Leu Val Tyr Thr Phe Gly Giu Thr Val Ala Leu Gly Ala Ser Gly lle
325 330 335
Val lle Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asr Pro Tyr lle lie Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser GIn Val Leu Cys Gin Glu Gin
376 375 380
Gly Vai Cys lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle GIn Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Val Lys Asp Thr Asp Aia Val Asp Val Cys lle Ala Asp Gly Val Cys
450 455 460
fle Asp Ala
465

<210> 41

<211> 477

<212> PRT

<213> Homo sapiens
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<220>
<223> sHuPHZ20 precursor 1-477

<400> 41
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin lie Val Phe Thr Phe Leu Leu lie Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg
65 70 75 80
lle Asn Ala Thr Gly GIn Gly Vai Thr lle Phe Tyr Val Asp Arg Leu
85 90 85
Gly Tyr Tyr Pro Tyr lle Asp Ser Hle Thr Gly Val Thr Val Asn Gly
100 105 110
Gly lie Pro Gin Lys lle Ser Leu Gln Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp lle Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
lle Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lle Glu Leu Val GIn Gin Gin Asn
165 170 175
Val Gin Leu Ser Leu Thr Glu Ala Thr Giu Lys Ala Lys Gin Giu Phe
180 185 180
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys
195 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lle Tyr Leu Asn Thr GIn Gln Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala fie Arg Val
275 280 285
Ser Lys lie Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290 295 300
Arg fle Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu
305 310 315 320
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lie
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325 330 335
Val lie Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lie lle Asn
355 360 365
Val Thr L.eu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin
370 375 380
Gly Val Cys lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle Gin Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Vai Lys Asp Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys

450 455 460
lle Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu
465 470 475
<210> 42
<211> 478
<212> PRT

<213> Homo sapiens

<220>
<223> sHuPH20 precursor 1-478

<400> 42
Met Gly Val Leu Lys Phe Lys His ile Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin lle Val Phe Thr Phe Leu Leu lie Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Giu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg
65 70 75 80
lle Asn Ala Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly
100 105 110
Gly lle Pro Gln Lys lle Ser Leu Gin Asp His Leu Asp Lys Ala Lys
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115 120 125
Lys Asp lle Thr Phe Tyr Met Pro Vai Asp Asn Leu Gly Met Ala Val
130 135 140
lle Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lie Glu Leu Val Gin Gin Gin Asn
165 170 175
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gln Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Gly Lys
185 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Gl lie Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lle Tyr Leu Asn Thr Gin Gin Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val
275 280 285
Ser Lys lle Pro Asp Ala Lys Ser Pro Leu Pro Vai Phe Ala Tyr Thr
290 295 300
Arg lie Val Phe Thr Asp Gln Vai Leu Lys Phe Leu Ser Gin Asp Glu
305 310 315 320
Leu Val Tyr Thr Phe Gly Glu Thr Vai Ala Leu Gly Ala Ser Gly lle
325 330 335
Val lie Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lie lle Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin
370 375 380
Gly Val Cys lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle GIn Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Val Lys Asp Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys

450 455 460
lle Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro
485 470 475
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<210> 43

<211> 479

<212> PRT

<213> Homo sapiens

<220>
<223> sHuPH20 precursor 1-479

<400> 43
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin lle Val Phe Thr Phe Leu Leu ile Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Vai lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg
85 70 75 80
lle Asn Ala Thr Gly GIn Gly Val Thr Hle Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lie Asp Ser lie Thr Gly Val Thr Val Asn Gly
100 105 110
Gly ile Pro Gin Lys lle Ser Leu Gln Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp lle Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
lie Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 180 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lle Glu Leu Val Gin Gin Gin Asn
165 170 175
Val Gln Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Giu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Gly Lys
185 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220 ‘
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu tie Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lle Tyr Leu Asn Thr Gln Gin Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala fle Arg Val
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275 280 285
Ser Lys lle Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290G 295 300
Arg lle Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu
305 310 315 320
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle
325 330 335
Val llie Trp Gly Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr fle Leu Asn Pro Tyr lle lle Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gln
370 375 380
Gly Vai Cys lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle Gin Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Giu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Val Lys Asp Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys

450 455 460
ile Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Giu Pro Gin
465 470 475
<210> 44
<211> 480
<212> PRT

<213> Homo sapiens

<220>
<223> sHuPH20 precursor 1-480

<400> 44
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
i 5 10 15
Ser Ser Gly Val Ser GIn lle Vai Phe Thr Phe Leu Leu lie Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg
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65 70 75 80
lle Asn Ala Thr Giy GIn Gly Val Thr lle Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lle Asp Ser lie Thr Gly Val Thr Val Asn Gly
100 105 110
Gly fie Pro Gin Lys lle Ser Leu Gln Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp lle Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
lie Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser ile Glu Leu Val Gln GIn Gin Asn
165 170 175
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr ile Lys Leu Gly Lys
185 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gin GIn Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val
275 280 285
Ser Lys lie Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290 295 300
Arg lle Val Phe Thr Asp Gln Val Leu Lys Phe Leu Ser Gln Asp Glu
305 310 315 320
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle
325 330 335
Val lle Trp Gly Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr Hle lle Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gln Glu Gin
370 375 380
Gly Val Cys lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle Gin Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu GIn Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
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435 440 445
Val Lys Asp Thy Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys
450 455 460
fle Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lle
485 470 475 480
<210> 45
<211> 481
<212> PRT

<213> Homo sapiens

<220>
<223> sHuPH20 precursor 1-481

<400> 45
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin lle Val Phe Thr Phe Leu Leu lie Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Vai Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Giu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe fie Gly Ser Pro Arg
85 70 75 80
lie Asn Ala Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu
85 90 85
Gly Tyr Tyr Pro Tyr lle Asp Ser lle Thr Gly Val Thr Vai Asn Gly
100 105 110
Gly lle Pro Gin Lys lle Ser Leu Gln Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp lle Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
He Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lle Glu Leu Val Gin Gin Gin Asn
165 170 - 175
Val Gln Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thrile Lys Leu Gly Lys
195 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
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225 230 235 240
Vail Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val
275 280 285
Ser Lys ltle Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290 295 360
Arg lle Val Phe Thr Asp Gln Val Leu Lys Phe Leu Ser Gin Asp Glu
305 310 315 320
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Aia Ser Gly lie
325 330 335
Val lle Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lie lie Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys GIn Glu Gln
370 375 380
Gly Val Cys lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle Gin Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 - 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Val Lys Asp Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys
450 455 460
lle Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lie
465 470 475 480
Phe

<210> 46

<211> 483

<212> PRT

<213> Homo sapiens

<220>
<223> sHuPH20 precursor 1-483

<400> 46
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
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1 5 10 15
Ser Ser Gly Val Ser Gln lle Val Phe Thr Phe Leu Leu lle Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 80
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg
65 70 75 80
lle Asn Ala Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lie Asp Ser lle Thr Giy Val Thr Val Asn Gly
100 105 110
Gly lle Pro Gln Lys lle Ser Leu Gin Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
lie Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lie Giu Leu Val GIn GIn Gin Asn
165 170 175
Val Gln Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gln Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys
195 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 - 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lle Tyr Leu Asn Thr Gln Gin Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val
275 280 285
Ser Lys lle Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290 205 300
Arg lie Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu
305 310 315 320
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle
325 330 335
Val lle Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lle Tle Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin
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370 375 380
Gly Val Cys lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
Asn Pro Asp Asn Phe Ala lle Gin Leu Glu Lys Gly Gly Lys Phe Thr
405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 430
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Vai Lys Asp Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys
450G 455 480
lle Asp Aia Phe Leu Lys Pro Pro Met Glu Thr Glu Giu Pro Gin lie
465 470 475 486
Phe Tyr Asn

<210> 47

<211> 432

<212> PRT

<213> Homo sapiens

<220>
<223> sHuPHZ20 mature 36-467

<400> 47
Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro Phe Leu Trp
1 5 10 15
Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro
20 25 30
Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg ile Asn Ala
35 40 45
Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu Gly Tyr Tyr
50 55 60
Pro Tyr lie Asp Ser lle Thr Gly Val Thr Vat Asn Gly Gly fie Pro
85 70 75 80
Gin Lys lle Ser Leu Gln Asp His Leu Asp Lys Ala Lys Lys Asp lle
85 80 g5
Thr Phe Tyr Met Pro Vai Asp Asn Leu Gly Met Ala Val lle Asp Trp
100 105 110
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val
115 120 125
Tyr Lys Asn Arg Ser lle Glu Leu Val Gin Gln Gln Asn Val GIn Leu
130 135 140
Ser Leu Thr Glu Ala Thr Giu Lys Ala Lys Gin Glu Phe Glu Lys Ala
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145 150 155 160
Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Gly Lys Leu Leu Arg
165 170 175
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 190
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lle
195 200 205
Lys Arg Asn Asp Asp Leu Ser Trp [eu Trp Asn Glu Ser Thr Ala Leu
210 215 220
Tyr Pro Ser lle Tyr Leu Asn Thr Gin GIn Ser Pro Val Ala Ala Thr
225 230 235 240
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val Ser Lys lle
2435 250 255
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lle Val
260 265 270
Phe Thr Asp Gln Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr
275 280 285
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle Val lle Trp
290 295 300
Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp
305 310 315 320
Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lie lle Asn Val Thr Leu
325 330 335
Ala Ala Lys Met Cys Ser Gin Val Leu Cys GIn Glu Gin Gly Val Cys
340 345 350
lle Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp
355 360 365
Asn Phe Alz lle GIn Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly
370 375 380
Lys Pro Thr Leu Glu Asp Let Glu Gin Phe Ser Glu Lys Phe Tyr Cys
385 390 395 400
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp
405 410 415
Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Vai Cys lle Asp Ala
420 425 430

<210> 48

<211> 448

<212> PRT

<213> Homo sapiens

<220>
<223> sHuPH20 mature 36-483
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<400> 48
Leu Asn Phe Arg Ata Pro Pro Val lle Pro Asn Val Pro Phe Leu Trp
1 5 10 15
Ala Trp Asnh Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Giu Pro
20 25 30
Leu Asp Met Ser Leu Phe Ser Phe fle Gly Ser Pro Arg Hle Asn Ala
35 40 45
Thr Gly Gin Gly Val Thr lie Phe Tyr Val Asp Arg Leu Gly Tyr Tyr
50 55 60
Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly Gly lie Pro
65 70 75 80
Gln Lys fie Ser Leu GIn Asp His Leu Asp Lys Ala Lys Lys Asp lle
85 90 95
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lle Asp Trp
100 105 10
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val
115 120 125 ’
Tyr Lys Asn Arg Ser lle Glu Leu Val Gin Gln Gln Asn Val Gin Leu
130 135 140
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala
145 150 165 160
Gly Lys Asp Phe Leu Val Glu Thr lle Lys Leu Gly Lys Leu Leu Arg
165 170 175
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His
180 185 180
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lie
185 200 205
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Giu Ser Thr Ala Leu
210 215 220
Tyr Pro Ser lie Tyr Leu Asn Thr Gln Gin Ser Pro Val Ala Ala Thr
225 230 235 240
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val Ser Lys lle
245 250 255
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lle Val
260 265 270
Phe Thr Asp Gin Val Let Lys Phe Leu Ser Gln Asp Glu Leu Val Tyr
275 280 285
Thr Phe Gly Glu Thr Val Ala Leu Gly Al Ser Gly lle Val lle Trp
290 295 300 ‘
Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp
305 310 315 320
Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lie lie Asn Val Thr Leu
325 330 335
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin Gly Val Cys
340 345 350
fte Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp
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355 360 365
Ash Phe Ala lle Gln Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly
370 375 380
Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys Phe Tyr Cys
385 390 395 400
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp
405 410 415
Thr Asp Ala Val Asp Val Cys lle Ala Asp Gly Val Cys lle Asp Ala
420 425 430
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lle Phe Tyr Asn
435 440 445

<210> 49

<211> 1446

<212> DNA

<213> Homo sapiens

<220>
<223> DNA encoding soluble rHuPH20 "precursor’

<400> 48
algggagtgce taaaaticaa goacalcttt ticagaagct tigttaaalc aagtggagta 60
tcccagatag tittcacctt octictgatt ccatgtiget tgactctgaa ittcagagea 120
ceteetgtta tiocaaatgt gectitecte tgggectgga atgeeccaag tgaattttgt 180
ctiggaaaat ttgatgagee actagatatg agectcetict ctticatagg aagecceega 240
ataaacgccea ccgggeaagg tgttacaata tfiatgity atagactigy clactatect 300
tacatagatt caaicacagg agtaactgty aatggaggaa tececcagaa gatttectta 360
caagaccatc tggacaaage taagaaagac attacattti atatgccagt agacaatttg 420
ggaatggcelg ttatigacty ggaagaatgy agacceactt gggcaagaaa ctggaaacct 480
aaagatgltt acaagaatag gictatigaa tiggticage aacaaaatgt acaacttagt 540
ctcacagagg ccaclgagaa agcaaaacaa gaattigaaa aggcagogaa ggatitcctg 600
gtagagacta taaaatiggg aaaattactt cggecaaaic actigtgggg tattatett 660
tttccggatt gitacaacca teactataag aaacceggtt acaatggaag tigeticaat 720
gtagaaataa aaagaaatga tgatctcagce tagtigtgga atgaaageac tgctctttac 780
ccatccattt atttgaacac tcageagtct cetgtagetg ctacactcia tgigegeaat 844
cgagttcggg aagecatcag agiitccaaa ataccigaty caaaaagice acttecggit 900
ttigcatata ccegeatagt tittacigat caagttttga aaticcttic icaagatgaa 960
cligtgtata catitggega aactgttget ctgggtgctt ctggaatigt satatgggga 1020
accclcagta taatgegaag talgaaatet tgctigetee tagacaatta catggagact 1080
atactgaatc cttacataat caacgtcaca ctagcageca aaatgigtag ccaagigett 1140
fgccaggagce aaggagigly tataaggaaa aactggaatt caagtgacta teticacctc 1200
aacccagata atttigetat tecaactigag aaaggtggaa agticacagt acgiggaaaa 1260
cegacactlg aagacctgga geaattitct gaaaaatttt attgcagcety ttatageace 1320
tigagtigta aggagaaagce igatgtaaaa gacactgatg cigttgatgt gtgtatiget 1380
Page 76



3058SEQ.PCH.TXT
gatggtgict gtatagatge ttifctaaaa ceteccatgg agacagaaga acctcaaatt 1440
tictac 1446

<210> 50

<211> 509

<212> PRT

<213> Homo sapiens

<220>
<223> PH20 variant P48A

<400> 50
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin fle Val Phe Thr Phe Leu Leu lle Pro Cys
20 25 30
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lle Pro Asn Val Ala
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Giu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg
85 70 75 80
lle Asn Ala Thr Gly Gin Gly Val Thr lle Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lie Asp Ser lle Thr Gly Val Thr Vai Asn Gly
100 105 110
Gly lle Pro Gin Lys lie Ser Leu Gin Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp e Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val
130 135 140
lie Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lle Glu Leu Val GIn Gin Gin Asn
165 170 175
Vai Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Giu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Gly Lys
195 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr GIn Gin Ser Pro Val
260 265 270
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Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Afa lie Arg Val
275 280 285

Ser Lys ile Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr

290 295 300

Arg lle Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu

305 310 315 320

Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lle

325 330 335
Val lle Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350

Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lle lle Asn
355 360 365

Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin

370 375 380

Gly Val Cys lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu

385 390 395 400

Asn Pro Asp Asn Phe Alz lie Gin Leu Glu Lys Gly Gly Lys Phe Thr

405 410 415
Val Arg Gly Lys Pro Thr Leu Giu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 430

Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445

Val Lys Asp Thr Asp Ala Val Asp Vai Cys lle Ala Asp Gly Val Cys

450 455 460
lle Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gln lle
465 470 475 480
Phe Tyr Asn Ala Ser Pro Ser Thr Leu Ser Ala Thr Met Phe lle Val
485 4390 495
Ser fle Leu Phe Leu lle He Ser Ser Val Ala Ser Leu
500 505
<210> 51
<211> 509
<212> PRT

<213> Homo sapiens

<220>
<223> precursor PH20 variant L499W

<400> 51
Met Gly Val Leu Lys Phe Lys His lle Phe Phe Arg Ser Phe Val Lys
1 5 10 15
Ser Ser Gly Val Ser Gin lle Val Phe Thr Phe Leu Leu lle Pro Cys
20 25 30
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Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val fle Pro Asn Val Pro
35 40 45
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe
50 55 60
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lle Gly Ser Pro Arg
65 70 75 80
lle Asn Ala Thr Gly Gin Gly Val Thr [ie Phe Tyr Val Asp Arg Leu
85 90 95
Gly Tyr Tyr Pro Tyr lle Asp Ser lle Thr Gly Val Thr Val Asn Gly
100 105 110
Gly lle Pro Gin Lys lie Ser Leu Gin Asp His Leu Asp Lys Ala Lys
115 120 125
Lys Asp fle Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Vat
130 135 140
lie Asp Trp Glu Giu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro
145 150 155 160
Lys Asp Val Tyr Lys Asn Arg Ser lle Glu Leu Val Gin Gin Gln Asn
165 170 175
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gln Glu Phe
180 185 190
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Gly Lys
195 200 205
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys
210 215 220
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn
225 230 235 240
Val Glu lle Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser
245 250 255
Thr Aia Leu Tyr Pro Ser lle Tyr Leu Ash Thr Gin Gln Ser Pro Val
260 265 270
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lle Arg Val
275 280 285
Ser Lys lle Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr
290 285 300
Arg lle Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu
305 310 315 320
Leu Val Tyr Thr Phe Gly Giu Thr Val Ala Leu Gly Aia Ser Gly lle
325 330 335
Val lle Trp Gly Thr Leu Ser lle Met Arg Ser Met Lys Ser Cys Leu
340 345 350
Leu Leu Asp Asn Tyr Met Glu Thr lle Leu Asn Pro Tyr lie lle Asn
355 360 365
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys GIn Glu Gin
370 3756 380
Gly Val Cys lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu
385 390 395 400
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Asn Pro Asp Asn Phe Ala lie Gin Leu Glu Lys Gly Gly Lys Phe Thr

405 410 415
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys
420 425 430

Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp
435 440 445
Val Lys Asp Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys

450 455 460
fle Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lle
485 470 475 480
Phe Tyr Asn Ala Ser Pro Ser Thr Leu Ser Ala Thr Met Phe lie Val
485 430 495
Ser lie Trp Phe Leu lie lle Ser Ser Vat Ala Ser Leu
500 505
<210> 52
<211> 6630
<212> DNA
<213> Adtificial Sequence
<220>
<223> HZ24 vector
<400> 52

tcaatatigg ccattagcca tattattcat tggtiatata geataaatea atatiggeta 60
tiggecattg catacgtigt atctatatca taatatgtac atttatatty geteatgtee 120
aatatgaccyg ccatgttgge attgattatt gactagttat taatagtaat caattacggg 180
gicattagtt catageccat atatggagtt cegegtiaca taacttacgg taaatggece 240
geetggceiga cegeccaacy acccocgece attgacgtca ataatgacgt atgtteccat 300
agiaacgcca atagggactt tecattgacy tcaatgggtg gagtatttac ggtaaactge 360
ceactiggca gtacatcaag tgtatcatat gecaagtceg ceecctatty acgtcaatga 420
cggtaaatgg cocgeetgge attatgecca gtacatgacc ttacgggact ttectacttg 480
gcagtacate tacgtattag tcatcgetat taccatggtg atgeggtttt ggcagtacac 540
caatgggegt ggatageggt tigactcacy gggatticea agtetecace ceattgacgt 600
caatgggagt Hgttitgge accaaaatca acgggacttt ccaaaatgic glaataacce 660
cgeeccgily acgeaaatgg geggiaggeg igtacggigg gaagtctaia taageagage 720
fegtttagly aaccgtcaga tcactagaag ctitattgeq gtagtttate acagttaaat 780
tgctaacgcea gicagigett cigacacaac agictcgaac ttaagetgea gaagttggtc 840
gtgaggeact gggeaggtea gtatcaaggt tacaagacag gtttaaggag accaatagaa 900
actgggctig tcgagacaga gaagacictt gegtttctga taggcaccta tiggtcttac 960
tgacatceac tiigectiic tetccacagg giccactee cagticaatt acagctetta 1020
aggctagagt acttaatacg acteactata ggctageatg ggagtgetaa aattcaagea 1080
catctitttc agaagcttig ttaaatcaag tggagtatee cagatagtit teaccticet 1140
fctgattcea tgttgetiga ctotgaatit cagageacct cctgttattc caaatgigee 1200
titecictag geetggaaty ceecaagtga atittgictt ggaaaattty atgagecact 1260
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agatatgagce ctetictett tcataggaag cecocgaata aacgecaccy ggeaaggtgt 1320
tacaatattt tatgttgata gacttggcta ctatecttac atagaticaa fcacaggagt 1380
aactgigaat ggaggaalce cecagaagat ticctiacaa gaccateigg acaaagctaa 1440
gaaagacatt acattitata tgccagtaga caatttggga atggcetgtta tigactggga 1500
agaatggaga cccactiggy caagaaactg gaaacctaaa gafgttiaca agaataggtc 1560
tattgaatty gttcagcaac aaaatgtaca acttagictc acagaggceca ctgagaaage 1620
aaaacaagaa itigaaaagg cagggaagga tticctggta gagactataa aatigggaaa 1680
attacticgg ccaaatcact tgtgggotta tatcitttt ceggatigtt acaaccatca 1740
ctataagaaa cceggttaca atggaagtty cticaalgta gaaataaaaa gaaatgatga 1800
tctcagelgg tigtggaatg aaageactgce fetttaceea tecatitatt igaacactca 1860
geagtcicet gtagcetgeta cactctaigt gegeaatcga gitcgggaag ceatcagagt 1920
ticcaaaata cotgatgcaa aaagtecact teeggttttt geatatacce geatagtttt 1980
tactgatcaa gltttgaaat tectticica agatgaacti gigtatacat tiggegaaac 2040
igttgcicty ggigeticty gaattgtaat atggggaacc cicagtataa tgcgaagtat 2100
gaaatctige ttgclectag acaatiacat ggagactata ctgaatect! acataatcaa 2160
cgtcacacta goagecaaaa tgtgtageca agtgetttge caggageaag gagigigtat 2220
aaggaaaaac fggaaticaa glgactatct tcacctcaac ccagataatt tgetattca 2280
acttgagaaa ggtggaaagt teacagtacg tggaaaaccy acacttgaag acctggagea 2340
aftticigaa aaatittatt gcagetgtta tageacetly agitgtaagg agaaagcetga 2400
tgtaaaagac actgatgety tigatgtgtg tattgetgat gototctgta tagatgetit 2460
tctaaaacct cocatggaga cagaagaacc teaaatittc tactgaggat ceatagetaa 2520
cgeecetcte cetecoecee cectaacgtt actggecgaa geegetigga ataaggeegg 2580
tgigegtitg ictatatglt atittccace atattgecot ctttiggcaa igtgagggee 2640
cggaaaccty geectgtett cttgacgage attectaggg gtettteeee tetegecaaa 2700
ggaatgcaay gicigtigaa tgtcgitgaag gaagceagtic cictggaage ticttgaaga 2760
caaacaacgt ctgtagegac cetttgcagg cageggaacce ceccacclgy cgacaggtge 2820
cictgeggec aaaagoecacy tgtataagat acaccigeaa aggeggeaca accecagiye 2880
cacgttgiga gitggatagt iglagaaaga gicaaatgge tetecicaag cgtattcaac 2940
aaggogctga aggatgeeca gaaggtacee catigtatgg gatetgatet ggggectegg 3000
tgcacatget ttacatgigt ttagtcgagg ttaaaaaaac gictaggees cecgaaccac 3060
ggggacgtgy tittccttty asaaacacga tgataagcett gecacaacee acageggeeg 3120
ctgccateat ggttcgacca tigaactgea tegtegecgt gtoccaaaat atggggatig 3180
gcaagaacgg agacctacce tggecteege fcaggaacga gticaagtac ticcaaagaa 3240
tgaccacaac cicticagty gaaggtaaac agaatctggt gattatgggt aggaaaacct 3300
gatictecat toctgagaag aatcgacct! taaaggacag aattaatata gtictcagta 3360
gagaactcaa agaaccacca cgaggagctc atttictige caaaagttty gatgatgect 3420
taagactiat igaacaaccy gaattggcaa giaaagtaga catggttigg atagtcggag 3480
geagttctgt ttaccaggaa gecatgaate aaccaggeca cetcagacice titgigacaa 3540
ggalcatgea ggaattigaa agtgacacqt ttitcccaga aattgatity gggaaatata 3600
aacttctece agaataccea ggegtectet ctgaggicca ggaggaaaaa ggeatcaagt 3660
ataagtttga agictacgag aagaaagact asacgeglyg tacctclaga gicgaccegg 3720
geggecgcett cgagcagaca tgataagata cattgaigag ttiggacaaa ccacaactag 3780
aatgcagiga aaaaaatgcet ttatttgtga aattigigat getattget! tattigtaac 3840
cattataage tgcaataaac aagitaacaa caacaatige attcatttta tgtticaggt 3900
{cagggagag atgigggagy tittttaaag caagtaaaac cictacaaat giggtaaaat 3960
cgataaggat ccgggetgge gtaatagega agaggeccge accgategee citcecaaca 4020
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gttgegeage ctgaatggeg aatggacgeg ceetgtageg gegeattaag cgeggegggt 4080
gtggiggtta cgegeagegt gaccgetaca ctigecageg cectagegec cgetecttic 4140
gettictice cttecttict cgocacgtic geeggcttic ceegleaage tetaaategg 4200
gagetecctt tagggiteeg afttagtget ttacggeace tcgaccccaa aaaactigat 4260
tagggtgatg gttcacgtag tgggecateg coctgataga cggttitteg cectttgacg 4320
ttggagicea cgiictitaa fagtggactc tigticcaaa ctggaacaac actcaaccct 4380
atcteggtct aticttitga titataaggg attitgeega tticggecta tiggitaaaa 4440
aaigagctga ittaacaaaa atifaacgceg aatittaaca aaatattaac gettacaatt 4500
fcctgatgey gtatittcic citacgeatc tgtgeggtat ticacaccge atatggtgea 4560
ctctcagtac aatetgetet gatgecgeat agttaageea geccegacac cegecaacac 4620
cegetgacge geoctgacgg getigicige teecggeate cgetlacaga caageigiga 4680
cegictecgg gagetgeaty tgtcagaggt ttcacegte afcaccgaaa cgegegagac 4740
gaaagggcct cgtgatacge ctattttat aggttaatgt catgataata atggtttctt 4800
agacgtcagg tggeacttit cggggaaatg fgegeggaac coctatifgt Hatittict 4860
aaatacatic aaatatgtat ccgeteatga gacaataace cigataaaty cticaataat 4920
altgaaaaag gaagagtaty agtattcaac atitcegigt cgeccttatt cecttitig 4980
cggcatttiy ceticetgtt tigetcace cagaaacgcet ggtgaaagta aaagaigetg 5040
aagatcagtt gogigcacga glgggttaca tegaactgga icicaacage ggtaagatee 5100
ttgagagtit icgeccegaa gaacatitic caatgatgag cacttttaaa gtictgetat 5160
gtggegeggt attateeegt attgacgecg ggcaagagea acteggtege cocatacact 5220
aftcicagaa tgactiggtt gagtactcac cagtcacaga aaageatctt acggatggea 5280
tgacagtaag agaattatge agtgctgeca taaccatgag tgataacact geggecaact 5340
tacttctgac aacgaicgga ggaccgaagy agetaacege titttgeac aacatgggog 5400
atcaigtaac fcgectigat cgttgggaac cggagetyaa tgaagcecata ccaaacgacyg 5460
agcgtgacac cacgatgect gtagcaatyg caacaacgit gegeaaacta taactggeg 5520
aactacttac tciagceticc cggcaacaat taatagacty gatggaggeg gataaagttg 5580
caggaccact tetgegeteg geecttcegg clggetgatt tatigetgat aaatetggag 5640
ceggtgagey tggatetege gatateatty cageactggg gccagatgat aageccicee 5700
gtatcgtagt tatctacacg acggggagic aggcaactat ggatgaacga aatagacaga 5760
tcgetgagat aggtgectea cigattaage atiggtaact gicagaccaa gittactcat 5820
atafactita gatigattta azacticatt titaatttaa aaggatctag gtgaagatee 5880
fitttgataa tetcatgace aaaatcectt aacgtgagtt ttegiiccac igagegtcag 5940
accccgtaga asagaicaaa ggatetictt gagatectit ttictgege gtaatetget 6000
gctigcasac aaaaaaacca cogetaccag cggtggttty ttgecggat caagagcetac 6060
caactctift tccgaaggta actggetica gcagagegea gataccaaat actgtictte 6120
tagtgtagece gtagttagge caccactica agaacictgt agcaccgect acataccteg 6180
cteigetaat cetgtiacea giggetgetg ceagiggega taagicgigt cttacegggt 6240
tggactcaag acgatagtta ccggataagg cgcageggte gggelgaacy ggggattegt 6300
gcacacagce cagetiggag cgaacgacct acaccgaact gagataccta cagegtgage 6360
tatgagaaag cgecacgett cccgaaggga gaaaggegga caggtateeg gtaageggea 6420
gogtcggaac aggagagege acgagggagc tecagggag aaacgectgg tatctitata 6480
gicetgtegg gtticgeeac cictgactig agegtegatt titgtgatge tcgtcagggg 6540
ggeggagect atggaaaaac gecageaacy cggectittt acgoticelg gectittget 6600
ggectttige tcacatgget cgacagatct 8630
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<210> 53

<211> 186

<212> PRT

<213> Mus musculus

<220>
<223> dihydrofolate reductase

<400> 53

Val Arg Pro Leu Asn Cys lie Vai Ala Val Ser Gin Asn Met Gly lle

1 5 10 15

Gly Lys Asn Gly Asp Leu Pro Trp Pro Pro Leu Arg Asn Glu Phe Lys
20 25 30

Tyr Phe Gin Arg Met Thr Thr Thr Ser Ser Val Glu Gly Lys Gin Asn

35 490 45
Leu Val lie Met Gly Arg Lys Thr Trp Phe Ser lle Pro Glu Lys Asn
50 55 60

Arg Pro Leu Lys Asp Arg lle Asn lle Val Leu Ser Arg Glu Leu Lys

65 70 75 80

Giu Pro Pro Arg Gly Ala His Phe Leu Ala Lys Ser Leu Asp Asp Ala

85 90 95

Leu Arg Leu ile Glu Gln Pro Glu Leu Ala Ser Lys Val Asp Met Val
100 105 110

Trp lie Val Gly Gly Ser Ser Val Tyr Gin Glu Ala Met Asn Gin Pro

115 120 125
Gly His Leu Arg Leu Phe Val Thr Arg lle Met Gin Glu Phe Glu Ser
130 135 140
Asp Thr Phe Phe Pro Giu lie Asp Leu Gly Lys Tyr Lys Leu Leu Pro

145 150 155 160
Glu Tyr Pro Gly Val Leu Ser Glu Val Gin Giu Glu Lys Gly He Lys
165 170 175
Tyr Lys Phe Glu Val Tyr Giu Lys Lys Asp
180 185
<210> 54
<211>8
<212> PRT
<213> HisArtificial Sequence
<220>
<223> His tag
<400> 54

His His His His His His
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<210> 55

<211> 8§

<212> PRT

<213> Arificial Sequence

<220>
<223> Fiag tag

<400> 55
Asp Tyr Lys Asp Asp Asp Asp Lys
1 5

<210> 56

<211> 1449

<212> DNA

<213> Homo sapiens

<220>
<223> Gen2 mRNA sequence

<400> 56
atgggagtgce taaaaticaa geacatcttt ttcagaaget tigttaaatc aagtggagta 60
tcccagatag ttttcacctt ceticigatt coatgttget igacicigaa tttcagagea 120
cetoctgtia ticcaaatgt gecttiecte tgggectgga atgececaag tgaaitttgt 180
ctiggaaaat tigalgagee actagatatg agecictict ctitcatagg aageccecga 240
ataaacgceca cegggeaagg igttacaata ttttatgtty atagactigg ctactateet 300
tacatagatt caatcacagg agtaactgty aaiggaggaa icceccagaa gattiectta 360
caagaccatc tggacaaage iaagaaagac attacatitt atatgccagt agacaattig 420
ggaatggety ttatigacty ggaagaatgg agacccactt gggcaagaaa ctggaaacct 480
aaagalgttt acaagaatag gictatigaa tiggtticage aacaaaatgt acaacttagt 540
ctcacagagg ceactgagaa agcaaaacaa gaattigaaa aggcagggaa ggatticetg 600
gtagagacia taaaatiggg aaaattacti cggccaaale actigigggg ttattateit 660
tliccggatt gitacaacca teactataag aaaccoggit acaaiggaag tigeticaat 720
glagaaataa aaagaaaiga tgaicicage tggttgigge atgaaagceac fgeictitac 780
ccatceatit atttgaacac fcageagict cetgtagetg ctacactcta tgtgegeaat 840
cgagttcggg aagecatcaq agtticcaaa atacctyaty caaaaagice acticeggtt 900
tttgcatata cccgeatagt ttttactgat caagtitiga aaticctttc fcaagatgaa 960
ctigtgtata cattiggega aactgttget ctgggtactt ctggaatigt aatatgagga 1020
acccicagta faatgcgaag tatgaaatet tgctigeice tagacaatta catggagact 1080
atactgaatc ctiacataat caacgtcaca ctagcageca aaatgtgtag tcaagtgett 1140
tgccaggage aaggagigic tataaggaaa aactggaait caagtgacta fettcacctc 1200
aacccagate attttgctat teaactigag aaaggiggaa agttcacagt acgtggaaaa 1260
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cegacactty aagacctgga geaatitict gaaaaattit attgeagcty ttatagcace 1320
tigagtigta aggagaaage tgatgtaaaa gacacigatg cigtigatgt gigtattget 1386
gatggtgict gtatagatge tttictaaaa cclcccatgg agacagaaga acctcaaatt 1440
tictactga 1449
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