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SEQUENCE LISTING 

<110> Baxter Healthcare, S.A. 
Baxter International, Inc. 
Halozyme, Inc. 
Schiff, Richard 
Leib( Heinz 
Frost, Gregory 

<120> Combinations and Methods for 
Subcutaneous Administration of Immune Globulin and 
Hyaluronidase 

<130> 0119374-00095/3058PC 

<140> Not yet assigned 
<141> Herewith 

<150> US 61/069,841 
<151> 2008-03-17 

<160> 56 

<170> FastSEQ for Windows Version 4.0 

<210>.1 
<211> 509 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> precursor human PH2O 

<400> 1 
Met Gly Val Leu Lys Phe Lys His lie Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 

Ser Ser Gly Val Ser Gin Ile Val Phe Thr Phe Leu Leu Ile Pro Cys 
20 	25 	30 

Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val Ile Pro Asn Val Pro 
35 	40 	45 

Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 
50 	55 	60 

Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe Ile Gly Ser Pro Arg 
65 	70 	75 	80 
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Ile Asn Ala Thr Giy Gln Gly Val Thr lie Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr He Asp Ser Ile Thr Gly Val Thr Val Asn Gly 

100 	105 	110 
Gly Ile Pro Gin Lys Ile Ser Leu GIn Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 

130 	135 	140 
Ile Asp Tip Glu Giu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin GIn Gin Asn 

165 	170 	175 
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe 

180 	185 	190 
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Tip Giy Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn 
225 	230 	235 	240 
Val Glu lie Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val 

275 	280 	285 
Ser Lys Ile Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg Ile Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Giy Glu Thr Val Ala Leu Gly Ala Ser Gly lie 

325 	330 	335 
Val Ile Trp Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr Ile Ile Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu GIn 

370 	375 	380 
Gly Val Cys Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala lie GIn Leu Glu Lys Gly Gly Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thr Leu Giu Asp Leu Glu Gin Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Giu Lys Ala Asp 

435 	440 	445 
Page 2 



3058SEQ.PC1.TXT 
Val Lys Asp Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys 

450 	455 	460 
Ile Asp Ala Phe Leu. Lys Pro Pro Met Glu Thr Gfu Glu Pro Gin Ile 
465 	470 	475 	480 
Phe Tyr Asn Ala Ser Pro Ser Thr Leu Ser Ala Thr Met Phe Ile Val 

485 	490 	495 
Ser Ile Leu Phe Leu lie Ile Ser Ser Val Ala Ser Leu 

500 	505 

<210> 2 
<211> 474 
<212> PICT 
<213> Homo sapiens 

<220> 
<223> Mature PH20 

<400> 2 
Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 

Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro 
20 	25 	30 

Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg Ile Asn Ala 
35 	40 	45 

Thr Gly Gin Gly Val Thr Ile Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 
50 	55 	60 

Pro Tyr Ile Asp Ser lie Thr Giy Val Thr Val Asn Gly Gly Ile Pro 
65 	70 	75 	80 
Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lie 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val Ile Asp Trp 

100 	105 	110 
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val 

115 	120 	125 
Tyr Lys Asn Arg Ser lie Giu Leu Val Gin Gln Gin Asn Val Gin Leu 

130 	135 	140 
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Giu Phe Glu Lys Ala 
145 	150 	155 	160 
Giy Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys Leu Leu Arg 

165 	170 	175 
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 

180 	185 	190 
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu lie 

195 	200 	205 
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu 
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210 	215 	220 

Tyr Pro Ser lie Tyr Leu Asn Thr Gln Gin Ser Pro Val Ala Ala Thr 
225 	230 	235 	240 
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val Ser Lys Ile 

245 	250 	255 
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg Ile Val 

260 	265 	270 
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gln Asp Glu Leu Val Tyr 

275 	280 	285 
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly Ile Val lie Trp 

290 	295 	300 
Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Glu Thr Ile Leu Asn Pro Tyr Ile Ile Asn Val Thr Leu 

325 	330 	335 
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin Gly Val Cys 

340 	345 	350 
Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp 

355 	360 	365 
Asn Phe Ala Ile Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly 

370 	375 	380 
Lys Pro Thr Leu Glu Asp Leu Giu Gin Phe Ser Glu Lys Phe Tyr Cys 
385 	390 	395 	400 
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys Ile Asp Ala 

420 	425 	430 
Phe Leu Lys Pro Pro Met Giu Thr Glu Glu Pro Gln Ile Phe Tyr Asn 

435 	440 	445 
Ala Ser Pro Ser Thr Leu Ser Ala Thr Met Phe Ile Val Ser Ile Leu 

450 	455 	460 
Phe Leu Ile lie Ser Ser Val Ala Ser Leu 
465 	470 

<210> 3 
<211> 482 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> precursor soluble rHuPH2O 

<400> 3 
Met Gly Val Leu Lys Phe Lys His Ile Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
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Ser Ser Gly Val Ser Gin Ile Val Phe Thr Phe Leu Leu Ile Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe Ile Gly Ser Pro Arg 
65 	70 	75 	80 
Ile Asn Ala Thr Gly Gin Gly Val Thr lie Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr Ile Asp Ser Ile Thr Gly Val Thr Val Asn Gly 

100 	105 	110 
Gly Ile Pro Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp Ile Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 

130 	135 	140 
lie Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gln Asn 

165 	170 	175 
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gln Giu Phe 

180 	185 	190 
Gila Lys Ala Giy Lys Asp Phe Leu Val Glu Thr lie Lys Leu Giy Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn 
225 	230 	235 	240 
Val Glu Ile Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gln Gin Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val 

275 	280 	285 
Ser Lys Ile Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg lie Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Gly Giu Thr Val Ala Leu Gly Ala Ser Gly Ile 

325 	330 	335 
Val Ile Trp Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Asn Tyr Met Glu Thr Ile Leu Asn Pro Tyr lie Ile Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gln 

370 	375 	380 
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Gly Val Cys Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala Ile Gin Leu Glu Lys Gly Gly Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys 

450 	455 	460 
Ile Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gln Ile 
465 	470 	475 	480 
Phe Tyr 

<210> 4 
<211> 447 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> soluble rHuPH2O 1-447 

<400> 4 
Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 

Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro 
20 	25 	30 

Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg Ile Asn Ala 
35 	40 	45 

Thr Gly Gin Gly Val Thr Ile Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 
50 	55 	60 

Pro Tyr Ile Asp Ser Ile Thr Gly Val Thr Val Asn Gly Gly Ile Pro 
65 	70 	75 	80 
Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp Ile 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val Ile Asp Trp 

100 	105 	110 
Giu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val 

115 	120 	125 
Tyr Lys Asn Arg Ser lie Giu Leu Val Gln Gin Gin Asn Val Gln Leu 

130 	135 	140 
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gln Giu Phe Glu Lys Ala 
145 	150 	155 	160 
Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Gfy Lys Leu Leu Arg 

Page 6 



3058SEQ.PC1.TXT 
165 	170 	175 

Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 
180 	185 	190 

His Tyr Lys Lys Pro Gly Tyr Asn Giy Ser Cys Phe Asn Val Glu Ile 
195 	200 	205 

Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu 
210 	215 	220 

Tyr Pro Ser lie Tyr Leu Asn Thr GIn Gln Ser Pro Val Ala Ala Thr 
225 	230 	235 	240 
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val Ser Lys lie 

245 	250 	255 
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg Ile Val 

260 	265 	270 
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr 

275 	280 	285 
Thr Phe Giy Giu Thr Val Ala Leu Gly Ala Ser Gly Ile Val lie Trp 

290 	295 	300 
Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr lie Ile Asn Val Thr Leu 

325 	330 	335 
Ala Ala Lys Met Cys Ser GIn Val Leu Cys Gin Glu Gin Gly Val Cys 

340 	345 	350 
Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp 

355 	360 	365 
Asn Phe Ala lie Gin Leu Glu Lys Gly Giy Lys Phe Thr Val Arg Gly 

370 	375 	380 
Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Sec Glu Lys Phe Tyr Cys 
385 	390 	395 	400 
Sec Cys Tyr Ser Thr Leu Ser Cys Lys Giu Lys Ala Asp Val Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys lie Asp Ala 

420 	425 	430 
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin Ile Phe Tyr 

435 	440 	445 

<210> 5 
<211> 446 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> soluble rHuPH2O 1-446 

<400> 5 
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Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 

Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Giu Pro 
20 	25 	30 

Leu Asp Met Ser Leu Phe Ser Phe Ile Gly Ser Pro Arg Ile Asri Ala 
35 	40 	45 

Thr Giy Gin Gly Val Thr lie Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 
50 	55 	60 

Pro Tyr lie Asp Ser Ile Thr Gly Val Thr Val Asn Gly Gly Ile Pro 
65 	70 	75 	80 
Gln Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lie 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lie Asp Trp 

100 	105 	110 
Glu Glu Trp Arg Pro Thr Tip Ala Arg Asn Tip Lys Pro Lys Asp Val 

115 	120 	125 
Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gin Asn Val Gin Leu 

130 	135 	140 
Ser Leu Thr Giu Ala Thr Giu Lys Ala Lys Gin Glu Phe Giu Lys Ala 
145 	150 	155 	160 
Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys Leu Leu Arg 

165 	170 	175 
Pro Asn His Leu Tip Giy Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 

180 	185 	190 
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu Ile 

195 	200 	205 
Lys Arg Asn Asp Asp Leu Ser Trp Leu Tip Asn Glu Ser Thr Ala Leu 

210 	215 	220 
Tyr Pro Ser Ile Tyr Lea Asn Thr Gin Gin Ser Pro Val Ala Ala Thr 
225 	230 	235 	240 
Lea Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val Ser Lys Ile 

245 	250 	255 
Pro Asp Ala Lys Ser Pro Lea Pro Val Phe Ala Tyr Thr Arg Ile Val 

260 	265 	270 
Phe Thr Asp Gin Val Lea Lys Phe Leu Ser Gln Asp Glu Lea Val Tyr 

275 	280 	285 
Thr Phe Gly Glu Thr Val Ala Lea Gly Ala Ser Gly Ile Val lie Tip 

290 	295 	300 
Giy Thr Leta Ser Ile Met Arg Ser Met Lys Ser Cys.  Leu Lea Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Glu Thr lie Leta Asn Pro Tyr Ile Ile Asn Val Thr Leta 

325 	330 	335 
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gln Glu Gin Gly Val Cys 

340 	345 	350 
lie Arg Lys Asn Tip Asn Ser Ser Asp Tyr Leta His Lea Asn Pro Asp 

355 	360 	365 
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Asn Phe Ala Ile Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly 

370 	375 	380 
Lys Pro Thr Leu Glu Asp Leu Giu Gin Phe Ser Glu Lys Phe Tyr Cys 
385 	390 	395 	400 
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys Ile Ala Asp Giy Val Cys Ile Asp Ala 

420 	425 	430 
Phe Leu Lys Pro Pro Met Glu Thr Glu Giu Pro Gin lie Phe 

435 	440 	445 

<210> 6 
<211> 445 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> soluble rHuPH2O 1-445 

<400> 6 
Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 

Ala Trp Asn Ala Pro Ser Giu Phe Cys Leu Giy Lys Phe Asp Giu Pro 
20 	25 	30 

Leu Asp Met Ser Leu Phe Ser Phe Ile Gly Ser Pro Arg Ile Asn Ala 
35 	40 	45 

Thr Gly Gin Gly Val Thr lie Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 
50 	55 	60 

Pro Tyr Ile Asp Ser lie Thr Giy Val Thr Val Asn Gly Gly lie Pro 
65 	70 	75 	80 
Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp Ile 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val Ile Asp Trp 

100 	105 	110 
Glu Giu Tip Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val 

115 	120 	125 
Tyr Lys Asn Arg Ser lie Giu Leu Val Gin Gin Gin Asn Val Gin Leu 

130 	135 	140 
Ser Leu Thr Giu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala 
145 	150 	155 	160 
Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Giy Lys Leu Leu Arg 

165 	170 	175 
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 

180 	185 	190 
His Tyr Lys Lys Pro Gly Tyr Asn Giy Ser Cys Phe Asn Val Giu lie 
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195 	200 	205 

Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu 
210 	215 	220 

Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Pro Val Ala Ala Thr 
225 	230 	235 	240 
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val Ser Lys Ile 

245 	250 	255 
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg Ile Val 

260 	265 	270 
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Giu Leu Val Tyr 

275 	280 	285 
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly Ile Val lie Trp 

290 	295 	300 
Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr Ile Ile Asn Val Thr Leu 

325 	330 	335 
Ala Ala Lys Met Cys Ser Gln. Val Leu Cys Gin Giu Gin Gly Val Cys 

340 	345 	350 
lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp 

355 	360 	365 
Asn Phe Ala Ile Gln Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly 

370 	375 	380 
Lys Pro Thr Leu Glu Asp Leu Glu Gln Phe Ser Giu Lys Phe Tyr Cys 
385 	390 	395 	400 
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys lie Asp Ala 

420 	425 	430 
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin Ile 

435 	440 	445 

<210> 7 
<211> 444 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> soluble rHuPH2O 1-444 

<400> 7 
Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 

Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Giu Pro 
20 	25 	30 
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Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg Ile Asn Ala 

35 	40 	45 
Thr Gly Gin Gly Val Thr Ile Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 

50 	55 	60 
Pro Tyr lie Asp Ser Ile Thr Gly Val Thr Val Asn Giy Gly He Pro 
65 	70 	75 	80 
Gln Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp lie 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Giy Met Ala Val He Asp Trp 

100 	105 	110 
Glu Giu Trp Arg Pro Thr Tip Ala Arg Asn Trp Lys Pro Lys Asp Val 

115 	120 	125 
Tyr Lys Asn Arg Ser lie Glu Leu Val Gin Gin Gin Asn Val Gin Leu 

130 	135 	140 
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala 
145 	150 	155 	160 
Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys Leu Leu Arg 

165 	170 	175 
Pro Asn His Leu Trp Giy Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 

180 	185 	190 
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu Ile 

195 	200 	205 
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Giu Ser Thr Ala Leu 

210 	215 	220 
Tyr Pro Ser Ile Tyr Leu Asn Thr Gin Gin Ser Pro Val Ala Ala Thr 
225 	230 	235 	240 
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala He Arg Val Ser Lys Ile 

245 	250 	255 
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lie Val 

260 	265 	270 
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr 

275 	280 	285 
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Giy Ile Val lie Trp 

290 	295 	300 
Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Glu Thr Ile Leu Asn Pro Tyr Ile Ile Asn Val Thr Leu 

325 	330 	335 
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin Gly Val Cys 

340 	345 	350 
lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp 

355 	360 	365 
Asn Phe Ala Ile Gln Leu Giu Lys Gly Gly Lys Phe Thr Val Arg Gly 

370 	375 	380 
Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys Phe Tyr Cys 
385 	390 	395 	400 
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Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys He Asp Ala 

420 	425 	430 
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin 

435 	440 

<210> 8 
<211> 443 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> soluble rHuPH2O 1-443 

<400> 8 
Leu Asn Phe Arg Ala Pro Pro Val Ile Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 

Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro 
20 	25 	30 

Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg lie Asn Ala 
35 	40 	45 

Thr Gly Gin Giy Val Thr lie Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 
50 	55 	60 

Pro Tyr Ile Asp Ser He Thr Gly Val Thr Val Asn Giy Gly lie Pro 
65 	70 	75 	80 
Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp Ile 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val Ile Asp Trp 

100 	105 	110 
Giu Giu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val 

115 	120 	125 
Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gin Asn Val Gin Leu 

130 	135 	140 
Ser Leu Thr Giu Ala Thr Glu Lys Ala Lys Gin Glu Phe Giu Lys Ala 
145 	150 	155 	160 
Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys Leu Leu Arg 

165 	170 	175 
Pro Asn His Leu Trp Giy Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 

180 	185 	190 
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Giu lie 

195 	200 	205 
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu 

210 	215 	220 
Tyr Pro Ser lie Tyr Leu Asn Thr Gln Gin Ser Pro Val Ala Ala Thr 
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225 	230 	235 	240 
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val Ser Lys He 

245 	250 	255 
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg Ile Val 

260 	265 	270 
Phe Thr Asp Gln Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr 

275 	280 	285 
Thr Phe Gly Glu Thr Val Ala Leu Giy Ala Ser Gly Ile Val Ile Trp 

290 	295 	300 
Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr Ile Ile Asn Val Thr Leu 

325 	330 	335 
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin Giy Val Cys 

340 	345 	350 
lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp 

355 	360 	365 
Asn Phe Ala lie Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Giy 

370 	375 	380 
Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys Phe Tyr Cys 
385 	390 	395 	400 
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys lie Asp Ala 

420 	425 	430 
Phe Leu Lys Pro Pro Met Glu Thr Giu Glu Pro 

435 	440 

<210> 9 
<211> 442 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> soluble rHuPH2O 1-442 

<400> 9 
Leu Asn Phe Arg Ala Pro Pro Val Ile Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 

Ala Trp Asn Ala Pro Ser Giu Phe Cys Leu Gly Lys Phe Asp Glu Pro 
20 	25 	30 

Leu Asp Met Ser Leu Phe Ser Phe Ile Gly Ser Pro Arg lie Asn Ala 
35 	40 	45 

Thr Gly Gin Gly Val Thr Ile Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 
50 	55 	60 
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Pro Tyr Ile Asp Ser lie Thr Gly Val Thr Val Asn Gly Gly Ile Pro 
65 	70 	75 	80 
Gin Lys lie Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp Ile 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lie Asp Trp 

100 	105 	110 
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val 

115 	120 	125 
Tyr Lys Asn Arg Ser Ile Giu Leu Val Gln Gin Gin Asn Val Gin Lou 

130 	135 	140 
Ser Leu Thr Giu Ala Thr Glu Lys Ala Lys Gln Glu Phe Glu Lys Ala 
145 	150 	155 	160 
Gly Lys Asp Phe Leu Val Giu Thr lie Lys Leu Giy Lys Leu Leu Arg 

165 	170 	175 
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 

180 	185 	190 
His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn Val Glu Ile 

195 	200 	205 
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Giu Ser Thr Ala Leu 

210 	215 	220 
Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Pro Val Ala Ala Thr 
225 	230 	235 	240 
Lou Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val Ser Lys lie 

245 	250 	255 
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg Ile Val 

260 	265 	270 
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr 

275 	280 	285 
Thr Phe Giy Glu Thr Val Ala Leu Gly Ala Ser Gly Ile Val lie Trp 

290 	295 	300 
Gly Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Giu Thr lie Leu Asn Pro Tyr lie lie Asn Val Thr Leu 

325 	330 	335 
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin Gly Val Cys 

340 	345 	350 
Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp 

355 	360 	365 
Asn Phe Ala Ile Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly 

370 	375 	380 
Lys Pro Thr Leu Giu Asp Leu Glu Gln Phe Ser Glu Lys Phe Tyr Cys 
385 	390 	395 	400 
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys Ile Ala Asp Giy Val Cys Ile Asp Ala 

420 	425 	430 
Page 14 



3058SEQ.PC1.TXT 
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu 

435 	440 	
• 

<210> 10 
<211> 450 
<212> PRT 
<213> Bos taurus 

<220> 
<223> hyaluronidase 

<400> 10 
Met Arg Pro Phe Ser Leu Glu Val Ser Leu His Leu Pro Trp Ala Met 
1 	5 	10 	15 

Ala Ala His Leu Leu Pro Val Cys Thr Leu Phe Leu Asn Leu Leu Ser 
20 	25 	30 

Met Thr Gin Gly Ser Arg Asp Pro Val Val Pro Asn Gln Pro Phe Thr 
35 	40 	45 

Thr Ile Tip Asn Ala Asn Thr Glu Trp Cys Met Lys Lys His Gly Val 
50 	55 	60 

Asp Val Asp Ile Ser lie Phe Asp Val Val Thr Asn Pro Gly Gin Thr 
65 	70 	75 	80 
Phe Arg Gly Pro Asn Met Thr Ile Phe Tyr Ser Ser Gln Leu Gly Thu 

85 	90 	95 
Tyr Pro Tyr Tyr Thr Ser Ala Gly Glu Pro Val Phe Gly Gly Leu Pro 

100 	105 	110 
Gin Asn Ala Ser Leu Asn Ala His Leu Ala Arg Thr Phe Gin Asp lie 

115 	120 	125 
Leu Ala Ala Met Pro Glu Pro Arg Phe Ser Giy Leu Ala Val lie Asp 

130 	135 	140 
Trp Glu Ala Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Thr Lys Asp 
145 	150 	155 	160 
Ile Tyr Arg Gin Arg Ser Arg Ala Leu Val Gin Lys Gin His Pro Asp 

165 	170 	175 
Trp Leu Ala Pro Arg Val Glu Ala Ala Ala Gin Asp Gln Phe Giu Giy 

180 	185 	190 
Ala Ala Glu Glu Tip Met Ala Gly Thu Leu Lys Leu Gly Gin Ala Leu 

195 	200 	205 
Arg Pro Gin Gly Leu Trp Gly Phe Tyr Asn Phe Pro Glu Cys Tyr Asn 

210 	215 	220 
Tyr Asp Phe Lys Ser Pro Asn Tyr Thr Gly Arg Cys Pro Leu Asn lie 
225 	230 	235 	240 
Cys Ala Gin Asn Asp Gin Leu Gly Trp Leu Trp Giy Gin Ser Arg Ala 

245 	250 	255 
Leu Tyr Pro Ser lie Tyr Leu Pro Ala Ala Leu Glu Giy Thr Lys Lys 
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260 	265 	270 

Thr Gln Met Phe Val Gin His Arg Val Ala Glu Ala Phe Arg Val Ala 
275 	280 	285 

Ala Gly Ala Gly Asp Pro Lys Leu Pro Val Leu Pro Tyr Met Gin Leu 
290 	295 	300 

Phe Tyr Asp Met Thr Asn His Phe Leu Pro Ala Glu Glu Leu Glu His 
305 	310 	315 	320 
Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala Ala Gly Val Val Leu Trp 

325 	330 	335 
Val Ser Trp Leu Ser Thr Ser Thr Lys Glu Ser Cys Gin Ala lie Lys 

340 	345 	350 
Glu Tyr Val Asp Thr Thr Leu Gly Pro Ser Ile Leu Asn Val Thr Ser 

355 	360 	365 
Gly Ala Arg Leu Cys Ser Gin Val Leu Cys Ser Gly His Gly Arg Cys 

370 	375 	380 
Ala Arg Arg Pro Ser Tyr Pro Lys Ala Arg Leu lie Leu Asn Ser Thr 
385 	390 	395 	400 
Ser Phe Ser lie Lys Pro Thr Pro Gly Gly Gly Pro Leu Thr Leu Gin 

405 	410 	415 
Gly Ala Leu Ser Leu Glu Asp Arg Leu Arg Met Ala Val Glu Phe Glu 

420 	425 	430 
Cys Arg Cys Tyr Arg Gly Trp Arg Gly Thr Arg Cys Glu Gln Trp Gly 

435 	440 	445 
Met Trp 

450 

<210> 11 
<211> 553 
<212> PRT 
<213> Bos taurus 

<220> 
<223> PH2O 

<400> 11 
Met Arg Met Leu Arg Arg His His Ile Ser Phe Arg Ser Phe Ala Gly 
1 	5 	10 	15 
Ser Ser Gly Thr Pro Gin Ala Val Phe Thr Phe Leu Leu Leu Pro Cys 

20 	25 	30 
Cys Leu Ala Leu Asp Phe Arg Ala Pro Pro Leu lie Ser Asn Thr Ser 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Val Glu Arg Cys Val Asn Arg Arg 

50 	55 	60 
Phe Gin Leu Pro Pro Asp Leu Arg Leu Phe Ser Val Lys Gly Ser Pro 
65 	70 	75 	80 
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Gin Lys Ser Ala Thr Gly Gin Phe Ile Thr Leu Phe Tyr Ala Asp Arg 

85 	90 	95 
Leu Gly Tyr Tyr Pro His Ile Asp Glu Lys Thr Gly Lys Thr Val Phe 

100 	105 	110 
Gly Giy lie Pro Gin Leu Gly Asn Leu Lys Ser His Met Glu Lys Ala 

115 	120 	125 
Lys Asn Asp lie Ala Tyr Tyr lie Pro Asn Asp Ser Val Gly Leu Ala 

130 	135 	140 
Val lie Asp Trp Glu Asn Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys 
145 	150 	155 	160 
Pro Lys Asp Val Tyr Arg Asp Glu Ser Val Glu Leu Val Leu Gln Lys 

165 	170 	175 
Asn Pro Gin Leu Ser Phe Pro Glu Ala Ser Lys Ile Ala Lys Val Asp 

180 	185 	190 
Phe Glu Thr Ala Gly Lys Ser Phe Met Gin Glu Thr Leu Lys Leu Giy 

195 	200 	205 
Lys Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp 

210 	215 	220 
Cys Tyr Asn His Asn His Asn Gin Pro Thr Tyr Asn Gly Asn Cys Pro 
225 	230 	235 	240 
Asp Val Glu Lys Arg Arg Asn Asp Asp Leu Glu Trp Leu Tip Lys Glu 

245 	250 	255 
Ser Thr Ala Leu Phe Pro Ser Val Tyr Leu Asn Ile Arg Leu Lys Ser 

260 	265 	270 
Thr Gin Asn Ala Ala Leu Tyr Val Arg Asn Arg Val Gin Glu Ala lie 

275 	280 	285 
Arg Leu Ser Lys Ile Ala Ser Val Glu Ser Pro Leu Pro Val Phe Val 

290 	295 	300 
Tyr Ala Arg Pro Val Phe Thr Asp Gly Ser Ser Thr Tyr Leu Ser Gin 
305 	310 	315 	320 
Gly Asp Leu Val Asn Ser Val Gly Glu Ile Val Ser Leu Gly Ala Ser 

325 	330 	335 
Giy lie Ile Met Trp Gly Ser Leu Asn Leu Ser Leu Ser Met Gin Ser 

340 	345 	350 
Cys Met Asn Leu Gly Thr Tyr Leu Asn Thr Thr Leu Asn Pro Tyr lie 

355 	360 	365 
Ile Asn Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys His 

370 	375 	380 
Asn Glu Gly Val Cys Thr Arg Lys His Trp Asn Ser Ser Asp Tyr Leu 
385 	390 	395 	400 
His Leu Asn Pro Met Asn Phe Ala lie Gin Thr Gly Glu Gly Gly Lys 

405 	410 	415 
Tyr Thr Val Pro Gly Thr Val Thr Leu Glu Asp Leu Gin Lys Phe Ser 

420 	425 	430 
Asp Thr Phe Tyr Cys Ser Cys Tyr Ala Asn Ile His Cys Lys Lys Arg 

435 	440 	445 
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Val Asp Ile Lys Asn Val His Ser Val Asn Val Cys Met Ala Glu Asp 

450 	455 	460 
lie Cys Ile Asp Ser Pro Val Lys Leu Gin Pro Ser Asp His Ser Ser 
465 	470 	475 	480 
Ser Gin Gfu Ala Ser Thr Thr Thr Phe Ser Ser Ile Ser Pro Ser Thr 

485 	490 	495 
Thr Thr Ala Thr Val Ser Pro Cys Thr Pro Glu Lys His Ser Pro Glu 

500 	505 	510 
Cys Leu Lys Val Arg Cys Ser Glu Val Ile Pro Asn Val Thr Gin Lys 

515 	520 	525 
Ala Cys Gln Ser Val Lys Leu Lys Asn Ile Ser Tyr Gin Ser Pro Ile 

530 	535 	540 
Gln Asn ile Lys Asn Gin Thr Thr Tyr 
545 	550 

<210> 12 
<211> 331 
<212> PRT 
<213> Vespuia vulgaris 

<220> 
<223> hyaluronidase A 

<400> 12 
Ser Glu Arg Pro Lys Arg Val Phe Asn Ile Tyr Trp Asn Val Pro Thr 
1 	5 	10 	15 

Phe Met Cys His Gin Tyr Asp Leu Tyr Phe Asp Giu Val Thr Asn Phe 
20 	25 	30 

Asn lie Lys Arg Asn Ser Lys Asp Asp Phe Gin Gly Asp Lys Ile Ala 
35 	40 	45 

Ile Phe Tyr Asp Pro Gly Glu Phe Pro Ala Leu Leu Ser Leu Lys Asp 
50 	55 	60 

Gly Lys Tyr Lys Lys Arg Asn Gly Gly Val Pro Gin Glu Gly Asn Ile 
65 	70 	75 	80 
Thr lie His Leu Gln Lys Phe Ile Giu Asn Leu Asp Lys fie Tyr Pro 

85 	90 	95 
Asn Arg Asn Phe Ser Gly Ile Gly Val lie Asp Phe Glu Arg Trp Arg 

100 	105 	110 
Pro Ile Phe Arg Gin Asn Trp Gly Asn Met Lys Ile His Lys Asn Phe 

115 	120 	125 
Ser Ile Asp Leu Val Arg Asn Glu His Pro Thr Trp Asn Lys Lys Met 

130 	135 	140 
Ile Glu Leu Giu Ala Ser Lys Arg Phe Giu Lys Tyr Ala Arg Phe Phe 
145 	150 	155 	160 
Met Glu Glu Thr Leu Lys Leu Ala Lys Lys Thr Arg Lys Gin Ala Asp 
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165 	170 	175 

Trp Gly Tyr Tyr Gly Tyr Pro Tyr Cys Phe Asn Met Ser Pro Asn Asn 
180 	185 	190 

Leu Val Pro Glu Cys Asp Val Thr Ala Met His Glu Asn Asp Lys Met 
195 	200 	205 

Ser Tip Leu Phe Asn Asn Gin Asn Val Leu Leu Pro Ser Val Tyr Val 
210 	215 	220 

Arg Gin Glu Leu Thr Pro Asp Gin Arg Ile Gly Leu Val Gin Giy Arg 
225 	230 	235 	240 
Val Lys Glu Ala Val Arg Ile Ser Asn Asn Leu Lys His Ser Pro Lys 

245 	250 	255 
Val Leu Ser Tyr Tip Trp Tyr Val Tyr Gin Asp Glu Thr Asn Thr Phe 

260 	265 	270 
Leu Thr Glu Thr Asp Val Lys Lys Thr Phe Gln Glu Ile Val Ile Asn 

275 	280 	285 
Giy Gly Asp Gly lie lie lie Trp Giy Ser Ser Ser Asp Val Asn Ser 

290 	295 	300 
Leu Ser Lys Cys Lys Arg Leu Gin Asp Tyr Leu Leu Thr Val Leu Giy 
305 	310 	315 	320 
Pro Ile Ala lie Asn Val Thr Glu Ala Val Asn 

325 	330 

<210> 13 
<211> 340 
<212> PRT 
<213> Vespula vuigaris 

<220> 
<223> hyaluronidase B 

<400> 13 
Asp Arg Thr lie Trp Pro Lys Lys Gly Phe Ser Ile Tyr Trp Asn Ile 
1 	5 	10 	15 

Pro Thr His Phe Cys His Asn Phe Gly Val Tyr Phe Lys Glu Leu Lys 
20 	25 	30 

Gin Phe Asn Ile Lys Tyr Asn Ser Met Asn Asn Phe Arg Gly Giu Thr 
35 	40 	45 

Ile Ser Leu Phe Tyr Asp Pro Gly Asn Phe Pro Ser Met Val Leu Leu 
50 	55 	60 

Lys Asn Giy Thr Tyr Glu Ile Arg Asn Glu Gly Val Pro Gin Lys Gly 
65 	70 	75 	80 
Asn Leu Thr Ile His Leu Glu Gln Phe Thr Lys Glu Leu Asp Glu Ile 

85 	90 	95 
Tyr Pro Lys Lys Ile Ala Gly Gly Ile Gly Val lie His Phe His Asn 

100 	105 	110 
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Trp Arg Pro Ile Phe Arg Arg Asn Val Asp Asn Leu Lys Ile Asn Lys 

115 	120 	125 
Asp Ile Ser Ile Asp Leu Val Arg Lys Glu His Pro Lys Trp Asp Lys 

130 	135 	140 
Ser Met lie Glu Lys Glu Ala Ser Asn Arg Phe Glu Thr Ser Ala Lys 
145 	150 	155 	160 
lie Phe Met Glu Lys Thr Leu Lys Leu Ala Lys Glu Ile Arg Lys Lys 

165 	170 	175 
Thr Glu Trp Gly Tyr His Gly Tyr Pro His Cys Leu Ser Gly Ser Thr 

180 	185 	190 
Asp Lys Pro Ser Phe Asp Cys Asp Ala Leu Ser Met Ser Glu Asn Asp 

195 	200 	205 
Lys Met Ser Trp Leu Phe Asn Asn Gin Asn Val Leu Leu Pro Ser Ile 

210 	215 	220 
Tyr Leu Lys Asn Val Leu Lys Pro Asp Glu Lys Ile His Leu Val Gln 
225 	230 	235 	240 
Giu Arg Leu Lys Giu Ala lie Arg Ile Ser Lys Asn Phe Lys His Leu 

245 	250 	255 
Pro Lys Val Leu Pro Tyr Trp Trp Tyr Thr Tyr Gln Asp Lys Glu Ser 

260 	265 	270 
Ile Phe Leu Thr Giu Ala Asp Val Lys Asn Thr Phe Lys Glu Ile Leu 

275 	280 	285 
Thr Asn Gly Ala Asp Giy Ile Ile Ile Trp Giy Val Ser Tyr Giu Leu 

290 	295 	300 
Thr Asp Arg Lys Arg Cys Glu Lys Leu Lys Glu Tyr Leu Met Lys Ile 
305 	310 	315 	320 
Leu Gly Pro lie Ala Phe Lys Val Thr Lys Ala Val Lys Glu Asn Thr 

325 	330 	335 
Pro Leu Asn Phe 

340 

<210> 14 
<211> 382 
<212> PRT 
<213> Apis meliifera 

<220> 
<223> hyaluronidase 

<400> 14 
Met Ser Arg Pro Leu Val Ile Thr Giu Gly Met Met lie Gly Val Leu 
1 	5 	10 	15 

Leu Met Leu Ala Pro Ile Asn Ala Leu Leu Leu Gly Phe Val Gin Ser 
20 	25 	30 

Thr Pro Asp Asn Asn Lys Thr Val Arg Glu Phe Asn Val Tyr Trp Asn 
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35 	40 	45 

Val Pro Thr Phe Met Cys His Lys Tyr Gly Leu Arg Phe Glu Glu Val 
50 	55 	60 

Ser Glu Lys Tyr Gly Ile Leu Gin Asn Trp Met Asp Lys Phe Arg Gly 
65 	70 	75 	80 
Glu Giu Ile Ala lie Leu Tyr Asp Pro Gly Met Phe Pro Ala Leu Leu 

85 	90 	95 
Lys Asp Pro Asn Gly Asn Val Val Ala Arg Asn Gly Gly Val Pro Gin 

100 	105 	110 
Leu Gly Asn Leu Thr Lys His Leu Gln Val Phe Arg Asp His Leu Ile 

115 	120 	125 
Asn Gin Ile Pro Asp Lys Ser Phe Pro Gly Val Gly Val Ile Asp Phe 

130 	135 	140 
Glu Ser Trp Arg Pro Ile Phe Arg Gin Asn Tip Ala Ser Leu Gin Pro 
145 	150 	155 	160 
Tyr Lys Lys Leu Ser Val Glu Val Val Arg Arg Glu His Pro Phe Trp 

165 	170 	175 
Asp Asp Gin Arg Val Giu Gln Glu Ala Lys Arg Arg Phe Glu Lys Tyr 

180 	185 	190 
Gly Gin Leu Phe Met Glu Glu Thr Leu Lys Ala Ala Lys Arg Met Arg 

195 	200 	205 
Pro Ala Ala Asn Tip Gly Tyr Tyr Ala Tyr Pro Tyr Cys Tyr Asn Leu 

210 	215 	220 
Thr Pro Asn Gin Pro Ser Ala Gin Cys Glu Ala Thr Thr Met Gln Glu 
225 	230 	235 	240 
Asn Asp Lys Met Ser Trp Leu Phe Glu Ser Glu Asp Val Leu Leu Pro 

245 	250 	255 
Ser Val Tyr Leu Arg Trp Asn Leu Thr Ser Giy Glu Arg Val Gly Leu 

260 	265 	270 
Val Gly Gly Arg Val Lys Glu Ala Leu Arg lie Ala Arg Gin Met Thr 

275 	280 	285 
Thr Ser Arg Lys Lys Val Leu Pro Tyr Tyr Trp Tyr Lys Tyr Gin Asp 

290 	295 	300 
Arg Arg Asp Thr Asp Leu Ser Arg Ala Asp Leu Giu Ala Thr Leu Arg 
305 	310 	315 	320 
Lys lie Thr Asp Leu Gly Ala Asp Giy Phe lie Ile Tip Gly Ser Ser 

325 	330 	335 
Asp Asp Ile Asn Thr Lys Ala Lys Cys Leu Gin Phe Arg Glu Tyr Leu 

340 	345 	350 
Asn Asn Glu Leu Giy Pro Ala Val Lys Arg Ile Ala Leu Asn Asn Asn 

355 	360 	365 
Ala Asn Asp Arg Leu Thr Val Asp Val Ser Val Asp Gin Val 

370 	375 	380 

<210> 15 
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<211> 331 
<212> PRT 
<213> Dolichovespula maculata 

<220> 
<223> hyaluronidase 

<400>15 
Ser Glu Arg Pro Lys Arg Val Phe Asn Ile Tyr Trp Asn Val Pro Thr 
1 	5 	10 	15 

Phe Met Cys His Gln Tyr Gly Leu Tyr Phe Asp Glu Val Thr Asn Phe 
20 	25 	30 

Asn Ile Lys His Asn Ser Lys Asp Asp Phe Gin Gly Asp Lys ire Ser 
35 	40 	45 

Ile Phe Tyr Asp Pro Gly Glu Phe Pro Ala Leu Leu Pro Leu Lys Glu 
50 	55 	60 

Gly Asn Tyr Lys lie Arg Asn Gly Gly Val Pro Gin Glu Gly Asn Ile 
65 	70 	75 	80 
Thr Ile His Leu Gin Arg Phe Ile Glu Asn Leu Asp Lys Thr Tyr Pro 

85 	90 	95 
Asn Arg Asn Phe Asn Gly Ile Gly Val Ile Asp Phe Glu Arg Trp Arg 

100 	105 	110 
Pro Ile Phe Arg Gin Asn Tip Gly Asn Met. Met Ile His Lys Lys Phe 

115 	120 	125 
Ser Ile Asp Leu Val Arg Asn Glu His Pro Phe Trp Asp Lys Lys Met 

130 	135 	140 
lie Glu Leu Glu Ala Ser Lys Arg Phe Glu Lys Tyr Ala Arg Leu Phe 
145 	150 	155 	160 
Met Glu Glu Thr Leu Lys Leu Ala Lys Lys Thr Arg Lys Gin Ala Asp 

165 	170 	175 
Trp Gly Tyr Tyr Gly Tyr Pro Tyr Cys Phe Asn Met Ser Pro Asn Asn 

180 	185 	190 
Leu Val Pro Asp Cys Asp Ala Thr Ala Met Leu Glu Asn Asp Lys Met 

195 	200 	205 
Ser Tip Leu Phe Asn Asn Gin Asn Val Leu Leu Pro Ser Val Tyr Ile 

210 	215 	220 
Arg His Glu Leu Thr Pro Asp Gln Arg Val Gly Leu Val Gin Gly Arg 
225 	230 	235 	240 
Val Lys Glu Ala Val Arg lie Ser Asn Asn Leu Lys His Ser Pro Lys 

245 	250 	255 
Val Leu Ser Tyr Trp Tip Tyr Val Tyr Gin Asp Asp Thr Asn Thr Phe 

260 	265 	270 
Leu Thr Glu Thr Asp Val Lys Lys Thr Phe Gin Glu Ile Ala Ile Asn 

275 	280 	285 
Gly Gly Asp Gly lie Ile ile Trp Gly Ser Ser Ser Asp Val Asn Ser 

290 	295 	300 
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Leu Ser Lys Cys Lys Arg Leu Arg Glu Tyr Leu Leu Thr Val Leu Gly 
305 	310 	315 	320 
Pro lie Thr Val Asn Val Thr Glu Thr Val Asn 

325 	330 

<210> 16 
<211> 367 
<212> PRT 
<213> Polistes annuiaris 

<220> 
<223> hyaiuronidase 

<400> 16 
Tyr Val Ser Leu Ser Pro Asp Ser Vai Phe Asn lie lie Thr Asp Asp 
1 	5 	10 	15 

Ile Ser His Gln Ile Leu Ser Arg Ser Asn Cys Glu Arg Ser Lys Arg 
20 	25 	30 

Pro Lys Arg Val Phe Ser Ile Tyr Trp Asn Val Pro Thr Phe Met Cys 
35 	40 	45 

His Gln Tyr Gly Met Asn Phe Asp Glu Val Thr Asp Phe Asn Ile Lys 
50 	55 	60 

His Asn Ser Lys Asp Asn Phe Arg Giy Glu Thr Ile Ser lie Tyr Tyr 
65 	70 	75 	80 
Asp Pro Gly Lys Phe Pro Ala Leu Met Pro Leu Lys Asn Gly Asn Tyr 

85 	90 	95 
Glu Glu Arg Asn Gly Giy Val Pro Gln Arg Gly Asn lie Thr Ile His 

100 	105 	110 
Leu Gin Gin Phe Asn Glu Asp Leu Asp Lys Met Thr Pro Asp Lys Asn 

115 	120 	125 
Phe Gly Gly lie Gly Val Ile Asp Phe Glu Arg Trp Lys Pro Ile Phe 

130 	135 	140 
Arg Gin Asn Trp Giy Asn Thr Glu lie His Lys Lys Tyr Ser lie Giu 
145 	150 	155 	160 
Leu Val Arg Lys Glu His Pro Lys Trp Ser Glu Ser Met Ile Glu Ala 

165 	170 	175 
Giu Ala Thr Lys Lys Phe Glu Lys Tyr Ala Arg Tyr Phe Met Glu Glu 

180 	185 	190 
Thr Leu Lys Leu Ala Lys Lys Thr Arg Lys Arg Ala Lys Trp Gly Tyr 

195 	200 	205 
Tyr Gly Phe Pro Tyr Cys Tyr Asn Val Thr Pro Asn Asn Pro Giy Pro 

210 	215 	220 
Asp Cys Asp Ala Lys Ala Thr Ile Glu Asn Asp Arg Leu Ser Trp Met 
225 	230 	235 	240 
Tyr Asn Asn Gin Glu Ile Leu Phe Pro Ser Val Tyr Val Arg His Glu 
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245 	250 	255 

Gln Lys Pro Glu Glu Arg Val Tyr Leu Val Gin Gly Arg Ile Lys Glu 
260 	265 	270 

Ala Val Arg lie Ser Asn Asn Leu Glu His Ser Pro Ser Val Leu Ala 
275 	280 	285 

Tyr Trp Trp Tyr Val Tyr Gln Asp Lys Met Asp lie Tyr Leu Ser Glu 
290 	295 	300 

Thr Asp Val Glu Lys Thr Phe Gin Glu Ile Val Thr Asn Gly Gly Asp 
305 	310 	315 	320 
Giy Ile lie lie Trp Gly Ser Ser Ser Asp Val Asn Ser Leu Ser Lys 

325 	330 	335 
Cys Lys Arg Leu Arg Glu Tyr Leu Leu Asn Thr Leu Gly Pro Phe Ala 

340 	345 	350 
Val Asn Val Thr Glu Thr Val Asn Gly Arg Ser Ser Leu Asn Phe 

355 	360 	365 

<210> 17 
<211> 462 
<212> PRT 
<213> Mus musculus 

<220> 
<223> hyaluronidase 

<400> 17 
Met Leu Gly Leu Thr Gin His Ala Gln Lys Val Trp Arg Met Lys Pro 
1 	5 	10 	15 

Phe Ser Pro Glu Val Ser Pro Gly Ser Ser Pro Ala Thr Ala Gly His 
20 	25 	30 

Leu Leu Arg lie Ser Thr Leu Phe Leu Thr Leu Leu Glu Leu Ala Gin 
35 	40 	45 

Val Cys Arg Gly Ser Val Val Ser Asn Arg Pro Phe lie Thr Val Tip 
50 	55 	60 

Asn Gly Asp Thr His Trp Cys Leu Thr Glu Tyr Gly Val Asp Val Asp 
65 	70 	75 	80 
Val Ser Val Phe Asp Val Val Ala Asn Lys Glu Gin Ser Phe Gin Giy 

85 	90 	95 
Ser Asn Met Thr lie Phe Tyr Arg Glu Glu Leu Gly Thr Tyr Pro Tyr 

100 	105 	110 
Tyr Thr Pro Thr Gly Glu Pro Val Phe Gly Gly Leu Pro Gin Asn Ala 

115 	120 	125 
Ser Leu Val Thr His Leu Ala His Thr Phe Gin Asp Ile Lys Ala Ala 

130 	135 	140 
Met Pro Glu Pro Asp Phe Ser Gly Leu Ala Val lie Asp Trp Glu Ala 
145 	150 	155 	160 
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Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Ser Lys Asp lie Tyr Arg 

165 	170 	175 
Gln Arg Ser Met Glu Leu Val Gin Ala Glu His Pro Asp Trp Pro Glu 

180 	185 	190 
Thr Leu Val Giu Ala Ala Ala Lys Asn Gin Phe Gin Glu Ala Ala Glu 

195 	200 	205 
Ala Trp Met Ala Gly Thr Leu Gin Leu Gly Gin Val Leu Arg Pro Arg 

210 	215 	220 
Gly Leu Trp Gly Tyr Tyr Gly Phe Pro Asp Cys Tyr Asn Asn Asp Phe 
225 	230 	235 	240 
Leu Ser Leu Asn Tyr Thr Gly Gin Cys Pro Val Phe Val Arg Asp Gin 

245 	250 	255 
Asn Asp Gin Leu Gly Trp Leu Trp Asn Gin Ser Tyr Ala Leu Tyr Pro 

260 	265 	270 
Ser Ile Tyr Leu Pro Ala Ala Leu Met Gly Thr Gly Lys Ser Gin Met 

275 	280 	285 
Tyr Val Arg His Arg Val Gin Glu Ala Leu Arg Val Ala Ile Val Ser 

290 	295 	300 
Arg Asp Pro His Val Pro Val Met Pro Tyr Val Gin lie Phe Tyr Glu 
305 	310 	315 	320 
Met Thr Asp Tyr Leu Leu Pro Leu Glu Glu Leu Glu His Ser Leu Gly 

325 	330 	335 
Giu Ser Ala Ala Gin Gly Val Ala Gly Ala Val Leu Trp Leu Ser Ser 

340 	345 	350 
Asp Lys Thr Ser Thr Lys Glu Ser Cys Gln Ala Ile Lys Ala Tyr Met 

355 	360 	365 
Asp Ser Thr Leu Gly Pro Phe Ile Val Asn Val Thr Ser Ala Ala Leu 

370 	375 	380 
Leu Cys Ser Glu Ala Leu Cys Ser Gly His Gly Arg Cys Val Arg His 
385 	390 	395 	400 
Pro Ser Tyr Pro Giu Ala Leu Leu Thr Leu Asn Pro Ala Ser Phe Ser 

405 	410 	415 
Ile Glu Leu Thr His Asp Giy Arg Pro Pro Ser Leu Lys Gly Thr Leu 

420 	425 	430 
Ser Leu Lys Asp Arg Ala Gin Met Ala Met Lys Phe Arg Cys Arg Cys 

435 	440 	445 
Tyr Arg Giy Trp Arg Gly Lys Trp Cys Asp Lys Arg Gly Met 

450 	455 	460 

<210> 18 
<211> 473 
<212> PRT 
<213> Mus musculus 

<220> 
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<223> Hyaiuronidase 2 

<400> 18 
Met Arg Ala Giy Lou Giy Pro lie lie Thr Lou Ala Lou Vat Leu Giu 
1 	5 	10 	15 
Val Ala Trp Ala Gly Giu Lou Lys Pro Thr Ala Pro Pro lie Phe Thr 

20 	25 	30 
Giy Arg Pro Phe Val Val Ala Trp Asn Val Pro Thr Gin Glu Cys Ala 

35 	40 	45 
Pro Arg His Lys Val Pro Leu Asp Leu Arg Ala Phe Asp Val Lys Ala 

50 	55 	60 
Thr Pro Asn Glu Gly Phe Phe Asn Gin Asn lie Thr Thr Phe Tyr Tyr 
65 	70 	75 	80 
Asp Arg Lou Gly Leu Tyr Pro Arg Phe Asp Ala Ala Gly Thr Ser Val 

85 	90 	95 
His Gly Gly Val Pro Gin Asn Gly Ser Lou Cys Ala His Lou Pro Met 

100 	105 	110 
Leu Lys Giu Ser Val Glu Arg Tyr lie Gin Thr Gin Glu Pro Gly Gly 

115 	120 	125 
Leu Ala Val lie Asp Trp Glu Glu Trp Arg Pro Val Trp Val Arg Asn 

130 	135 	140 
Trp Gin GIL' Lys Asp Val Tyr Arg Gin Ser Ser Arg Gin Leu Vat Ala 
145 	150 	155 	160 
Ser Arg His Pro Asp Trp Pro Ser Asp Arg Val Met Lys Gin Ala Gin 

165 	170 	175 
Tyr Glu Phe Giu Phe Ala Ala Arg Gln Phe Met Leu Asn Thr Lou Arg 

180 	185 	190 
Tyr Val Lys Ala Val Arg Pro Gin His Leu Trp Gly Phe Tyr Leu Phe 

195 	200 	205 
Pro Asp Cys Tyr Asn His Asp Tyr Val Gin Asn Tip Glu Ser Tyr Thr 

210 	215 	220 
Giy Arg Cys Pro Asp Val Glu Val Ala Arg Asn Asp Gln Leu Ala Trp 
225 	230 	235 	240 
Leu Tip Ala Giu Ser Thr Ala Lou Phe Pro Ser Val Tyr Lou Asp GU 

245 	250 	255 
Thr Lou Ala Ser Ser Val His Ser Arg Asn Phe Val Ser Phe Arg Val 

260 	265 	270 
Arg Glu Ala Leu Arg Val Ala His Thr His His Ala Asn His Ala Leu 

275 	280 	285 
Pro Val Tyr Val Phe Thr Arg Pro Thr Tyr Thr Arg Giy Lou Thr Gly 

290 	295, 	300 
Leu Ser Gin Val Asp Leu lie Ser Thr Ile Gly Glu Ser Ala Ala Leu 
305 	310 	315 	320 
Gly Ser Ala Giy Val lie Phe Trp Giy Asp Ser Glu Asp Ala Ser Ser 

325 	330 	335 
Met Giu Thr Cys Gln Tyr Leu Lys Asn Tyr Leu Thr Gin Lou Leu Val 

Page 26 



3058SEQ.PC1.TXT 
340 	345 	350 

Pro Tyr Ile Val Asn Val Ser Trp Ala Thr Gln Tyr Cys Ser Trp Thr 
355 	360 	365 

Gin Cys His Gly His Gly Arg Cys Val Arg Arg Asn Pro Ser Ala Asn 
370 	375 	380 

Thr Phe Leu His Lou Asn Ala Ser Ser Phe Arg Leu Val Pro Gly His 
385 	390 	395 	400 
Thr Pro Ser Glu Pro Gin Leu Arg Pro Glu Giy Gin Leu Ser Giu Ala 

405 	410 	415 
Asp Leu Asn Tyr Leu Gin Lys His Phe Arg Cys Gin Cys Tyr Leu Gly 

420 	425 	430 
Trp Gly Giy Glu Gin Cys Gin Arg Asn Tyr Lys Giy Ala Ala Giy Asn 

435 	440 	445 
Ala Ser Arg Ala Trp Ala Gly Ser His Lou Thr Ser Leu Leu Gly Leu 

450 	455 	460 
Val Ala Val Ala Leu Thr Trp Thr Lou 
465 	470 

<210> 19 
<211> 412 
<212> PRT 
<213> Mus musculus 

<220> 
<223> hyalurinidase 3 

<400> 19 
Met lie Met His Leu Gly Leu Met Met Val Val Gly Leu Thr Leu Cys 
1 	5 	10 	15 

Leu Met His Gly Gln Ala Leu Leu Gin Val Pro Glu His Pro Phe Ser 
20 	25 	30 

Val Val Trp Asn Val Pro Ser Ala Arg Cys Lys Ala His Phe Gly Val 
35 	40 	45 

His Leu Pro Leu Asp Ala Leu Gly Ile Val Ala Asn His Gly Gin His 
50 	55 	60 

Phe His Gly Gin Asn Ile Ser lie Phe Tyr Lys Asn Gin Phe Gly Leu 
65 	70 	75 	80 
Tyr Pro Tyr Phe Gly Pro Arg Giy Thr Ala His Asn Gly Gly Ile Pro 

85 	90 	95 
Gin Ala Val Ser Leu Asp His His Lou Ala Arg Ala Ala His Gin Ile 

100 	105 	110 
Leu His Ser Leu Gly Ser Ser Phe Ala Giy Leu Ala Val Leu Asp Trp 

115 	120 	125 
Glu Giu Trp Tyr Pro Leu Trp Ala Gly Asn Trp Gly Pro His Arg Gln 

130 	135 	140 
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Val Tyr Leu Ala Ala Ser Trp Val Tip Thr Gin Gln Met Phe Pro Giy 
145 	150 	155 	160 
Leu Asp Pro Gin Glu Gln Leu His Lys Ala His Thr Ser Phe Glu Gln 

165 	170 	175 
Ala Ala Arg Ala Leu Met Glu Tyr Thr Leu Gln Leu Giy Arg Thr Leu 

180 	185 	190 
Arg Pro Ser Gly Leu Trp Gly Phe Tyr Arg Tyr Pro Ala Cys Gly Asn 

195 	200 	205 
Gly Trp His Lys Met Ala Ser Asn Tyr Thr Gly His Cys His Ala Ala 

210 	215 	220 
lie Thr Thr Gin Asn Thr Gin Leu Arg Tip Leu Trp Ala Ala Ser Ser 
225 	230 	235 	240 
Ala Leu Phe Pro Ser lie Tyr Leu Pro Pro Arg Leu Pro Leu Ala Tyr 

245 	250 	255 
Arg Gin Ala Phe Val Arg His Arg Leu Glu Glu Ala Phe Arg Val Ala 

260 	265 	270 
Leu Leu Glu His Ser His Pro Leu Pro Val Leu Ala Tyr Ser Arg Leu 

275 	280 	285 
Thr His Arg Ser Ser Gly Arg Phe Leu Ser Leu Asp Asp Leu Met Gin 

290 	295 	300 
Thr lie Gly Val Ser Ala Ala Leu Gly Thr Ala Gly Val Val Leu Trp 
305 	310 	315 	320 
Gly Asp Leu Ser Phe Ser Ser Ser Glu Glu Lys Cys Trp Arg Leu His 

325 	330 	335 
Asp Tyr Leu Val Gly Thr Leu Gly Pro Tyr Val lie Asn Val Thr Lys 

340 	345 	350 
Ala Asp Met Ala Cys Ser His Gln Arg Cys His Gly His Giy Arg Cys 

355 	360 	365 
Ala Arg Lys Asp Pro Gly Gin Met Glu Ala Phe Leu His Leu Gln Pro 

370 	375 	380 
Asp Asp Ser Leu Gly Ala Tip Asn Ser Phe Arg Cys His Cys Tyr Ser 
385 	390 	395 	400 
Gly Trp Ala Giy Pro Thr Cys Leu Glu Pro Lys Pro 

405 	410 

<210> 20 
<211> 435 
<212> PRT 
<213> Sus scrofa 

<220> 
<223> hyalauronidase 

<400> 20 
Met Ala Ala His Leu Leu Pro lie Cys Thr Leu Phe Leu Asn Leu Leu 
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1 	5 	10 	15 
Ser Val Ala Gin Gly Ser Arg Asp Pro Val Val Leu Asn Arg Pro Phe 

20 	25 	30 
Thr Thr He Tip Asn Ala Asn Thr Gin Trp Cys Leu Lys Arg His Gly 

35 	40 	45 
Val Asp Val Asp Val Ser Val Phe Glu Val Val Val Asn Pro Gly Gin 

50 	55 	60 
Thr Phe Arg Gly Pro Asn Met Thr lie Phe Tyr Ser Ser Gin Leu Gly 
65 	70 	75 	80 
Thr Tyr Pro Tyr Tyr Thr Ser Ala Giy Glu Pro Val Phe Giy Gly Leu 

85 	90 	95 
Pro Gin Asn Ala Ser Leu Asp Val His Leu Asn Arg Thr Phe Lys Asp 

100 	105 	110 
lie Leu Ala Ala Met Pro Glu Ser Asn Phe Ser Gly Leu Ala Val lie 

115 	120 	125 
Asp Tip Glu Ala Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Ala Lys 

130 	135 	140 
Asp lie Tyr Arg Gin Arg Ser Arg Ala Leu Val Gin Lys Gin His Pro 
145 	150 	155 	160 
Asp Trp Pro Ala Pro Tip Val Glu Ala Ala Ala Gln Asp Gin Phe Gln 

165 	170 	175 
Glu Ala Ala Gin Thr Tip Met Ala Gly Thr Leu Lys Leu Gly Gin Thr 

180 	185 	190 
Lou Arg Pro His Gly Leu Tip Gly Phe Tyr Gly Phe Pro Asp Cys Tyr 

195 	200 	205 
Asn Tyr Asp Phe Gin Ser Ser Asn Tyr Thr Gly Gin Cys Pro Pro Gly 

210 	215 	220 
Val Ser Ala Gin Asn Asp Gin Lou Gly Trp Leu Trp Gly Gin Ser Arg 
225 	230 	235 	240 
Ala Lou Tyr Pro Ser He Tyr Leu Pro Ser Ala Lou Glu Gly Thr Asn 

245 	250 	255 
Lys Thr Gin Leu Tyr Val Gln His Arg Val Asn Glu Ala Phe Arg Val 

260 	265 	270 
Ala Ala Ala Ala Gly Asp Pro Asn Lou Pro Val Leu Pro Tyr Ala Gin 

275 	280 	285 
lie Phe His Asp Met Thr Asn Arg Leu Leu Ser Arg Glu Giu Leu Glu 

290 	295 	300 
His Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala Ala Gly Val Val Leu 
305 	310 	. 	315 	320 
Trp Val Ser Trp Glu Asn Thr Arg Thr Lys Glu Ser Cys Gin Ser lie 

325 	330 	335 
Lys Glu Tyr Val Asp Thr Thr Lou Gly Pro Phe lie Leu Asn Val Thr 

340 	345 	350 
Ser Giy Ala Lou Leu Cys Ser Gin Ala Val Cys Ser Giy His Gly Arg 

355 	360 	365 
Cys Val Arg Arg Pro Ser His Thr Glu Ala Leu Pro lie Leu Asn Pro 
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370 	375 	380 

Ser Ser Phe Ser Ile Lys Pro Thr Pro Giy Gly Gly Pro Leu Thr Leu 
385 	390 	395 	400 
Gin Gly Ala Leu Ser Leu Lys Asp Arg Val Gin Met Ala Glu Giu Phe 

405 	410 	415 
Gin Cys Arg Cys Tyr Pro Gly Trp Arg Giy Thr Trp Cys Glu Gin Gin 

420 	425 	430 
Gly Thr Arg 

435 

<210> 21 
<211> 419 
<212> PRT 
<213> Sus scrofa 

<220> 
<223> hyaluronidase 3 

<400> 21 
Met Thr Met Gln Leu Gly Leu Ala Leu Val Leu Gly Val Ala Met Cys 
1 	5 	10 	15 

Leu Giy Cys Gly Gln Pro Leu Leu Arg Ala Pro Glu Arg Pro Phe Cys 
20 	25 	30 

Val Leu Trp Asn Val Pro Ser Ala Arg Cys Lys Ala Arg Phe Gly Val 
35 	40 	45 

His Leu Pro Leu Giu Ala Leu Gly lie Thr Ala Asn His Gly Gln Arg 
50 	55 	60 

Phe His Gly Gin Asn Ile Thr Ile Phe Tyr Lys Ser Gin Leu Gly Leu 
65 	70 	75 	80 
Tyr Pro Tyr Phe Gly Pro Arg Gly Thr Ala His Asn Giy Gly Ile Pro 

85 	90 	95 
Gin Ala Val Ser Leu Asp His His Leu Ala Arg Ala Ala Tyr Gin lie 

100 	105 	110 
His Arg Ser Leu Arg Pro Gly Phe Thr Gly Leu Ala Val Leu Asp Trp 

115 	120 	125 
Glu Glu Trp Cys Pro Leu Trp Ala Gly Asn Trp Gly Arg Arg Gin Ala 

130 	135 	140 
Tyr Gin Ala Ala Ser Cys Ala Trp Ala Gin Arg Val Tyr Pro Asn Leu 
145 	150 	155 	160 
Asp Pro Gin Glu Gln Leu Cys Lys Ala Arg Ala Gly Phe Glu Glu Ala 

165 	170 	175 
Ala Arg Ala Leu Met Glu Asp Thr Leu Arg Leu Giy Arg Met Leu Arg 

180 	185 	190 
Pro His Gly Leu Trp Gly Phe Tyr His Tyr Pro Ala Cys Gly Asn Gly 

195 	200 	205 
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Trp His Gly Thr Ala Ser Asn Tyr Thr Giy His Cys His Ala Ala Ala 

210 	215 	220 
Lou Ala Arg Asn Thr Gin Leu Tyr Trp Leu Trp Ala Ala Ser Ser Ala 
225 	230 	235 	240 
Leu Rho Pro Ser lie Tyr Leu Pro Pro Gly Leu Pro Pro Ala Tyr His 

245 	250 	255 
Gin Ala Rho Val Arg Tyr Arg Leu Glu Glu Ala Phe Arg Val Ala Leu 

260 	265 	270 
Val Gly His Pro His Pro Leu Pro Val Leu Ala Tyr Ala Arg Leu Thr 

275 	280 	285 
His Arg Asn Ser Gly Arg Phe Leu Ser Gin Asp Glu Lou Val Gin Thr 

290 	295 	300 
lie Gly Val Ser Ala Ala Leu Gly Ala Ser Gly Val Val Leu Trp Giy 
305 	310 	315 	320 
Asp Lou Ser Phe Ser Ser Ser Glu Glu Glu Cys Trp His Leu Arg Gly 

325 	330 	335 
Tyr Leu Val Gly Thr Leu Gly Pro Tyr Val lle Asn Val Thr Arg Ala 

340 	345 	350 
Ala Met Ala Cys Ser His Gin Arg Cys His Gly His Gly Arg Cys Ala 

355 	360 	365 
Tip Gin Asp Pro Gly Gin Leu Lys Val Phe Lou His Lou His Pro Gly 

370 	375 	380 
Gly Ser Pro Gly Ala Trp Glu Ser Phe Ser Cys Arg Cys Tyr Trp Giy 
385 	390 	395 	400 
Trp Ala Gly Pro Thr Cys Gln Glu Pro Arg Pro Glu Leu Gly Pro Glu 

405 	410 	415 
Glu Ala Thr 

<210> 22 
<211> 449 
<212> PRT 
<213> Rattus norvegicus 

<220> 
<223> hyaluronidase 1 

<400> 22 
Met Lys Pro Rho Ser Pro Glu Val Ser Pro Asp Pro Cys Pro Ala Thr 
1 	5 	10 	15 

Ala Ala His Leu Leu Arg Thr Tyr Thr Lou Rho Lou Thr Lou Lou Glu 
20 	‘ 	25 	30 

Lou Ala Gin Gly Cys Arg Gly Ser Met Val Ser Asn Arg Pro Rho lie 
35 	40 	45 

Thr Val Trp Asn Ala Asp Thr His Trp Cys Leu Lys Asp His Gly Val 
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50 	55 	60 

Asp Val Asp Val Ser Val Phe Asp Val Val Ala Asn Lys Glu Gln Asn 
65 	70 	75 	80 
Phe Gin Giy Pro Asn Met Thr Ile Phe Tyr Arg Glu Glu Leu Gly Thr 

85 	90 	95 
Tyr Pro Tyr Tyr Thr Pro Thr Gly Glu Pro Val Phe Gly Gly Leu Pro 

100 	105 	110 
Gin Asn Ala Ser Leu Val Thr His Leu Ala His Ala Phe Gin Asp Ile 

115 	120 	125 
Lys Ala Ala Met Pro Glu Pro Asp Phe Ser Gly Leu Ala Val lie Asp 

130 	135 	140 
Tip Glu Ala Trp Arg Pro Arg Trp Ala Phe Asn Tip Asp Ser Lys Asp 
145 	150 	155 	160 
Ile Tyr Gin Gin Arg Ser Met Glu Leu Val Arg Ala Giu His Pro Asp 

165 	170 	175 
Trp Pro Glu Thr Leu Val Glu Ala Glu Ala Gin Gly Gln Phe Gin Glu 

180 	185 	190 
Ala Ala Giu Ala Trp Met Ala Gly Thr Leu Gln Leu Gly Gin Val Leu 

195 	200 	205 
Arg Pro Arg Gly Leu Trp Gly Tyr Tyr Gly Phe Pro Asp Cys Tyr Asn 

210 	215 	220 
Tyr Asp Phe Leu Ser Pro Asn Tyr Thr Gly Gin Cys Ser Leu Ser lie 
225 	230 	235 	240 
His Asp Gin Asn Asp Gin Leu Gly Trp Leu Trp Asn Gin Ser Tyr Ala 

245 	250 	255 
Leu Tyr Pro Ser Ile Tyr Leu Pro Ala Ala Leu Met Gly Thr Gly Lys 

260 	265 	270 
Ser Gln Met Tyr Val Arg Tyr Arg Val Gln Glu Ala Phe Arg Leu Ala 

275 	280 	285 
Leu Val Ser Arg Asp Pro His Val Pro lie Met Pro Tyr Val Gln Ile 

290 	295 	300 
Phe Tyr Glu Lys Thr Asp Tyr Leu Leu Pro Leu Glu Glu Leu Glu His 
305 	310 	315 	320 
Ser Leu Gly Giu Ser Ala Ala Gin Gly Ala Ala Gly Ala Val Leu Trp 

325 	330 	335 
Ile Ser Ser Giu Lys Thr Ser Thr Lys Glu Ser Cys Gln Ala Ile Lys 

340 	345 	350 
Ala Tyr Met Asp Ser Thr Leu Gly Pro Phe lie Leu Asn Val Thr Ser 

355 	360 	365 
Ala Ala Leu Leu Cys Ser Giu Ala Leu Cys Ser Giy Arg Gly Arg Cys 

370 	375 	380 
Val Arg His Pro Ser Tyr Pro Glu Ala Leu Leu Thr Leu Ser Pro Ala 
385 	390 	395 	400 
Ser Phe Ser Ile Glu Pro Thr His Asp Giy Arg Pro Leu Ser Leu Lys 

405 	410 	415 
Gly Thr Leu Ser Leu Lys Asp Arg Ala Gln Met Ala Met Lys Phe Lys 
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420 	425 	430 

Cys Arg Cys Tyr Arg Gly Trp Ser Gly Glu Trp Cys Lys Lys Gin Asp 
435 	440 	445 

Met 

<210> 23 
<211> 473 
<212> PRT 
<213> Rattus norvegicus 

<220> 
<223> hyaluronidase 2 

<400> 23 
Met Arg Ala Gly Lou Giy Pro lie lie Thr Lou Ala Leu Val Leu Glu 
1 	5 	10 	15 
Val Ala Trp Ala Ser.  Glu Leu Lys Pro Thr Ala Pro Pro lie Phe Thr 

20 	25 	30 
Gly Arg Pro Phe Val Val Ala Trp Asn Val Pro Thr Gin Glu Cys Ala 

35 	40 	45 
Pro Arg His Lys Val Pro Lou Asp Leu Arg Ala Phe Asp Val Glu Ala 

50 	55 	60 
Thr Pro Asn Glu Gly Phe Phe Asn Gin Asn lie Thr Thr Phe Tyr Tyr 
65 	70 	75 	80 
Asp Arg Lou Gly Lou Tyr Pro Arg Phe Asp Ala Ala Giy Met Sec Val 

85 	90 	95 
His Gly Giy Val Pro Gin Asn Gly Ser Leu Cys Ala His Lou Pro Met 

100 	105 	110 
Lou Lys Glu Ala Val Giu Arg Tyr lle Gin Thr Gin Glu Pro Ala Gly 

115 	120 	125 
Lou Ala Val lie Asp Trp Glu Glu Trp Arg Pro Val Tip Val Arg Asn 

130 	135 	140 
Trp Gin Giu Lys Asp Val Tyr Arg Gln Ser Ser Arg Gln Leu Val Ala 
145 	150 	155 	160 
Ser Arg His Pro Asp Trp Pro Ser Asp Arg lie Val Lys Gin Ala Gin 

165 	170 	175 
Tyr Glu Phe Glu Phe Ala Ala Arg Gin Phe Met Leu Asn Thr Leu Arg 

180 	185 	190 
Tyr Val Lys Ala Val Arg Pro Gin His Leu Tip Gly Phe Tyr Lou Phe 

195 	200 	205 
Pro Asp Cys Tyr Asn His Asp Tyr Val Gin Asn Trp Asp Ser Tyr Thr 

210 	215 	220 
Gly Arg Cys Pro Asp Val Glu Val Ala Gin Asn Asp Gln Leu Ala Tip 
225 	230 	235 	240 
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Leu Trp Ala Glu Asn Thr Ala Leu Phe Pro Ser Val Tyr Leu Asp Lys 

245 	250 	255 
Thr Leu Ala Ser Ser Lys His Ser Arg Asn Phe Val Ser Phe Arg Val 

260 	265 	270 
Gln Glu Ala Leu Arg Val Ala His Thr His His Ala Asn His Ala Leu 

275 	280 	285 
Pro Val Tyr Val Phe Thr Arg Pro Thr Tyr Thr Arg Arg Leu Thr Glu 

290 	295 	300 
Leu Asn Gin Met Asp Leu lie Ser Thr lie Gly Glu Ser Ala Ala Leu 
305 	310 	315 	320 
Gly Ser Ala Gly Val lie Phe Trp Gly Asp Ser Val Tyr Ala Ser Ser 

325 	330 	335 
Met Glu Asn Cys Gin Asn Leu Lys Lys Tyr Leu Thr Gin Thr Leu Val 

340 	345 	350 
Pro Tyr lie Val Asn Val Ser Trp Ala Thr Gin Tyr Cys Ser Trp Thr 

355 	360 	365 
Gin Cys His Giy His Gly Arg Cys Val Arg Arg Asn Pro Ser Ala Ser 

370 	375 	380 
Thr Phe Leu His Leu Ser Pro Ser Ser Phe Arg Leu Val Pro Gly Arg 
385 	390 	395 	400 
Thr Pro Ser Glu Pro Gin Leu Arg Pro Glu Gly Glu Leu Ser Glu Asp 

405 	410 	415 
Asp Leu Ser Tyr Leu Gln Met His Phe Arg Cys His Cys Tyr Leu Gly 

420 	425 	430 
Trp Gly Gly Glu Gln Cys Gin Trp Asn His Lys Arg Ala Ala Gly Asp 

435 	440 	445 
Ala Ser Arg Ala Trp Ala Gly Ala His Leu Ala Ser Leu Leu Gly Leu 

450 	455 	460 
Val Ala Met Thr Leu Thr Trp Thr Leu 
465 	470 

<210> 24 
<211> 412 
<212> PRT 
<213> Rattus norvegicus 

<220> 
<223> hyaluronidase 3 

<400> 24 
Met lie Thr Gin Leu Gly Leu Thr Leu Val Val Giy Leu Thr Leu Cys 
1 	5 	10 	15 

Leu Val His Val Gin Ala Leu Leu Gln Val Pro Giu Phe Pro Phe Ser 
20 	25 	30 

Val Leu Trp Asn Val Pro Ser Ala Arg Cys Lys Thr Arg Phe Gly Val 
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35 	40 	45 

His Leu Pro Leu Asp Ala Leu Gly lie lie Ala Asn His Gly Gln Arg 
50 	55 	60 

Phe His Gly Gln Asn lie Thr lie Phe Tyr Lys Asn Gin Phe Gly Leu 
65 	70 	75 	80 
Tyr Pro Tyr Phe Gly Pro Arg Giy Thr Ala His Asn Gly Gly lie Pro 

85 	90 	95 
Gin Ala Val Ser Leu Asp His His Leu Ala Gin Ala Ala His Gin lie 

100 	105 	110 
Leu His Asn Leu Gly Ser Ser Phe Ala Gly Leu Ala Val Leu Asp Trp 

115 	120 	125 
Giu Giu Trp Tyr Pro Leu Tip Ala Gly Asn Trp Gly Thr His Arg Gin 

130 	135 	140 
Val Tyr Gin Ala Ala Ser Trp Ala Trp Ala Gin Gin Met Phe Pro Asp 
145 	150 	155 	160 
Leu Asn Pro Gin Glu Gin Leu His Lys Ala Gin Thr Gly Phe Glu Gin 

165 	170 	175 
Ala Ala Arg Ala Leu Met Glu His Thr Leu Arg Leu Gly Gin Met Leu 

180 	185 	190 
Arg Pro His Gly Leu Trp Gly Phe Tyr Arg Tyr Pro Val Cys Gly Asn 

195 	200 	205 
Giy Tip His Asn Met Ala Ser Asn Tyr Thr Gly His Cys His Pro Ala 

210 	215 	220 
lie lie Thr Arg Asn Thr Gln Leu Arg Tip Leu Trp Ala Ala Ser Ser 
225 	230 	235 	240 
Ala Leu Phe Pro Ser lie Tyr Leu Pro Pro Arg Leu Pro Pro Ala Tyr 

245 	250 	255 
His Gin Thr Phe Val Arg His Arg Leu Glu Glu Ala Phe Arg Val Ala 

260 	265 	270 
Leu Thr Gly His Ala His Pro Leu Pro Val Leu Ala Tyr Val Arg Leu 

275 	280 	285 
Thr His Arg Ser Ser Gly Arg Phe Leu Ser Leu Asp Asp Leu Met Gin 

290 	295 	300 
Thr lie Gly Val Ser Ala Ala Leu Gly Ala Ala Gly Val Val Leu Trp 
305 	310 	315 	320 
Gly Asp Leu Ser Val Ser Ser Ser Glu Glu Glu Cys Trp Arg Leu His 

325 	330 	335 
Asp Tyr Leu Val Gly Thr Leu Gly Pro Tyr Val lie Asn Val Thr Lys 

340 	345 	350 
Ala Ala Thr Ala Cys Ser His Gin Arg Cys His Gly His Gly Arg Cys 

355 	360 	365 
Ser Tip Lys Asp Pro Gly Gin Met Glu Ala Phe Leu His Leu Gin Pro 

370 	375 	380 
Asp Asp Asn Leu Gly Ala Trp Lys Ser Phe Arg Cys Arg Cys Tyr Leu 
385 	390 	395 	400 
Gly Trp Ser Gly Pro Thr Cys Leu Glu Pro Lys Pro 
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405 	410 

<210> 25 
<211> 545 
<212> PRT 
<213> Oryctolagus cuniculus 

<220> 
<223> PH2O 

<400> 25 
Met Gly Val Leu Lys Phe Lys His lie Phe Phe Gly Ser Ala Val Glu 
1 	5 	10 	15 

Leu Ser Gly Val Phe Gin lie Val Phe lie Phe Leu Leu lie Pro Cys 
20 	25 	30 

Cys Leu Thr Ala Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro 
35 	40 	45 

Phe Leu Trp Ala Trp Asn Ala Pro Thr Glu Phe Cys Leu Giy Lys Ser 
50 	55 	60 

Gly Glu Pro Leu Asp Met Ser Leu Phe Ser Leu Phe Gly Ser Pro Arg 
65 	70 	75 	80 
Lys Asn Lys Thr Gly Gin Gly Ile Thr lie Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Giy Tyr Tyr Pro Tyr lie Asp Pro His Thr Gly Ala lie Val His Gly 

100 	105 	110 
Arg lie Pro Gin Leu Gly Pro Leu Gin Gin His Leu Thr Lys Leu Arg 

115 	120 	125 
Gin Glu lle Leu Tyr Tyr Met Pro Lys Asp Asn Val Gly Leu Ala Val 

130 	135 	140 
lie Asp Trp Glu Glu Trp Leu Pro Thr Trp Leu Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp lle Tyr Arg lie Lys Ser lie Glu Leu Val Lys Ser Gin His 

165 	170 	175 
Pro Gln Tyr Asn His Ser Tyr Ala Thr Glu Lys Ala Lys Arg Asp Phe 

180 	185 	190 
Giu Lys Ala Gly Lys Asp Phe Met Glu Glu Thr Leu Lys Leu Gly Arg 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Trp Giy Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Asp Lys Pro Asn Leu Tyr Lys Giy Ser Cys Phe 
225 	230 	235 	240 
Asp lie Glu Lys Lys Arg Asn Asp Asp Leu Ser Tip Leu Tip Lys Giu 

245 	250 	255 
Ser Thr Ala Leu Phe Pro Ser Val Tyr Leu Thr Ser Arg Ala Arg Ser 

260 	265 	270 
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Ala Thr Ala Leu Ser Lys Leu Tyr Val Val Arg Asn Arg Val His Glu 

275 	280 	285 
Ala lie Arg Val Ser Lys Ile Pro Asp Asp Lys Ser Pro Leu Pro Asn 

290 	295 	300 
Phe Val Tyr Thr Arg Leu Val Phe Thr Asp Gln lie Phe Gin Phe Leu 
305 	310 	315 	320 
Ser His His Asp Leu Val Tyr Thr Ile Gly Giu lie Val Ala Leu Gly 

325 	330 	335 
Ala Ser Gly Ile Val Val Trp Gly Ser Gin Ser Leu Ala Arg Ser Met 

340 	345 	350 
Lys Ser Cys Leu His Leu Asp Asn Tyr Met Lys Thr Ile Leu Asn Pro 

355 	360 	365 
Tyr Leu Ile Asn Val Thr Leu Ala Ala Lys Met Cys Asn Gin Val Leu 

370 	375 	380 
Cys Gin Giu Gin Gly Val Cys Thr Arg Lys Asn Trp Asn Pro Asn Asp 
385 	390 	395 	400 
Tyr Leu His Leu Asn Pro Giy Asn Phe Ala lie Gin Leu Giy Ser Asn 

405 	410 	415 
Gly Thr Tyr Lys Val Asp Gly Lys Pro Thr Leu Thr Asp Leu Giu Gln 

420 	425 	430 
Phe Ser Lys Asn Phe Gin Cys Ser Cys Tyr Thr Asn Leu Asn Cys Lys 

435 	440 	445 
Giu Arg Thr Asp Met Asn Asn Val Arg Thr Val Asn Val Cys Ala Val 

450 	455 	460 
Glu Asn Val Cys Ile Asp Thr Asn Val Gly Pro Gin Ala Val Thr Tyr 
465 	470 	475 	480 
Ala Pro Lys Glu Lys Lys Asp Val Ala His lie Leu Ser Asn Thr Thr 

485 	490 	495 
Ser Ile Asn Ser Ser Thr Thr Met Ser Leu Pro Phe Pro Arg Lys His 

500 	505 	510 
Val Ser Giy Cys Leu Leu Val Leu Cys Met Tyr Ser Gln Tyr Leu Asn 

515 	520 	525 
Ile Cys Tyr Arg Leu Val Ala lie Gly lie Gln His Gly Tyr Tyr Leu 

530 	535 	540 
Lys 
545 

<210> 26 
<211> 476 
<212> PRT 
<213> Ovis aries 

<220> 
<223> hyaluronidase 2 

Page 37 



3058SEQ.PC1,TXT 
<400> 26 
Met Trp Thr Gly Leu Gly Pro Ala Val Thr Leu Ala Leu Val Leu Val 
1 	5 	10 	15 

Val Ala Trp Ala Thr Glu Leu Lys Pro Thr Ala Pro Pro Ile Phe Thr 
20 	25 	30 

Gly Arg Pro Phe Val Val Ala Trp Asp Val Pro Thr Gin Asp Cys Gly 
35 	40 	45 

Pro Arg His Lys Met Pro Leu Asp Pro Lys Asp Met Lys Ala Phe Asp 
50 	55 	60 

Val Gin Ala Ser Pro Asn Glu Giy Phe Val Asn Gin Asn lie Thr Ile 
65 	70 	75 	80 
Phe Tyr Arg Asp Arg Leu Gly Met Tyr Pro His Phe Asn Ser Val Gly 

85 	90 	95 
Arg Ser Val His Gly Gly Val Pro Gin Asn Gly Ser Leu Trp Val His 

100 	105 	110 
Leu Giu Met Leu Lys Gly His Val Glu His Tyr lie Arg Thr Gln Glu 

115 	120 	125 
Pro Ala Gly Leu Ala Val lie Asp Tip Glu Asp Trp Arg Pro Val Tip 

130 	135 	140 
Val Arg Asn Trp Gln Asp Lys Asp Val Tyr Arg Arg Leu Ser Arg Gin 
145 	150 	155 	160 
Leu Val Ala Ser His His Pro Asp Trp Pro Pro Glu Arg Ile Val Lys 

165 	170 	175 
Glu Ala Gin Tyr Glu Phe Glu Phe Ala Ala Arg Gin Phe Met Leu Glu 

180 	185 	190 
Thr Leu Arg Phe Val Lys Ala Phe Arg Pro Arg His Leu Trp Gly Phe 

195 	200 	205 
Tyr Leu Phe Pro Asp Cys Tyr Asn His Asp Tyr Val Gin Asn Tip Glu 

210 	215 	220 
Thr Tyr Thr Gly Arg Cys Pro Asp Vai Glu Val. Ser Arg Asn Asp Gln 
225 	230 	235 	240 
Leu Ser Trp Leu Tip Ala Glu Ser Thr Ala Leu Phe Pro Ser Val Tyr 

245 	250 	255 
Leu Glu Giu Thr Leu Ala Ser Ser Thr His Gly Arg Asn Phe Val Ser 

260 	265 	270 
Phe Arg Val Gin Glu Ala Leu Arg Val Ala Asp Val His His Ala Asn 

275 	280 	285 
His Ala Leu Pro Val Tyr Val Phe Thr Arg Pro Thr Tyr Ser Arg Gly 

290 	295 	300 
Leu Thr Gly Leu Ser Glu Met Asp Leu Ile Ser Thr Ile Gly Glu Ser 
305 	310 	315 	320 
Ala Ala Leu Gly Ala Ala Gly Val Ile Leu Trp Gly Asp Ala Gly Phe 

325 	330 	335 
Thr Thr Ser Asn Glu Thr Cys Arg Arg Leu Lys Asp Tyr Leu Thr Arg 

340 	345 	350 
Ser Leu Val Pro Tyr Val Val Asn Val Ser Trp Ala Ala Gin Tyr Cys 
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355 	360 	365 

Ser Trp Ala Gin Cys His Gly His Gly Arg Cys Val Arg kg Asp Pro 
370 	375 	380 

Asn Ala His Thr Phe Lou His Leu Ser Ala Ser Ser Phe Arg Lou Val 
385 	390 	395 	400 
Pro Ser His Ala Pro Asp Glu Pro Arg Lou Arg Pro Glu Gly Glu Leu 

405 	410 	415 
Ser Trp Ala Asp Arg Asn His Leu Gln Thr His Phe Arg Cys Gin Cys 

420 	425 	430 
Tyr Leu Gly Trp Gly Gly Glu Gin Cys Gin Trp Asp Arg Arg Arg Ala 

435 	440 	445 
Ala Gly Gly Ala Ser Gly Ala Trp Ala Gly Ser His Lou Thr Gly Lou 

450 	455 	460 
Leu Ala Val Ala Val Leu Ala Phe Thr Trp Thr Ser 
465 	470 	475 

<210> 27 
<211> 114 
<212> PRT 
<213> Ovis aries 

<220> 
<223> PH2O partial sequence 

<400> 27 
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala He Arg Leu Ser Lys Ile 
1 	5 	10 	15 
Ala Ser Val Glu Ser Pro Lou Pro Val Phe Val Tyr His Arg Pro Val 

20 	25 	30 
Phe Thr Asp Gly Ser Ser Thr Tyr Leu Ser Gin Gly Asp Leu Val Asn 

35 	40 	45 
Ser Val Gly Glu Ile Val Ala Leu Gly Ala Ser Gly Ile lie Met Trp 

50 	55 	60 
Gly Ser Lou Asn Leu Ser Lou Thr Met Gin Ser Cys Met Asn Leu Gly 
65 	70 	75 	80 
Asn Tyr Leu Asn Thr Thr Leu Asn Pro Tyr Ile Ile Asn Val Thr Lou 

85 	90 	95 
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin Gly Val Cys 

100 	105 	110 
Ile Arg 

<210> 28 
<211> 414 
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<212> PRT 
<213> Pongo pygmaeus 

<220> 
<223> hyaluronidase 3 

<400> 28 
Met Thr Thr Arg Leu Gly Pro Ala Lou Val Leu Gly Val Ala Leu Cys 
1 	5 	10 	15 

Leu Gly Cys Gly Gln Pro Leu Pro Gin Val Pro Glu Arg Pro Phe Ser 
20 	25 	30 

Val Leu Trp Asn Val Pro Ser Ala His Cys Lys Ser Arg Phe Gly Val 
35 	40 	45 

His Leu Pro Leu Asn Ala Leu Gly Ile lie Ala Asn Arg Gly Gln His 
50 	55 	60 

Phe His Gly Gin Asn Met Thr lie Phe Tyr Lys Asn Gin Leu Gly Leu 
65 	70 	75 	80 
Tyr Pro Tyr Phe Gly Pro Lys Gly Thr Ala His Asn Gly Gly Ile Pro 

85 	90 	95 
Gin Ala Leu Pro Leu Asp Arg His Leu Ala Lou Ala Ala Tyr Gin lie 

100 	105 	110 
His His Ser Leu Arg Pro Gly Phe Ala Gly Pro Ala Val Leu Asp Trp 

115 	120 	125 
Glu Glu Trp Cys Pro Leu Trp Ala Gly Asn Trp Gly Arg Arg Arg Ala 

130 	135 	140 
Tyr Gin Ala Ala Ser Trp Ala Trp Ala Gin Gin Val Phe Pro Asp Leu 
145 	150 	155 	160 
Asp Pro Gln Glu Gln Leu Tyr Lys Ala Tyr Thr Gly Phe Glu Gin Ala 

165 	170 	175.  
Ala Arg Ala Leu Met Glu Asp Thr Leu Arg Val Ala Gin Ala Leu Arg 

180 	185 	190 
Pro His Gly Leu Trp Gly Phe Tyr His Tyr Pro Ala Cys Gly Asn Gly 

195 	200 	205 
Trp His Ser Met Ala Ser Asn Tyr Thr Gly Arg Cys His Ala Ala Thr 

210 	215 	220 
Leu Ala Arg Asn Thr Gln Lou His Trp Lou Trp Ala Ala Ser Ser Ala 
225 	230 	235 	240 
Lou Phe Pro Ser lie Tyr Leu Pro Pro Arg Lou Pro Pro Ala His His 

245 	250 	255 
Gin Ala Phe Val Arg His Arg Lou Glu Giu Ala Phe Arg Val Ala Lou 

260 	265 	270 
Val Gly His Lou Pro Val Leu Ala Tyr Val Arg Lou Thr His Arg Arg 

275 	280 	285 
Ser Gly Arg Phe Leu Ser Gin Asp Asp Leu Val Gin Thr lie Gly Val 

290 	295 	300 
Ser Ala Ala Leu Gly Ala Ala Gly Val Val Leu Trp Gly Asp Leu Ser 
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305 	310 	315 	320 
Leu Ser Ser Ser Glu Glu Glu Cys Trp His Leu His Asp Tyr Leu Val 

325 	330 	335 
Asp Thr Leu Gly Pro Tyr Gly Ile Asn Val Thr Arg Ala Ala Met Ala 

340 	345 	350 
Cys Ser His Gin Arg Cys His Gly His Gly Arg Cys Ala Arg Arg Asp 

355 	360 	365 
Pro Gly Gin Met Glu Ala Phe Leu His Leu Trp Pro Asp Gly Ser Leu 

370 	375 	380 
Gly Asp Trp Lys Ser Phe Ser Cys His Cys Tyr Tip Gly Trp Ala Gly 
385 	390 	395 	400 
Pro Thy Cys Gin Glu Pro Arg Leu Gly Pro Lys Glu Ala Val 

405 	410 

<210> 29 
<211> 510 
<212> PRT 
<213> Macaca fascieularis 

<220> 
<223> PH2O 

<400> 29 
Met Gly Val Leu Lys Phe Lys His Ile Phe Phe Avg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Gly Val Ser Gin Ile Val Phe Thr Phe Leu Leu Ile Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Avg Ala Pro Pro lie Ile Pro Asn Val Pro 

35 	40 	45 
Phe Leu Tip Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asn Glu Pro Leu Asp Met Ser Leu Phe Thr Leu Met Gly Ser Pro Arg 
65 	70 	75 	80 
Ile Asn Val Thr Gly Gin Gly Val Thr Ile Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr lie Asp Leu Thr Thr Gly Val Thr Val His Gly 

100 	105 	110 
Gly Ile Pro Gln Lys Val Ser Leu Gin Asp His Leu Asp Lys Ser Lys 

115 	120 	125 
Gin Asp lie Leu Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 

130 	135 	140 
lie Asp Trp Giu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Giu Leu Val Gin Gin Gin Asn 

165 	170 	175 
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Val Gln Leu Ser Leu Pro Gin Ala Thr Asp Lys Ala Lys Gln Glu Phe 

180 	185 	190 
Giu Lys Ala Gly Lys Asp Phe Met Leu Glu Thr He Lys Leu Gly Arg 

195 	200 	205 
Ser Leu Arg Pro Asn His Leu Trp Giy Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Arg Lys Pro Gly Tyr Asn Giy Ser Cys Phe Asp 
225 	230 	235 	240 
Val Glu Ile Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Val Val 

260 	265 	270 
Val Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Giu Ala He Arg Val 

275 	280 	285 
Ser Lys Ile Pro Asp Ala Lys Asn Pro Leu Pro Val Phe Val Tyr Ala 

290 	295 	300 
Arg Leu Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Arg Giu Glu 
305 	310 	315 	320 
Leu Val Ser Thr Leu Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lie 

325 	330 	335 
Val Ile Trp Gly Ser Leu Ser Ile Thr Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Thr Tyr Met Glu Thr Ile Leu Asn Pro Tyr Ile Ile Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin 

370 	375 	380 
Gly Val Cys lie Arg Lys Asp Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Asp Ile Arg Leu Glu Lys Gly Giy Lys Phe Thr 

405 	410 	415 
Val His Gly Lys Pro Thr Val Glu Asp Leu Glu Glu Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Thr Asn Leu Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys 

450 	455 	460 
Ile Asp Ala Ser Leu Lys Pro Pro Val Glu Thr Glu Gly Ser Pro Pro 
465 	470 	475 	480 
Ile Phe Tyr Asn Thr Ser Ser Ser Thr Val Ser Thr Thr Met Phe Ile 

485 	490 	495 
Val Asn Ile Leu Phe Leu lie lie Ser Ser Val Ala Ser Leu 

500 	505 	510 

<210> 30 
<211> 529 
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<212> PRT 
<213> Cavia porcellus 

<220> 
<223> PH2O 

<400> 30 
Met Gly Ala Phe Thr Phe Lys His Ser Phe Phe Gly Ser Phe Val Glu 
1 	5 	10 	15 

Cys Ser Gly Val Leu Gin Thr Val Phe lie Phe Leu Leu Ile Pro Cys 
20 	25 	30 

Cys Leu Ala Asp Lys Arg Ala Pro Pro Leu Ile Pro Asn Val Pro Leu 
35 	40 	45 

Leu Trp Val Trp Asn Ala Pro Thr Glu Phe Cys lie Gly Gly Thr Asn 
50 	55 	60 

Gln Pro Leu Asp Met Ser Phe Phe Ser lie Val Gly Thr Pro Arg Lys 
65 	70 	75 	80 
Asn lie Thr Gly Gin Ser Ile Thr Leu Tyr Tyr Val Asp Arg Leu Gly 

85 	90 	95 
Tyr Tyr Pro Tyr lie Asp Pro His Thr Gly Ala Ile Val His Gly Gly 

100 	105 	110 
Leu Pro Gin Leu Met Asn Leu Gin Gln His Leu Arg Lys Ser Arg Gin 

115 	120 	125 
Asp Ile Leu Phe Tyr Met Pro Thr Asp Ser Val Gly Leu Ala Val Ile 

130 	135 	140 
Asp Tip Glu Glu Trp Arg Pro Thr Trp Thr Arg Asn Trp Arg Pro Lys 
145 	150 	155 	160 
Asp Ile Tyr Arg Asn Lys Ser lie Glu Leu Val Lys Ser Gln His Pro 

165 	170 	175 
Gin Tyr Asn His Ser Tyr Ala Val Ala Val Ala Lys Arg Asp Phe Glu 

180 	185 	190 
Arg Thr Gly Lys Ala Phe Met Leu Giu Thr Leu Lys Leu Gly Lys Ser 

195 	200 	205 
Leu Arg Pro Ser Ser Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr 

210 	215 	220 
Asn Thr His Phe Thr Lys Pro Asn Tyr Asp Gly His Cys Pro Pro Ile 
225 	230 	235 	240 
Glu Leu Gin Arg Asn Asn Asp Leu Gln Trp Leu Trp Asn Asp Ser Thr 

245 	250 	255 
Ala Leu Tyr Pro Ser Val Tyr Leu Thr Ser Arg Val Arg Ser Ser Gin 

260 	265 	270 
Asn Gly Ala Leu Tyr Val Arg Asn Arg Val His Glu Ser Ile Arg Val 

275 	280 	285 
Ser Lys Leu Met Asp Asp Lys Asn Pro Leu Pro Ile Tyr Val Tyr lie 

290 	295 	300 
Arg Leu Val Phe Thr Asp Gln Thr Thr Thr Phe Leu Glu Leu Asp Asp 
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305 	310 	315 	320 
Leu Val His Ser Val Gly Giu lie Val Pro Leu Gly Val Ser Gly lle 

325 	330 	335 
lie lie Trp Giy Ser Leu Ser Leu Thr Arg Ser Leu Val Ser Cys lie 

340 	345 	350 
Gly Leu Glu Asn Tyr Met Lys Gly Thr Leu Leu Pro Tyr Leu lie Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Gly Gin Val Leu Cys Lys Asn Gin 

370 	375 	380 
Gly lie Cys Thr Arg Lys Asp Trp Asn Thr Asn Thr Tyr Leu His Leu 
385 	390 	395 	400 
Asn Ala Thr Asn Phe Asp lie Glu Leu Gin Gin Asn Gly Lys Phe Val 

405 	410 	415 
Val His Gly Lys Pro Ser Leu Glu Asp Leu Gin Glu Phe Ser Lys Asn 

420 	425 	430 
Phe His Cys Ser Cys Tyr Thr Asn Val Ala Cys Lys Asp Arg Leu Asp 

435 	440 	445 
Val His Asn Val Arg Ser Val Asn Val Cys Thr Ala Asn Asn lie Cys 

450 	455 	460 
lie Asp Ala Val Leu Asn Phe Pro Ser Leu Asp Asp Asp Asp Glu Pro 
465 	470 	475 	480 
Pro lie Thr Asp Asp Thr Ser Gin Asn Gin Asp Ser lie Ser Asp Ile 

485 	490 	495 
Thr Ser Ser Ala Pro Pro Ser Ser His lie Leu Pro Lys Asp Leu Ser 

500 	505 	510 
Trp Cys Leu Phe Leu Leu Ser lie Phe Ser Gin His Trp Lys Tyr Leu 

515 	520 	525 
Leu 

<210> 31 
<211> 512 
<212> PRT 
<213> Rattus norvegicus 

<220> 
<223> PH2O 

<400> 31 
Met Gly Glu Leu Gin Phe Lys Trp Leu Phe Trp Arg Ser Phe Ala Glu 
1 	5 	10 	15 
Ser Gly Gly Thr Phe Gin Thr Val Leu lie Phe Leu Phe Ile Pro Tyr 

20 	25 	30 
Ser Leu Thr Val Asp Tyr Arg Ala Thr Pro Val Leu Ser Asp Thr Thr 

35 	40 	45 
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Phe Val Trp Val Trp Asn Val Pro Thr Glu Ala Cys Val Glu Asn Val 

50 	55 	60 
Thr Glu Pro Ile Asp Leu Ser Phe Phe Ser Leu Ile Gly Ser Pro Arg 
65 	70 	75 	80 
Lys Thr Ala lie Gly Gin Pro Val Thr Leu Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Asn Tyr Pro His Ile Asp Ala Gln Gin Thr Glu His His Gly Gly 

100 	105 	110 
lie Pro Gin Lys Gly Asp Leu Thr Thr His Leu Val Lys Ala Lys Glu 

115 	120 	125 
Asp Val Glu Arg Tyr lie Pro Thr Asp Lys Leu Gly Leu Ala lie Ile 

130 	135 	140 
Asp Trp Glu Glu Trp Arg Pro Thr Trp Met Arg Asn Trp Thr Pro Lys 
145 	150 	155 	160 
Asp lie Tyr Arg Asn Lys Ser Ile Glu Leu Val Gin Ala Ala Asp Pro 

165 	170 	175 
Ala lie Asn Ile Thr Glu Ala Thr Val Arg Ala Lys Ala Gln Phe Glu 

180 	185 	190 
Giy Ala Ala Lys Glu Phe Met Glu Gly Thr Leu Lys Leu Gly Lys His 

195 	200 	205 
Ile Arg Pro Lys His Leu Trp Giy Phe Tyr Leu Phe Pro Asp Cys Tyr 

210 	215 	220 
Asn Asn Lys Phe Gln Val Asp Asn Tyr Asp Giy Gin Cys Pro Asp Val 
225 	230 	235 	240 
Giu Lys Lys Arg Asn Asp Asp Leu Asp Trp Leu Trp Lys Glu Ser Thr 

245 	250 	255 
Gly Leu Tyr Pro Ser Val Tyr Leu Lys Lys Asp Leu Lys Ser Ser Arg 

260 	265 	270 
Lys Ala Thr Leu Tyr Val Arg Tyr Arg Vai Leu Glu Ser Ile Arg Val 

275 	280 	285 
Ser Lys Val Ser Asp Giu Ser Asn Pro Val Pro lie Phe Val Tyr Ile 

290 	295 	300 
Arg Leu Val Phe Thr Asp His Val Ser Glu Tyr Leu Leu Glu Asp Asp 
305 	310 	315 	320 
Leu Val Asn Thr Ile Gly Glu Ile Val Ala Gln Gly Thr Ser Gly Ile 

325 	330 	335 
lie Ile Trp Asp Ala Met Ser Leu Ala Gin Arg Ser Ala Gly Cys Pro 

340 	345 	350 
Ile Leu Arg Gin Tyr Met Lys Thr Thr Leu Asn Pro Tyr Ile Val Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Thr Leu Cys Lys Giu Lys 

370 	375 	380 
Giy Met Cys Ser Arg Lys Thr Glu Ser Ser Asp Ala Tyr Leu His Leu 
385 	390 	395 	400 
Asp Pro Ser Ser Phe Ser Ile Asn Val Thr Giu Ala Gly Lys Tyr Glu 

405 	410 	415 
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Val Leu Gly Lys Pro Glu Val Lys Asp Leu Glu Tyr Phe Ser Glu His 

420 	425 	430 
Phe Lys Cys Ser Cys Phe Ser Lys Met Thr Cys Glu Glu Thr Ser Asp 

435 	440 	445 
Met Arg Ser Ile Gin Asp Val Asn Val Cys Met Gly Asp Asn Val Cys 

450 	455 	460 
Ile Lys Ala Thr Leu Gly Pro Asn Ser Ala Phe His Leu Leu Pro Gly 
465 	470 	475 	480 
Lys Gly Leu Leu Leu Met Thr Thr Leu Ala His Ile Leu His His Leu 

485 	490 	495 
Pro His Asp Ile Phe Val Phe Pro Trp Lys Met Leu Val Ser Thr Pro 

500 	505 	510 

<210> 32 
<211> 512 
<212> PRT 
<213> Mus musculus 

<220> 
<223> PH2O 

<400> 32 
Met Gly Glu Leu Arg Phe Lys His Leu Phe Tip Gly Ser Phe Val Glu 
1 	5 	10 	15 
Ser Gly Gly Thr Phe Gin Thr Val Leu lie Phe Leu Leu lie Pro Cys 

20 	25 	30 
Ser Leu Thr Val Asp Tyr Arg Ala Ala Pro Ile Leu Ser Asn Thr Thr 

35 	40 	45 
Phe Leu Tip Ile Trp Asn Val Pro Thr Glu Arg Cys Val Gly Asn Val 

50 	55 	60 
Asn Asp Pro lie Asp Leu Ser Phe Phe Ser Leu Ile Gly Ser Pro Arg 
65 	70 	75 	80 
Lys Thr Ala Thr Gly Gin Pro Val Thr Leu Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Leu Tyr Pro His lie Asp Ala Asn Gin Ala Glu His Tyr Gly Gly 

100 	105 	110 
lie Pro Gin Arg Gly Asp Tyr Gin Ala His Leu Arg Lys Ala Lys Thr 

115 	120 	125 
Asp Ile Glu His Tyr Ile Pro Asp Asp Lys Leu Gly Leu Ala lie lie 

130 	135 	140 
Asp Trp Glu Giu Trp Arg Pro Thr Trp Leu Arg Asn Trp Lys Pro Lys 
145 	150 	155 	160 
Asp Asn Tyr Arg Asn Lys Ser lie Giu Leu Val Gln Ser Thr Asn Pro 

165 	170 	175 
Gly Leu Ser Ile Thr Glu Ala Thr Gln Lys Ala Ile Gln Gin Phe Glu 
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180 	185 	190 

Glu Ala Gly Arg Lys Phe Met Glu Gly Thr Leu His Leu Gly Lys Phe 
195 	200 	205 

Leu Arg Pro Asn Gin Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr 
210 	215 	220 

Asn Asn Lys Phe Gin Asp Pro Lys Tyr Asp Gly Gin Cys Pro Ala Val 
225 	230 	235 	240 
Glu Lys Lys Arg Asn Asp Asn Leu Lys Trp Leu Trp Lys Ala Ser Thr 

245 	250 	255 
Gly Leu Tyr Pro Ser Val Tyr Leu Lys Lys Asp Leu Lys Ser Asn Arg 

260 	265 	270 
Gin Ala Thr Leu Tyr Val Arg Tyr Arg Vat Val Glu Ala Ile Arg Val 

275 	280 	285 
Ser Lys Val Gly Asn Ala Ser Asp Pro Val Pro lie Phe Val Tyr Ile 

290 	295 	300 
Arg Leu Val Phe Thr Asp Arg Thr Ser Giu Tyr Leu Leu Glu Asp Asp 
305 	310 	315 	320 
Leu Val Asn Thr lie Gly Glu lie Val Ala Leu Gly Thr Ser Giy Ile 

325 	330 	335 
Ile Ile Trp Asp Ala Met Ser Leu Ala Gin Arg Ala Ala Gly Cys Pro 

340 	345 	350 
lie Leu His Lys Tyr Met Gin Thr Thr Leu Asn Pro Tyr Ile Val Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Thr Leu Cys Asn Glu Lys 

370 	375 	380 
Gly Met Cys Ser Arg Arg Lys Glu Ser Ser Asp Val Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Ser His Phe Asp lie Met Leu Thr Giu Thr Gly Lys Tyr Giu 

405 	410 	415 
Val Leu Gly Asn Pro Arg Val Giy Asp Leu Glu Tyr Phe Ser Giu His 

420 	425 	430 
Phe Lys Cys Ser Cys Phe Ser Arg Met Thr Cys Lys Giu Thr Ser Asp 

435 	440 	445 
Val Lys Asn Val Gin Asp Val Asn Val Cys Val Gly Asp Asn Val Cys 

450 	455 	460 
Ile Lys Ala Lys Val Giu Pro Asn Pro Ala Phe Tyr Leu Leu Pro Gly 
465 	470 	475 	480 
Lys Ser Leu Leu Phe Met Thr Thr Leu Gly His Val Leu Tyr His Leu 

485 	490 	495 
Pro Gin Asp Ile Phe Val Phe Pro Arg Lys Thr Leu Val Ser Thr Pro 

500 	505 	510 

<210> 33 
<211> 807 
<212> PRT 
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<213> Staphylococcus aureus 

<220> 
<223> hyaluronidase 

<400> 33 
Met Thu Tyr Arg Ile Lys Lys Trp Gin Lys Leu Ser Thr Ile Thr Leu 
1 	5 	10 	15 

Leu Met Ala Gly Val Ile Thr Leu Asn Gly Gly Glu Phe Arg Ser Val 
20 	25 	30 

Asp Lys His Gin lie Ala Val Ala Asp Thr Asn Val Gin Thr Pro Asp 
35 	40 	45 

Tyr Glu Lys Leu Arg Asn Thr Trp Leu Asp Val Asn Tyr Gly Tyr Asp 
50 	55 	60 

Lys Tyr Asp Glu Asn Asn Pro Asp Met Lys Lys Lys Phe Asp Ala Thr 
65 	70 	75 	80 
Glu Lys Glu Ala Thr Asn Leo Leu Lys Glu Met Lys Thr Glu Ser Gly 

85 	90 	95 
Arg Lys Tyr Leu Trp Ser Gly Ala Glu Thr Leo Glu Thr Asn Ser Ser 

100 	105 	110 
His Met Thr Arg Thr Tyr Arg Asn Ile Glu Lys Ile Ala Glu Ala Met 

115 	120 	125 
Arg Asn Pro Lys Thu Thr Leu Asn Thr Asp Glu Asn Lys Lys Lys Val 

130 	135 	140 
Lys Asp Ala Leu Glu Trp Leu His Lys Asn Ala Tyr Gly Lys Glu Pro 
145 	150 	155 	160 
Asp Lys Lys Val Lys Glu Leu Ser Glu Asn Phe Thr Lys Thr Thr Gly 

165 	170 	175 
Lys Asn Thr Asn Leu Asn Trp Trp Asp Tyr Glu Ile Gly Thr Pro Lys 

180 	185 	190 
Ser Leu Thu Asn Thr Leu lie Leu Leu Asn Asp Gin Phe Ser Asn Glu 

195 	200 	205 
Glu Lys Lys Lys Phe Thr Ala Pro Ile Lys Thr Phe Ala Pro Asp Ser 

210 	215 	220 
Asp Lys Ile Leu Ser Ser Val Gly Lys Ala Glu Leu Ala Lys Gly Gly 
225 	230 	235 	240 
Asn Leu Val Asp Ile Ser Lys Val Lys Leu Leo GIL! Cys Ile Ile Glu 

245 	250 	255 
Glu Asp Lys Asp Met Met Lys Lys Ser Ile Asp Ser Phe Asn Lys Val 

260 	265 	270 
Phe Thu Tyr Val Gin Asp Ser Ala Thr Gly Lys Glu Arg Asn Gly Phe 

275 	280 	285 
Tyr Lys Asp Gly Ser Tyr lie Asp His Gin Asp Val Pro Tyr Thu Gly 

290 	295 	300 
Ala Tyr Gly Val Val Leo Leu Glu Gly Ile Ser Gin Met Met Pro Met 
305 	310 	315 	320 
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Ile Lys Giu Thr Pro Phe Asn Asp Lys Thr Gin Asn Asp Thr Thr Leu 

325 	330 	335 
Lys Ser Trp Ile Asp Asp Gly Phe Met Pro Leu Ile Tyr Lys Gly GIL, 

340 	345 	350 
Met Met Asp Leu Ser Arg Gly Arg Ala lie Ser Arg Glu Asn Glu Thr 

355 	360 	365 
Ser His Ser Ala Ser Ala Thr Val Met Lys Ser Leu Leu Arg Leu Ser 

370 	375 	380 
Asp Ala Met Asp Asp Ser Thr Lys Ala Lys Tyr Lys Lys lie Val Lys 
385 	390 	395 	400 
Ser Ser Val Giu Ser Asp Ser Ser Tyr Lys Gln Asn Asp Tyr Leu Asn 

405 	410 	415 
Ser Tyr Ser Asp lie Asp Lys Met Lys Ser Leu Met Thr Asp Asn Ser 

420 	425 	430 
lie Ser Lys Asn Gly Leu Thr Gln Gln Leu Lys lie Tyr Asn Asp Met 

435 	440 	445 
Asp Arg Val Thr Tyr His Asn Lys Asp Leu Asp Phe Ala Phe Gly Leu 

450 	455 	460 
Ser Met Thr Ser Lys Asn Val Ala Arg Tyr Glu Ser Ile Asn Gly Glu 
465 	470 	475 	480 
Asn Leu Lys Gly Trp His Thr Gly Ala Gly Met Ser Tyr Leu Tyr Asn 

485 	490 	495 
Ser Asp Val Lys His Tyr His Asp Asn Phe Trp Val Thr Ala Asp Met 

500 	505 	510 
Lys Arg Leu Ser Gly Thr Thr Thr Leu Asp Asn Glu Ile Leu Lys Asp 

515 	520 	525 
Thr Asp Asp Lys Lys Ser Ser Lys Thr Phe Val Gly Gly Thr Lys Val 

530 	535 	540 
Asp Asp Gin His Ala Ser Ile Gly Met Asp Phe Glu Asn Gln Asp Lys 
545 	550 	555 	560 
Thr Leu Thr Ala Lys Lys Ser Tyr Phe lie Leu Asn Asp Lys Ile Val 

565 	570 	575 
Phe Leu Gly Thr Giy Ile Lys Ser Thr Asp Ser Ser Lys Asn Pro Val 

580 	585 	590 
Thr Thr Ile Glu Asn Arg Lys Ala Asn Gly Tyr Thr Leu Tyr Thr Asp 

595 	600 	605 
Asp Lys Gin Thr Thr Asn Ser Asp Asn Gin Glu Asn Asn Ser Val Phe 

610 	615 	620 
Leu Giu Ser Thr Asp Thr Lys Lys Asn Ile Giy Tyr His Phe Leu Asn 
625 	630 	635 	640 
Lys Pro Lys Ile Thr Val Lys Lys Glu Ser His Thr Gly Lys Tip Lys 

645 	650 	655 
Glu Ile Asn Lys Ser Gln Lys Asp Thr Gin Lys Thr Asp Glu Tyr Tyr 

660 	665 	670 
Giu Val Thr Gln Lys His Ser Asn Ser Asp Asn Lys Tyr Gly Tyr Val 

675 	680 	685 
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Leu Tyr Pro Gly Leu Ser Lys Asp Val Phe Lys Thr Lys Lys Asp Glu 

690 	695 	700 
Val Thr Val Val Lys Gin Glu Asp Asp Phe His Val Val Lys Asp Asn 
705 	710 	715 	720 
Glu Ser Val Trp Ala Gly Val Asn Tyr Ser Asn Ser Thr Gin Thr Phe 

725 	730 	735 
Asp Ile Asn Asn Thr Lys Val Glu Val Lys Ala Lys Gly Met Phe Ile 

740 	745 	750 
Leu Lys Lys Lys Asp Asp Asn Thr Tyr Glu Cys Ser Phe Tyr Asn Pro 

755 	760 	765 
Glu Ser Thr Asn Ser Ala Ser Asp Ile Glu Ser Lys Ile Ser Met Thr 

770 	775 	780 
Gly Tyr Ser lie Thr Asn Lys Asn Thr Ser Thr Ser Asn Glu Ser Gly 
785 	790 	795 	800 
Val His Phe Glu Leu Thr Lys 

805 

<210> 34 
<211> 371 
<212> PRT 
<213> Streptococcus pyogenes bacteriophage H4489A 

<220> 
<223> hyaluronidase 

<400> 34 
Met Thr Glu Asn lie Pro Leu Arg Val Gin Phe Lys Arg Met Ser Ala 
1 	5 	10 	15 
Asp Glu Trp Ala Arg Ser Asp Val Ile Leu Leu Glu Gly Glu Ile Gly 

20 	25 	30 
Phe Glu Thr Asp Thr Gly Phe Ala Lys Phe Gly Asp Gly Gin Asn Thr 

35 	40 	45 
Phe Ser Lys Leu Lys Tyr Leu Thr Gly Pro Lys Gly Pro Lys Gly Asp 

50 	55 	60 
Thr Gly Leu Gin Gly Lys Thr Gly Gly Thr Giy Pro Arg Gly Pro Ala 
65 	70 	75 	80 
Gly Lys Pro Gly Thr Thr Asp Tyr Asp Gin Leu Gin Asn Lys Pro Asp 

85 	90 	95 
Leu Gly Ala Phe Ala Gin Lys Glu Glu Thr Asn Ser Lys Ile Thr Lys 

100 	105 	110 
Leu Glu Ser Ser Lys Ala Asp Lys Ser Ala Val Tyr Ser Lys Ala Glu 

115 	120 	125 
Ser Lys Ile Glu Leu Asp Lys Lys Leu Ser Leu Thr Gly Gly Ile Val 

130 	135 	140 
Thr Gly Gln Leu Gin Phe Lys Pro Asn Lys Ser Gly lie Lys Pro Ser 
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145 	150 	155 	160 
Ser Ser Val Giy Gly Ala Ile Asn Ile Asp Met Ser Lys Ser Glu Gly 

165 	170 	175 
Ala Ala Met Val Met Tyr Thr Asn Lys Asp Thr Thr Asp Gly Pro Leu 

180 	185 	190 
Met lie Leu Arg Ser Asp Lys Asp Thr Phe Asp Gin Ser Ala Gin Phe 

195 	200 	205 
Val Asp Tyr Ser Gly Lys Thr Asn Ala Val Asn Ile Val Met Arg Gln 

210 	215 	220 
Pro Ser Ala Pro Asn Phe Ser Ser Ala Leu Asn Ile Thr Ser Ala Asn 
225 	230 	235 	240 
Giu Gly Giy Ser Ala Met Gin Ile Arg Giy Val Giu Lys Ala Leu Gly 

245 	250 	255 
Thr Leu Lys lie Thr His Glu Asn Pro Asn Val Giu Ala Lys Tyr Asp 

260 	265 	270 
Giu Asn Ala Ala Ala Leu Ser Ile Asp Ile Val Lys Lys Gln Lys Gly 

275 	280 	285 
Gly Lys Gly Thr Ala Ala Gln Gly Ile Tyr Ile Asn Ser Thr Ser Gly 

290 	295 	300 
Thr Ala Gly Lys Met Leu Arg Ile Arg Asn Lys Asn Glu Asp Lys Phe 
305 	310 	315 	320 
Tyr Val Gly Pro Asp Gly Gly Phe His Ser Gly Ala Asn Ser Thr Val 

325 	330 	335 
Ala Gly Asn Leu Thr Val Lys Asp Pro Thr Ser Gly Lys His Ala Ala 

340 	345 	350 
Thr Lys Asp Tyr Val Asp Glu Lys Ile Ala Glu Leu Lys Lys Leu lie 

355 	360 	365 
Leu Lys Lys 

370 

<210> 35 
<211> 1628 
<212> PRT 
<213> Clostridium perfringens 

<220> 
<223> hyaluronidase 

<400> 35 
Met Asn Lys Asn Ile Arg Lys Ile Ile Thr Ser Thr Val Leu Ala Ala 
1 	5 	10 	15 
Met Thr lie Ser Val Leu Pro Ser Asn Leu Val Val Phe Ala Thr Asp 

20 	25 	30 
Gly lie Thr Glu Asn Phe Tyr Glu Ile Tyr Pro Lys Pro Gin Glu Ile 

35 	40 	45 
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Ser Tyr Ser Gly Gly Glu Phe Gin lie Ser Asp Glu Ile Asn He Val 

50 	55 	60 
Tyr Asp Asp Gly lie Asp Thr Tyr Thr Lys Lys Arg Val Asp Glu Val 
65 	70 	75 	80 
Leu Glu Ala Ser Asn Lea Glu Ala Thr Val Ser Asn Glu He Val Pro 

85 	90 	95 
Gly Lys Thr Asn Phe Lea Val Gly lie Asn Giu Ser Gly Gly Val Val 

100 	105 	110 
Asp Asn Tyr Phe Asn Lys Asn lie Pro His Asp Glu Ser Phe Phe Asp 

115 	120 	125 
Glu Lys Met Asp Ala Asn lie Val Ser Val Lys Asp Giy Val lie Giy 

130 	135 	140 
Val He Gly Glu Asp Thr Asp Ser Ala Phe Tyr Giy Val Thr Thr Lea 
145 	150 	155 	160 
Lys His Val Phe Asn Gin Leu Giu Glu Gly Asn Lys lie Gin Ser Phe 

165 	170 	175 
Arg Ala Asp Asp Tyr Ala Glu Val Ala His Arg Gly Phe Ile Glu Gly 

180 	185 	190 
Tyr Tyr Gly Asn Pro Trp Ser Asn Glu Asp Arg Ala Glu Leu Met Lys 

195 	200 	205 
Phe Gly Gly Asp Tyr Lys Leu Asn Gin Tyr Val Phe Ala Pro Lys Asp 

210 	215 	220 
Asp Pro Tyr His Asn Ser Lys Trp Arg Asp Lea Tyr Pro Giu Glu Lys 
225 	230 	235 	240 
Lou Ser Glu ile Lys Lys Leu Ala Gin Val Gly Asn Giu Thr Lys Asn 

245 	250 	255 
Arg Tyr Val Tyr Ala Lea His Pro Phe Met Asn Asn Pro Val Arg Phe 

260 	265 	270 
Asp Thr Glu Glu Asn Tyr Gin Asn Asp Lea Gly Val lie Lys Ala Lys 

275 	280 	285 
Phe Thr Gln Lea Leu Glu Asn Asp Val Arg Gin Phe Ala Ile Leu Ala 

290 	295 	300 
Asp Asp Ala Ser Ala Pro Ala Gin Gly Ala Ser Met Tyr Val Lys Lea 
305 	310 	315 	320 
Lea Thr Asp Lea Thr Arg Trp Lea Giu Glu Gin Gin Ser Thr Tyr Pro 

325 	330 	335 
Asp Lea Lys Thr Asp Lea Met Phe Cys Pro Ser Asp Tyr Tyr Gly Asn 

340 	345 	350 
Gly Ser Ser Ala Gln Lea Lys Glu Lea Asn Lys Ala Glu Asp Asn Val 

355 	360 	365 
Ser Ile Val Met Thr Gly Gly Arg lie Tip Gly GIL! Val Asp Glu Asn 

370 	375 	380 
Phe Ala Asn Asn Phe Met Asn Asn Ile Ser Thr Glu Gly His Pro Gly 
385 	390 	395 	400 
Arg Ala Pro Phe Phe Trp Ile Asn Trp Pro Cys Ser Asp Asn Ser Lys 

405 	410 	415 
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Gin His Leu Ile Met Gly Gly Asn Asp Thr Phe Leu His Pro Gly Val 

420 	425 	430 
Asp Pro Ser Lys Ile Asp Gly Ile Val Leu Asn Pro Met Gln Gin Ala 

435 	440 	445 
Glu Ala Asn Lys Ser Ala Leu Phe Ala lie Ala Asp Tyr Ala Trp Asn 

450 	455 	460 
Ile Trp Asp Asn Lys Glu Glu Ala Asp Glu Asn Trp Asn Asp Ser Phe 
465 	470 	475 	480 
Lys Tyr Met Asp His Gly Thr Ala Glu Glu Thr Asn Ser Ser Leu Ala 

485 	490 	495 
Leu Arg Glu Ile Ser Lys His Met lie Asn Gin Asn Met Asp Gly Arg 

500 	505 	510 
Val Arg Pro Leu Gin Glu Ser Val Glu Leu Ala Pro Lys Leu Giu Ala 

515 	520 	525 
Phe Lys Gin Lys Tyr Asp Ser Gly Ala Ser Ile Lys Glu Asp Ala Leu 

530 	535 	540 
Glu Leu lie Ala Glu Phe Thr Asn Leu Gin Lys Ala Ala Asp Tyr Tyr 
545 	550 	555 	560 
Lys Asn Asn Pro Gly Asn Glu Arg Thr Arg Asp Gin lie Ile Tyr Trp 

565 	570 	575 
Leu Asn Cys Trp Glu Asp Thr Met Asp Ala Ala Ile Gly Tyr Leu Lys 

580 	585 	590 
Ser Ala Ile Ala lie Glu Glu Giy Asp Asp Glu Ala Ala Trp Ala Asn 

595 	600 	605 
Tyr Ser Glu Ala Gin Gly Ala Phe Giu Lys Ser Lys Thr Tyr Giy Phe 

610 	615 	620 
His Tyr Val Asp His Thr Glu Tyr Ala Glu Val Gly Val Gln His Ile 
625 	630 	635 	640 
Val Pro Phe lie Lys Ser Met Gly Gln Asn Leu Ser Val Val lie Giy 

645 	650 	655 
Ser Ile Val Asp Pro Asn Arg Ile Ile Ala Thr Tyr Ile Ser Asn Arg 

660 	665 	670 
Gln Asp Ala Pro Thr Giy Asn Pro Asp Asn Ile Phe Asp Asn Asn Ala 

675 	680 	685 
Ser Thr Glu Leu Val Tyr Lys Asn Pro Asn Arg lie Asp Val Gly Thr 

690 	695 	700 
Tyr Val Gly Val Lys Tyr Ser Asn Pro Ile Thr Leu Asn Asn Val Glu 
705 	710 	715 	720 
Phe Leu Met Gly Ala Asn Ser Asn Pro Asn Asp Thr Met Gln Lys Ala 

725 	730 	735 
Lys lie Gin Tyr Thr Val Asp Gly Arg Glu Trp Ile Asp Leu Giu Glu 

740 	745 	750 
Giy Val Glu Tyr Thr Met Pro Giy Ala Ile Lys Val Giu Asn Leu Asp 

755 	760 	765 
Leu Lys Val Arg Gly Val Arg Leu lie Ala Thr Glu Ala Arg Glu Asn 

770 	775 	780 
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Thu Trp Leu Gly Val Arg Asp Ile Asn Val Asn Lys Lys Glu Asp Ser 
785 	790 	795 	800 
Asn Ser Gly Val Glu Phe Asn Pro Ser Leu tie Arg Ser Glu Ser Trp 

805 	810 	815 
Gln Val Tyr Glu Gly Asn Glu Ala Asn Leu Leu Asp Gly Asp Asp Asn 

820 	825 	830 
Thr Gly Val Trp Tyr Lys Thr Lou Asn Giy Asp Thr Ser Leu Ala Giy 

835 	840 	845 
Glu Phe Ile Giy Leu Asp Leu Gly Lys Giu Ile Lys Leu Asp Gly Ile 

850 	855 	860 
Arg Phe Val lie Gly Lys Asn Gly Gly Gly Ser Ser Asp Lys Trp Asn 
865 	870 	875 	880 
Lys Phe Lys Leu Glu Tyr Ser Leu Asp Asn Glu Ser Trp Thr Thr Ile 

885 	890 	895 
Lys Glu Tyr Asp Lys Thu Gly Ala Pro Ala Gly Lys Asp Val Ile Glu 

900 	905 	910 
Glu Ser Phe Glu Thr Pro Ile Ser Ala Lys Tyr Ile Arg Leu Thr Asn 

915 	920 	925 
Met Glu Asn Ile Asn Lys Trp Leu Thr Phe Ser Glu Phe Ala lie Ile 

930 	935 	940 
Ser Asp Glu Leu Glu Asn Ala Giy Asn Lys Glu Asn Val Tyr Thr Asn 
945 	950 	955 	960 
Thu Glu Leu Asp Leu Leu Ser Leu Ala Lys Glu Asp Val Thr Lys Leu 

965 	970 	975 
Ile Pro Thu Asp Asp Ile Ser Leu Asn His Gly Glu Tyr Ile Gly Val 

980 	985 	990 
Lys Leu Asn Arg Ile Lys Asp Leu Ser Asn Ile Asn Leu Glu Ile Ser 

995 	1000 	1005 
Asn Asp Thr Gly Leu Lys Leu Gln Ser Ser Met Asn Gly Val Glu Trp 

1010 	1015 	1020 
Thu Glu Ile Thr Asp Lys Asn Thu Leu Glu Asp Gly Arg Tyr Val Arg 
1025 	1030 	1035 	1040 
Leu Ile Asn Thr Ser Asn Glu Ala Val Asn Phe Asn Leu Thu Lys Phe 

1045 	1050 	1055 
Glu Val Asn Ser Asn Glu Val Tyr Glu Pro Ser Leu Val Asp Ala Tyr 

1060 	1065 	1070 
Val Gly Asp Asp Gly Ala Lys Lys Ala Val Asp Gly Asp Leu Lys Thu 

1075 	1080 	1085 
Aug Val Lys Phe Leu Gly Ala Pro Ser Thr Gly Asp Thr Ile Val Tyr 

1090 	1095 	1100 
Asp Leu Gly Gln Glu Ile Leu Val Asp Asn Leu Lys Tyr Val Val Leu 
1105 	1110 	1115 	1120 
Asp Thr Glu Val Asp His Val Aug Asp Gly Lys Ile Gln Leu Ser Leu 

1125 	1130 	1135 
Asp Gly Glu Thr Trp Thr Asp Ala Ile Thu Ile Gly Asp Gly Val Glu 

1140 	1145 	1150 
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Asn Gly Val Asp Asp Met Phe Ser Thr Pro Leu Lys Asn Gly Tyr Lys 

1155 	1160 	1165 
His Gly Asn Gin Ser Gly Gly Ile Val Pro Ile Asp Ser Ala Tyr Val 

1170 	1175 	1180 
Glu Gly Asp Asn Leu Asn Gin Lys Ala Arg Tyr Val Arg Ile Leu Phe 
1185 	1190 	1195 	1200 
Thr Ala Pro Tyr Arg His Arg Trp Thr Val Ile Asn Glu Leu Met lie 

1205 	1210 	1215 
Asn Asn Gly GIL, Tyr Ile Ser Thr Val Asn Asp Pro Thr Tyr lie Ser 

1220 	1225 	1230 
Asn Pro Ile Glu Glu Arg Gly Phe Ala Pro Ser Asn Leu Arg Asp Gly 

1235 	1240 	1245 
Asn Leu Thr Thr Ser Tyr Lys Pro Asn Thr Asn Asn Gly Glu lie Ser 

1250 	1255 	1260 
Glu Gly Ser Ile Thr Tyr Arg Leu Ser Glu Lys Thr Asp Val Arg Lys 
1265 	1270 	1275 	1280 
Val Thr Ile Val Gln Ser Gly Ser Ser Ile Ser Asn Ala Lys Val Met 

1285 	1290 	1295 
Ala Arg Val Giy Asp Gly Ser Glu Asn Val Thr Asp Gin Trp Vai Gin 

1300 	1305 	1310 
Leu Giy Thr Leu Ser Asn Ser Leu Asn Giu Phe lie Asn Arg Asp Tyr 

1315 	1320 	1325 
Asn Asn lie Tyr Giu lie Lys lie Glu Trp Thr Asp Val Ala Pro Asn 

1330 	1335 	1340 
Ile Tyr Giu Ile Ile Thr Leu Asn Gin Glu Phe Glu Phe Pro Val Asn 
1345 	1350 	1355 	1360 
Asp Ser Leu Lys Ala Lys Tyr Asp Glu Leu lie Asn Leu Ser Giy Asp 

1365 	1370 	1375 
Glu Tyr Thr Leu Ser Ser Phe Glu Thr Leu Lys Giu Ala Leu Asn Glu 

1380 	1385 	1390 
Ala Lys Ser lie Leu Asp Asp Ser Asn Ser Ser Gln Lys Lys Ile Asp 

1395 	1400 	1405 
Lys Ala Leu Glu Lys Leu Asn Lys Ala Giu Glu Arg Leu Asp Leu Arg 

1410 	1415 	1420 
Ala Thr Asp Phe Glu Asp Phe Asn Lys Val Leu Thr Leu Giy Asn Ser 
1425 	1430 	1435 	1440 
Leu Val Giu Glu Glu Tyr Thr Ala Glu Ser Trp Ala Leu Phe Ser Glu 

1445 	1450 	1455 
Val Leu Glu Ala Ala Asn Glu Ala Asn Lys Asn Lys Ala Asp Tyr Thr 

1460 	1465 	1470 
Gin Asp Gin Ile Asn Gln Ile Val lie Asp Leu Asp Ala Ser lie Lys 

1475 	1480 	1485 
Ala Leu Val Lys Glu Thr Pro Glu Val Asp Lys Thr Asn Leu Gly Glu 

1490 	1495 	1500 
Leu lie Asn Gin Giy Lys Ser Leu Leu Asp Glu Ser Val Glu Gly Phe 
1505 	1510 	1515 	1520 
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Asn Val Gly Glu Tyr His Lys Gly Ala Lys Asp Gly Leu Thr Val Glu 

1525 	1530 	1535 
Ile Asn Lys Ala Glu Glu Val Phe Asn Lys Giu Asp Ala Thr Glu Glu 

1540 	1545 	1550 
Glu lie Asn Leu Ala Lys Glu Ser Leu Glu Gly Ala lie Ala Arg Phe 

1555 	1560 	1565 
Asn Ser Leu Leu lie Glu Glu Ser Thr Gly Asp Phe Asn Gly Asn Gly 

1570 	1575 	1580 
Lys lie Asp Ile Gly Asp Leu Ala Met Val Ser Lys Asn Ile Gly Ser 
1585 	1590 	1595 	1600 
Thr Thr Asn Thr Ser Leu Asp Leu Asn Lys Asp Gly Ser lie Asp Glu 

1605 	1610 	1615 
Tyr Glu Ile Ser Phe lie Asn His Arg Ile Leu Asn 

1620 	1625 

<210> 36 
<211> 435 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> Hyaluronidase-1 [Precursor] 

<400> 36 
Met Ala Ala His Leu Leu Pro Ile Cys Ala Leu Phe Leu Thr Leu Leu 
1 	5 	10 	15 

Asp Met Ala Gin Gly Phe Arg Gly Pro Leu Leu Pro Asn Arg Pro Phe 
20 	25 	30 

Thr Thr Val Trp Asn Ala Asn Thr Gin Trp Cys Leu Glu Arg His Gly 
35 	40 	45 

Val Asp Val Asp Val Ser Val Phe Asp Val Val Ala Asn Pro Giy Gin 
50 	55 	60 

Thr Phe Arg Giy Pro Asp Met Thr Ile Phe Tyr Ser Ser Gln Leu Gly 
65 	70 	75 	80 
Thr Tyr Pro Tyr Tyr Thr Pro Thr Gly Glu Pro Val Phe Giy Giy Leu 

85 	90 	95 
Pro Gin Asn Ala Ser Leu Ile Ala His Leu Ala Arg Thr Phe Gin Asp 

100 	105 	110 
Ile Leu Ala Ala Ile Pro Ala Pro Asp Phe Ser Gly Leu Ala Val Ile 

115 	120 	125 
Asp Trp Giu Ala Trp Arg Pro Arg Trp Ala Phe Asn Trp Asp Thr Lys 

130 	135 	140 
Asp lie Tyr Arg Gin Arg Ser Arg Ala Leu Val Gin Ala Gin His Pro 
145 	150 	155 	160 
Asp Trp Pro Ala Pro Gin Val Glu Ala Val Ala Gln Asp Gin Phe Gin 
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165 	170 	175 

Gly Ala Ala Arg Ala Tip Met Ala Giy Thr Leu Gin Leu Gly Arg Ala 
180 	185 	190 

Leu Arg Pro Arg Giy Leu Trp Gly Phe Tyr Gly Phe Pro Asp Cys Tyr 
195 	200 	205 

Asn Tyr Asp Phe Leu Ser Pro Asn Tyr Thr Gly Gin Cys Pro Ser Gly 
210 	215 	220 

Ile Arg Ala Gin Asn Asp Gin Leu Gly Trp Leu Trp Gly Gin Ser Arg 
225 	230 	235 	240 
Ala Leu Tyr Pro Ser Ile Tyr Met Pro Ala Val Leu Giu Gly Thr Gly 

245 	250 	255 
Lys Ser Gln Met Tyr Val Gin His Arg Val Ala Glu Ala Phe Arg Val 

260 	265 	270 
Ala Val Ala Ala Gly Asp Pro Asn Leu Pro Val Leu Pro Tyr Val Gin 

275 	280 	285 
lie Phe Tyr Asp Thr Thr Asn His Phe Leu Pro Leu Asp Glu Leu Glu 

290 	295 	300 
His Ser Leu Gly Glu Ser Ala Ala Gin Gly Ala Ala Gly Val Val Leu 
305 	310 	315 	320 
Trp Val Ser Trp Giu Asn Thr Arg Thr Lys Glu Ser Cys Gin Ala lie 

325 	330 	335 
Lys Giu Tyr Met Asp Thr Thr Leu Gly Pro Phe Ile Leu Asn Val Thr 

340 	345 	350 
Ser Gly Ala Leu Leu Cys Ser Gin Ala Leu Cys Ser Gly His Giy Arg 

355 	360 	365 
Cys Val Arg Arg Thr Ser His Pro Lys Ala Leu Leu Leu Leu Asn Pro 

370 	375 	380 
Ala Ser Phe Ser lie Gin Leu Thr Pro Gly Gly Gly Pro Leu Ser Leu 
385 	390 	395 	400 
Arg Gly Ala Leu Ser Leu Glu Asp Gin Ala Gin Met Ala Val Glu Phe 

405 	410 	415 
Lys Cys Arg Cys Tyr Pro Gly Tip Gin Ala Pro Tip Cys Giu Arg Lys 

420 	425 	430 
Ser Met Trp 

435 

<210> 37 
<211> 473 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> Hyaluronidase-2 [Precursor] 

<400> 37 
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Met kg Ala Gly Pro Gly Pro Thr Val Thr Leo Ala Leu Val Leo Ala 
1 	5 	10 	15 
Val Ala Trp Ala Met Glu Leo Lys Pro Thr Ala Pro Pro Ile Phe Thr 

20 	25 	30 
Gly Arg Pro Phe Val Val Ala Trp Asp Val Pro Thr Gin Asp Cys Gly 

35 	40 	45 
Pro Arg Leo Lys Val Pro Leo Asp Leo Asn Ala Phe Asp Val Gin Ala 

50 	55 	60 
Ser Pro Asn Glu Giy Phe Val Asn Gin Asn Ile Thr lie Phe Tyr Arg 
65 	70 	75 	80 
Asp Arg Leo Gly Leu Tyr Pro Arg Phe Asp Ser Ala Gly Arg Ser Val 

85 	90 	95 
His Gly Gly Val Pro Gin Asn Val Ser Leu Trp Ala His Arg Lys Met 

100 	105 	110 
Leu Gin Lys Arg Val Glu His Tyr Ile Arg Thr Gin Glu Ser Ala Giy 

115 	120 	125 
Leu Ala Val Ile Asp Trp Giu Asp Trp Arg Pro Val Trp Val Arg Asn 

130 	135 	140 
Trp Gin Asp Lys Asp Val Tyr Arg Arg Leo Ser Aug Gin Leo Val Ala 
145 	150 	155 	160 
Ser Arg His Pro Asp Trp Pro Pro Asp Arg lie Val Lys Gin Ala Gin 

165 	170 	175 
Tyr Glu Phe Glu Phe Ala Ala Gin Gin Phe Met Leo Glu Thr Leo Arg 

180 	185 	190 
Tyr Val Lys Ala Val Arg Pro Arg His Leo Trp Gly Phe Tyr Leu Phe 

195 	200 	205 
Pro Asp Cys Tyr Asn His Asp Tyr Val Gin Asn Trp Glu Ser Tyr Thr 

210 	215 	220 
Gly Arg Cys Pro Asp Val Glu Val Ala Arg Asn Asp Gin Leo Ala Trp 
225 	230 	235 	240 
Leo Trp Ala Glu Ser Thr Ala Leo Phe Pro Ser Val Tyr Leo Asp Glu 

245 	250 	255 
Thr Leo Ala Ser Ser Arg His Gly Aug Asn Phe Val Ser Phe Arg Val 

260 	265 	270 
Gin Glu Ala Leo Arg Vai Ala Arg Thr His His Ala Asn His Ala Leo 

275 	280 	285 
Pro Val Tyr Vai Phe Thr Arg Pro Thu Tyr Ser Arg Aug Leu Thu Gly 

290 	295 	300 
Leo Ser Glu Met Asp Leo Ile Ser Thr Ile Gly Glu Ser Ala Ala Leo 
305 	310 	315 	320 
Gly Ala Ala Gly Val Ile Leo Trp Gly Asp Ala Gly Tyr Thr Thr Ser 

325 	330 	335 
Thr Giu Thr Cys Gin Tyr Leo Lys Asp Tyr Leo Thu Arg Leo Leu Val 

340 	345 	350 
Pro Tyr Val Val Asn Val Ser Trp Ala Thr Gin Tyr Cys Ser Aug Ala 

355 	360 	365 
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Gln Cys His Gly His Gly Arg Cys Val Arg Arg Asn Pro Ser Ala Ser 

370 	375 	380 
Thr Phe Leu His Leu Ser Thr Asn Ser Phe Arg Leu Val Pro Gly His 
385 	390 	395 	400 
Ala Pro Gly Glu Pro Gln Leu Arg Pro Val Gly Glu Leu Ser Trp Ala 

405 	410 	415 
Asp Ile Asp His Leu Gin Thr His Phe Arg Cys Gin Cys Tyr Leu Gly 

420 	425 	430 
Trp Ser Gly Glu Gln Cys Gin Trp Asp His Arg Gin Ala Ala Giy Gly 

435 	440 	445 
Ala Ser Glu Ala Trp Ala Gly Ser His Leu Thr Ser Leu Leu Ala Leu 

450 	455 	460 
Ala Ala Leu Ala Phe Thr Trp Thr Leu 
465 	470 

<210> 38 
<211> 417 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> Hyaluronidase-3 [Precursor] 

<400> 38 
Met Thr Thr Gin Leu Gly Pro Ala Leu Val Leu Gly Val Ala Leu Cys 
1 	5 	10 	15 

Leu Gly Cys Gly Gin Pro Leu Pro Gin Val Pro Glu Arg Pro Phe Ser 
20 	25 	30 

Val Leu Trp Asn Val Pro Ser Ala His Cys Glu Ala Arg Phe Gly Val 
35 	40 	45 

His Leu Pro Leu Asn Ala Leu Gly Ile Ile Ala Asn Arg Gly Gin His 
50 	55 	60 

Phe His Gly Gln Asn Met Thr Ile Phe Tyr Lys Asn Gin Leu Gly Leu 
65 	70 	75 	80 
Tyr Pro Tyr Phe Giy Pro Arg Gly Thr Ala His Asn Gly Gly Ile Pro 

85 	90 	95 
Gin Ala Leu Pro Leu Asp Arg His Leu Ala Leu Ala Ala Tyr Gln Ile 

100 	105 	110 
His His Ser Leu Arg Pro Gly Phe Ala Gly Pro Ala Val Leu Asp Trp 

115 	120 	125 
Glu Glu Trp Cys Pro Leu Trp Ala Giy Asn Trp Gly Arg Arg Arg Ala 

130 	135 	140 
Tyr Gin Ala Ala Ser Trp Ala Trp Ala Gin Gin Val Phe Pro Asp Leu 
145 	150 	155 	160 
Asp Pro Gln Glu Gin Leu Tyr Lys Ala Tyr Thr Giy Phe Glu Gln Ala 
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165 	170 	175 

Ala Arg Ala Leu Met Glu Asp Thr Leu Arg Val Ala Gin Ala Leu Arg 
180 	185 	190 

Pro His Gly Leu Trp Gly Phe Tyr His Tyr Pro Ala Cys Gly Asn Gly 
195 	200 	205 

Trp His Ser Met Ala Ser Asn Tyr Thr Gly Arg Cys His Ala Ala Thr 
210 	215 	220 

Leu Ala Arg Asn Thr Gln Leu His Trp Leu Trp Ala Ala Ser Ser Ala 
225 	230 	235 	240 
Leu Phe Pro Ser lie Tyr Leu Pro Pro Arg Leu Pro Pro Ala His His 

245 	250 	255 
Gin Ala Phe Val Arg His Arg Leu Glu Glu Ala Phe Arg Val Ala Leu 

260 	265 	270 
Val Gly His Arg His Pro Leu Pro Val Lau Ala Tyr Val Arg Leu Thr 

275 	280 	285 
His Arg. Arg Ser Gly Arg Phe Leu Ser Gin Asp Asp Leu Val Gin Ser 

290 	295 	300 
Ile Gly Val Ser Ala Ala Leu Gly Ala Ala Gly Val Val Leu Trp Gly 
305 	310 	315 	320 
Asp Leu Ser Leu Ser Ser Ser Glu Glu Glu Cys Trp His Leu His Asp 

325 	330 	335 
Tyr Leu Val Asp Thr Leu Gly Pro Tyr Val Ile Asn Val Thr Arg Ala 

340 	345 	350 
Ala Met Ala Cys Ser His Gln Arg Cys His Gly His Gly Arg Cys Ala 

355 	360 	365 
Arg Arg Asp Pro Gly Gln Met Glu Ala Phe Leu His Leu Trp Pro Asp 

370 	375 	380 
Gly Ser Leu Gly Asp Trp Lys Ser Phe Ser Cys His Cys Tyr Trp Gly 
385 	390 	395 	400 
Trp Ala Gly Pro Thr Cys Gln Glu Pro Arg Pro Gly Pro Lys Glu Ala 

405 	410 	415 
Val 

<210> 39 
<211> 481 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> Hyaluronidase-4 

<400> 39 
Met Lys Val Leu Ser Glu Gly Gin Leu Lys Leu Cys Val Val Gin Pro 
1 	5 	10 	15 
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Val His Leu Thr Ser Trp Leu Leu lie Phe Phe Ile Leu Lys Ser Ile 

20 	25 	30 
Ser Cys Leu Lys Pro Ala Arg Leu Pro Ile Tyr Gin Arg Lys Pro Phe 

35 	40 	45 
Ile Ala Ala Trp Asn Ala Pro Thr Asp Gin Cys Leu Ile Lys Tyr Asn 

50 	55 	60 
Leu Arg Leu Asn Leu Lys Met Phe Pro Val lie Gly Ser Pro Lou Ala 
65 	70 	75 	80 
Lys Ala Arg Gly Gln Asn Val Thr lie Phe Tyr Val Asn Arg Leu Gly 

85 	90 	95 
Tyr Tyr Pro Trp Tyr Thr Ser Gin Gly Val Pro Ile Asn Gly Gly Leu 

100 	105 	110 
Pro Gin Asn lie Ser Leu Gln Val His Leu Giu Lys Ala Asp Gin Asp 

115 	120 	125 
Ile Asn Tyr Tyr lie Pro Ala Giu Asp Phe Ser Gly Leu Ala Val lie 

130 	135 	140 
Asp Trp Glu Tyr Trp Arg Pro Gin Trp Ala Arg Asn Trp Asn Ser Lys 
145 	150 	155 	160 
Asp Val Tyr Arg Gln Lys Ser Arg Lys Leu Ile Ser Asp Met Gly Lys 

165 	170 	175 
Asn Val Ser Ala Thr Asp lie Giu Tyr Leu Ala Lys Val Thr Phe Giu 

180 	185 	190 
Glu Ser Ala Lys Ala Phe Met Lys Glu Thr Ile Lys Leu Gly lie Lys 

195 	200 	205 
Ser Arg Pro Lys Gly Leu Trp Gly Tyr Tyr Leu Tyr Pro Asp Cys His 

210 	215 	220 
Asn Tyr Asn Val Tyr Ala Pro Asn Tyr Ser Gly Ser Cys Pro Glu Asp 
225 	230 	235 	240 
Glu Val Leu Arg Asn Asn Glu Leu Ser Trp Leu Trp Asn Ser Ser Ala 

245 	250 	255 
Ala Leu Tyr Pro Ser lie Gly Val Trp Lys Ser Leu Gly Asp Ser Glu 

260 	265 	270 
Asn lie Leu Arg Phe Ser Lys Phe Arg Val His Glu Ser Met Arg lie 

275 	280 	285 
Ser Thr Met Thr Ser His Asp Tyr Ala Leu Pro Val Phe Val Tyr Thr 

290 	295 	300 
Arg Leu Giy Tyr Arg Asp Glu Pro Leu Phe Phe Leu Ser Lys Gln Asp 
305 	310 	315 	320 
Leu Val Ser Thr Ile Gly Glu Ser Ala Ala Leu Gly Ala Ala Gly Ile 

325 	330 	335 
Val lie Trp Giy Asp Met Asn Leu Thr Ala Ser Lys Ala Asn Cys Thr 

340 	345 	350 
Lys Val Lys Gin Phe Val Ser Ser Asp Leu Gly Ser Tyr Ile Ala Asn 

355 	360 	365 
Val Thr Arg Ala Ala Giu Val Cys Ser Leu His Leu Cys Arg Asn Asn 

370 	375 	380 
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Gly Arg Cys lie Arg Lys Met Trp Asn Ala Pro Ser Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Ala Ser Tyr His Ile Glu Ala Ser Glu Asp Gly Glu Phe Thr 

405 	410 	415 
Val Lys Gly Lys Ala Ser Asp Thr Asp Leu Ala Val Met Ala Asp Thr 

420 	425 	430 
Phe Ser Cys His Cys Tyr Gin Gly Tyr Glu Gly Ala Asp Cys Arg Glu 

435 	440 	445 
lie Lys Thr Ala Asp Gly Cys Ser Giy Val Ser Pro Ser Pro Gly Ser 

450 	455 	460 
Leu Met Thr Leu Cys Leu Leu Leu Leu Ala Ser Tyr Arg Ser Ile Gin 
465 	470 	475 	480 
Leu 

<210> 40 
<211> 467 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> sHuPH2O precursor 1-467 

<400> 40 
Met Gly Val Leu Lys Phe Lys His lie Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Gly Val Ser Gin lie Val Phe Thr Phe Leu Leu Ile Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Ser Giu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe Ile Gly Ser Pro Arg 
65 	70 	75 	80 
lie Asn Ala Thr Gly Gin Gly Val Thr Ile Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr Ile Asp Ser lie Thr Gly Val Thr Val Asn Giy 

100 	105 	110 
Giy Ile Pro Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 

130 	135 	140 
Ile Asp Trp Glu Giu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gin Asn 
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165 	170 	175 

Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe 
180 	185 	190 

Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Gly Lys 
195 	200 	205 

Leu Leu Arg Pro Asn His Leu Tip Gly Tyr Tyr Leu Phe Pro Asp Cys 
210 	215 	220 

Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Giy Ser Cys Phe Asn 
225 	230 	235 	240 
Val Glu Ile Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val 

275 	280 	285 
Ser Lys lie Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg Ile Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly Ile 

325 	330 	335 
Val Ile Trp Gly Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Asn Tyr Met Glu Thr Ile Leu Asn Pro Tyr lie lie Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gln Val Leu Cys Gin Glu Gin 

370 	375 	380 
Gly Val Cys lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala Ile Gin Leu Glu Lys Gly Gly Lys Phe Thr 

405 	410 	415 
Val Arg Giy Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys 

450 	455 	460 
Ile Asp Ala 
465 

<210> 41 
<211> 477 
<212> PRT 
<213> Homo sapiens 
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<220> 
<223> sHuPH2O precursor 1-477 

<400> 41 
Met Gly Val Leu Lys Phe Lys His Ile Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Gly Val Ser Gin Ile Val Phe Thr Phe Leu Leu Ile Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lie Giy Ser Pro Arg 
65 	70 	75 	80 
lie Asn Ala Thr Gly Gln Giy Val Thr Ile Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr Ile Asp Ser Ile Thr Gly Val Thr Val Asn Gly 

100 	105 	110 
Gly lie Pro Gln Lys Ile Ser Leu Gln Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 

130 	135 	140 
lie Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser lie Glu Leu Val Gin Gin Gin Asn 

165 	170 	175 
Val Gin Leu Ser Leu Thr Glu Ala Thr Giu Lys Ala Lys Gin Giu Phe 

180 	185 	190 
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr lie Lys Leu Giy Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Trp Giy Tyr Tyr Leu Phe. Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn 
225 	230 	235 	240 
Val Giu lie Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val 

275 	280 	285 
Ser Lys lie Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg Ile Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Gly Giu Thr Val Ala Leu Gly Ala Ser Gly lie 
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325 	330 	335 

Val lie Trp Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu 
340 	345 	350 

Leu Leu Asp Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr Ile lie Asn 
355 	360 	365 

Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin 
370 	375 	380 

Gly Val Cys lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala Ile Gin Leu Glu Lys Giy Gly Lys Phe Thr 

405 	410 	415 
Val Arg Giy Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Giu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys 

450 	455 	460 
Ile Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Giu Glu 
465 	470 	475 

<210> 42 
<211> 478 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> sHuPH2O precursor 1-478 

<400> 42 
Met Gly Val Leu Lys Phe Lys His lie Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Gly Val Ser Gln Ile Val Phe Thr Phe Leu Leu Ile Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val Ile Pro Asn Val Pro 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg 
65 	70 	75 	80 
Ile Asn Ala Thr Gly Gin Gly Val Thr lie Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr Ile Asp Ser Ile Thr Gly Val Thr Val Asn Giy 

100 	105 	110 
Gly lie Pro Gin Lys lie Ser Leu Gin Asp His Leu Asp Lys Ala Lys 
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115 	120 	125 

Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 
130 	135 	140 

Ile Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser lie Glu Leu Val Gin Gin Gin Asn 

165 	170 	175 
Val Gin Leu Ser Lou Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe 

180 	185 	190 
Giu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Lou Trp Gly Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn 
225 	230 	235 	240 
Val Glu Ile Lys Arg Asn Asp Asp Leu Ser Trp Lou Trp Asn Glu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser Ile Tyr Leu Asn Thr Gin Gin Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Giu Ala Ile Arg Val 

275 	280 	285 
Ser Lys Ile Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg Ile Val Phe Thr Asp Gln Val Leu Lys Phe Leu Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Giy Glu Thr Val Ala Leu Gly Ala Ser Gly lie 

325 	330 	335 
Val lie Trp Gly Thr Leu Ser lie Met Aug Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Asn Tyr Met Glu Thr lie Lou Asn Pro Tyr Ile Ile Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin 

370 	375 	380 
Gly Val Cys Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala Ile Gin Leu Glu Lys Giy Giy Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gln Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys 

450 	455 	460 
lie Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Giu Glu Pro 
465 	470 	475 
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<210> 43 
<211> 479 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> sHuPH2O precursor 1-479 

<400> 43 
Met Gly Val Leu Lys Phe Lys His lie Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Gly Val Ser Gin lie Val Phe Thr Phe Leu Leu Ile Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe Ile Gly Ser Pro Arg 
65 	70 	75 	80 
Ile Asn Ala Thr Gly Gin Gly Val Thr lie Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Giy Tyr Tyr Pro Tyr Ile Asp Ser lie Thr Gly Val Thr Val Asn Gly 

100 	105 	110 
Gly Ile Pro Gin Lys lie Ser Leu Gin Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 

130 	135 	140 
Ile Asp Tip Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Giu Leu Val Gin Gin Gln Asn 

165 	170 	175 
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe 

180 	185 	190 
Glu Lys Ala Gly Lys Asp Phe Leu Val Giu Thr lie Lys Leu Gly Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Giy Tyr Asn Giy Ser Cys Phe Asn 
225 	230 	235 	240 
Val Glu Ile Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Giu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gln Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val 
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275 	280 	285 

Ser Lys Ile Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 
290 	295 	300 

Arg lie Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly Ile 

325 	330 	335 
Val Ile Trp Giy Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr Ile lie Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gln 

370 	375 	380 
Gly Val Cys Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala lie Gin Leu Glu Lys Gly Gly Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys 

450 	455 	460 
lie Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin 
465 	470 	475 

<210> 44 
<211> 480 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> sHuPH2O precursor 1-480 

<400> 44 
Met Gly Val Leu Lys Phe Lys His Ile Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Giy Val Ser Gln Ile Val Phe Thr Phe Leu Leu lie Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe Ile Gly Ser Pro Arg 
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65 	70 	75 	80 
Ile Asn Ala Thr Gly Gin Gly Val Thr lie Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Giy Tyr Tyr Pro Tyr Ile Asp Ser lie Thr Gly Val Thr Val Asn Gly 

100 	105 	110 
Gly Ile Pro Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp Ile Thr Phe Tyr Met Pro Val Asp Asn Leu Giy Met Ala Val 

130 	135 	140 
Ile Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gin Asn 

165 	170 	175 
Val Gin Leu Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe 

180 	185 	190 
Glu Lys Ala Gly Lys Asp Phe Leu Val Giu Thr Ile Lys Leu Gly Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Trp Giy Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Giy Tyr Asn Gly Ser Cys Phe Asn 
225 	230 	235 	240 
Val Glu lie Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Sec 

245 	250 	255 
Thr Aia Leu Tyr Pro Ser Ile Tyr Leu Asn Thr Gin Gin Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Avg Val kg Glu Ala lie Arg Val 

275 	280 	285 
Ser Lys lie Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg fie Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gln Asp Giu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lie 

325 	330 	335 
Val Ile Trp Gly Thy Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Asn Tyr Met Giu Thy Ile Leu Asn Pro Tyr Ile Ile Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gln Val Leu Cys Gin Glu Gin 

370 	375 	380 
Gly Val Cys Ile Arg Lys Asn Trp Asn Ser Ser.  Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala lie Gin Leu Glu Lys Gly Giy Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thy Leu Glu Asp Leu Giu Gln Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp 
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435 	440 	445 

Val Lys Asp Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys 
450 	455 	460 

Ile Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lie 
465 	470 	475 	480 

<210> 45 
<211> 481 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> sHuPH2O precursor 1-481 

<400> 45 
Met Gly Val Leu Lys Phe Lys His lie Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Gly Val Ser Gln Ile Val Phe Thr Phe Leu Leu lie Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val Ile Pro Asn Val Pro 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg 
65 	70 	75 	80 
lie Asn Ala Thr Giy Gin Gly Val Thr lie Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr Ile Asp Ser Ile Thr Gly Val Thr Val Asn Gly 

100 	105 	110 
Gly lie Pro Gln Lys lie Ser Leu Gln Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 

130 	135 	140 
Ile Asp Trp Glu Giu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gin Asn 

165 	170 	175 
Val Gin Leu Ser Leu Thr Glu Aia Thr Glu Lys Ala Lys Gin Glu Phe 

180 	185 	190 
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Trp Giy Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Gly Ser Cys Phe Asn 
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225 	230 	235 	240 
Val Glu lie Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Giu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser Ile Tyr Leu Asn Thr Gin Gin Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Giu Ala Ile Arg Val 

275 	280 	285 
Ser Lys lie Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg Ile Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Giy Glu Thr Val Ala Leu Gly Ala Ser Gly lie 

325 	330 	335 
Val lie Trp Gly Thr Leu Ser Ile Met Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Asn Tyr Met Giu Thr lie Leu Asn Pro Tyr Ile lie Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gin 

370 	375 	380 
Gly Val Cys Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala Ile Gin Leu Glu Lys Gly Giy Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys 

450 	455 	460 
Ile Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lie 
465 	470 	475 	480 
Phe 

<210> 46 
<211> 483 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> sHuPH2O precursor 1-483 

<400> 46 
Met Gly Val Leu Lys Phe Lys His lie Phe Phe Arg Ser Phe Val Lys 
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1 	5 	10 	15 
Ser Ser Gly Val Ser Gln Ile Val Phe Thr Phe Leu Leu Ile Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro 

35 	40 	45 
Phe Leo Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leo Gly Lys Phe 

50 	55 	60 
Asp Giu Pro Leo Asp Met Ser Leo Phe Ser Phe Ile Gly Ser Pro Arg 
65 	70 	75 	80 
Ile Asn Ala Thr Gly Gin Gly Val Thr Ile Phe Tyr Val Asp Arg Leo 

85 	90 	95 
Gly Tyr Tyr Pro Tyr lie Asp Ser lie Thr Gly Val Thr Val Asn Gly 

100 	105 	110 
Giy Ile Pro Gin Lys Ile Ser Leo Gin Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp Ile Thr Phe Tyr Met Pro Val Asp Asn Leo Gly Met Ala Val 

130 	135 	140 
Ile Asp Trp Giu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser lie Glu Leo Val Gin Gln Gin Asn 

165 	170 	175 
Val Gin Leo Ser Leo Thr Giu Ala Thr Glu Lys Ala Lys Gin Glu Phe 

180 	185 	190 
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys 

195 	200 	205 
Leo Leo Arg Pro Asn His Leu Trp Gly Tyr Tyr Leo Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Giy Tyr Asn Gly Ser Cys Phe Asn 
225 	230 	235 	240 
Val Giu lie Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser 

245 	250 	255 
Thr Ala Leo Tyr Pro Ser lie Tyr Leo Asn Thr Gin Gin Ser Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val 

275 	280 	285 
Ser Lys Ile Pro Asp Ala Lys Ser Pro Leo Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg lie Val Phe Thr Asp Gin Val Leo Lys Phe Leu Ser Gin Asp Giu 
305 	310 	315 	320 
Leo Val Tyr Thr Phe Giy Giu Thr Val Ala Leo Gly Ala Ser Gly Ile 

325 	330 	335 
Val lie Tip Gly Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leo Leu Asp Asn Tyr Met Glu Thr Ile Leo Asn Pro Tyr lie Ile Asn 

355 	360 	365 
Val Thr Leo Ala Ala Lys Met Cys Ser Gin Val Leo Cys Gin Giu Gin 
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370 	375 	380 

Gly Val Cys Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala Ile Gin Leu Glu Lys Gly Giy Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys 

450 	455 	460 
Ile Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin Ile 
465 	470 	475 	480 
Phe Tyr Asn 

<210> 47 
<211> 432 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> sHuPH2O mature 36-467 

<400> 47 
Leu Asn Phe Arg Ala Pro Pro Val Ile Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 
Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe Asp Glu Pro 

20 	25 	30 
Leu Asp Met Ser Leu Phe Ser Phe Ile Giy Ser Pro Arg Ile Asn Ala 

35 	40 	45 
Thr Gly Gln Gly Val Thr Ile Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 

50 	55 	60 
Pro Tyr Ile Asp Ser Ile Thr Gly Val Thr Val Asn Gly Gly Ile Pro 
65 	70 	75 	80 
Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp Ile 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val Ile Asp Trp 

100 	105 	110 
Glu Giu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Val 

115 	120 	125 
Tyr Lys Asn Arg Ser Ile Giu Leu Val Gin Gin Gin Asn Val Gln Leu 

130 	135 	140 
Ser Leu Thr Giu Ala Thr Giu Lys Ala Lys Gln Glu Phe Glu Lys Ala 
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145 	150 	155 	160 
Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys Leu Leu Arg 

165 	170 	175 
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 

180 	185 	190 
His Tyr Lys Lys Pro Gly Tyr Asn Giy Ser Cys Phe Asn Val Glu Ile 

195 	200 	205 
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu 

210 	215 	220 
Tyr Pro Ser Ile Tyr Leu Asn Thr Gin Gln Ser Pro Val Ala Ala Thr 
225 	230 	235 	240 
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val Ser Lys lie 

245 	250 	255 
Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr Arg lle Val 

260 	265 	270 
Phe Thr Asp Gin Vai Leu Lys Phe Leu Ser Gln Asp Glu Leu Val Tyr 

275 	280 	285 
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly Ile Val lie Trp 

290 	295 	300 
Gly Thr Leu Ser lie Met kg Ser Met Lys Ser Cys Leu Leu Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr lie lie Asn Val Thr Leu 

325 	330 	335 
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gln Glu Gin Gly Val Cys 

340 	345 	350 
Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp 

355 	360 	365 
Asn Phe Ala Ile Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly 

370 	375 	380 
Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys Phe Tyr Cys 
385 	390 	395 	400 
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Val Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys lie Asp Ala 

420 	425 	430 

<210> 48 
<211> 448 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> sHuPH2O mature 36-483 
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<400> 48 
Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro Phe Leu Trp 
1 	5 	10 	15 

Ala Trp Asn Ala Pro Ser Giu Phe Cys Leu Gly Lys Phe Asp Glu Pro 
20 	25 	30 

Leu Asp Met Ser Leu Phe Ser Phe Ile Giy Ser Pro Arg Ile Asn Ala 
35 	40 	45 

Thr Giy Gin Gly Val Thr Ile Phe Tyr Val Asp Arg Leu Gly Tyr Tyr 
50 	55 	60 

Pro Tyr lie Asp Ser lle Thr Gly Val Thr Val Asn Giy Gly Ile Pro 
65 	70 	75 	80 
Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys Lys Asp Ile 

85 	90 	95 
Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val lie Asp Trp 

100 	105 	110 
Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro Lys Asp Vai 

115 	120 	125 
Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gin Asn Val Gln Leu 

130 	135 	140 
Ser Leu Thr Glu Ala Thr Glu Lys Ala Lys Gin Glu Phe Glu Lys Ala 
145 	150 	155 	160 
Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys Leu Leu Arg 

165 	170 	175 
Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys Tyr Asn His 

180 	185 	190 
His Tyr Lys Lys Pro Giy Tyr Asn Gly Ser Cys Phe Asn Val Glu Ile 

195 	200 	205 
Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser Thr Ala Leu 

210 	215 	220 
Tyr Pro Ser lie Tyr Leu Asn Thr Gin Gin Ser Pro Val Ala Ala Thr 
225 	230 	235 	240 
Leu Tyr Val Arg Asn Arg Val Arg Glu Ala lie Arg Val Ser Lys Ile 

245 	250 	255 
Pro Asp Ala Lys Sec Pro Leu Pro Val Phe Ala Tyr Thr Arg Ile Val 

260 	265 	270 
Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu Leu Val Tyr 

275 	280 	285 
Thr Phe Gly Glu Thr Val Ala Leu Gly Ala Ser Gly lie Val lie Trp 

290 	295 	300 
Giy Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu Leu Leu Asp 
305 	310 	315 	320 
Asn Tyr Met Glu Thr Ile Leu Asn Pro Tyr Ile lie Asn Val Thr Leu 

325 	330 	335 
Ala Ala Lys Met Cys Ser Gin Val Leu Cys Gin Glu Gln Gly Val Cys 

340 	345 	350 
lie Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Leu Asn Pro Asp 

Page 75 



3058SEQ.PC1.TXT 
355 	360 	365 

Asn Phe Ala lie Gin Leu Glu Lys Gly Gly Lys Phe Thr Val Arg Gly 
370 	375 	380 

Lys Pro Thr Leu Glu Asp Leu Glu Gin Phe Ser Glu Lys Phe Tyr Cys 
385 	390 	395 	400 
Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp Va! Lys Asp 

405 	410 	415 
Thr Asp Ala Val Asp Val Cys Ile Ala Asp Gly Val Cys lie Asp Ala 

420 	425 	430 
Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gin lie Phe Tyr Asn 

435 	440 	445 

<210> 49 
<211> 1446 
<212> DNA 
<213> Homo sapiens 

<220> 
<223> DNA encoding soluble rHuPH2O "precursor' 

<400> 49 
atgggagtgc taaaattcaa gcacatcttt ttcagaagct ttgttaaatc aagtggagta 60 
tcccagatag ttttcacctt ccttctgatt ccatgttgct tgactctgaa tttcagagca 120 
cctcctgtta ttccaaatgt gcctttcctc tgggcctgga atgccccaag tgaattttgt 180 
cttggaaaat ttgatgagcc actagatatg agcctcttct ctttcatagg aagcccccga 240 
ataaacgcca ccgggcaagg tgttacaata ttttatgttg atagacttgg ctactatcct 300 
tacatagatt caatcacagg agtaactgtg aatggaggaa tcccccagaa gatttcctta 360 
caagaccatc tggacaaagc taagaaagac attacatttt atatgccagt agacaatttg 420 
ggaatggctg ttattgactg ggaagaatgg agacccactt gggcaagaaa ctggaaacct 480 
aaagatgttt acaagaatag gtctattgaa ttggttcagc aacaaaatgt acaacttagt 540 
ctcacagagg ccactgagaa agcaaaacaa gaatttgaaa aggcagggaa ggatttcctg 600 
gtagagacta taaaattggg aaaattactt cggccaaatc acttgtgggg ttattatctt 660 
tttccggatt gttacaacca tcactataag aaacccggtt acaatggaag ttgcttcaat 720 
gtagaaataa aaagaaatga tgatctcagc tggttgtgga atgaaagcac tgctctttac 780 
ccatccattt atttgaacac tcagcagfict cctgtagctg ctacactcta tgtgcgcaat 840 
cgagttcggg aagccatcag agtttccaaa atacctgatg caaaaagtcc acttccggtt 900 
tttgcatata cccgcatagt ttttactgat caagttttga aattcctttc tcaagatgaa 960 
cttgtgtata catttggcga aactgttgct ctgggtgctt ctggaaftgt aatatgggga 1020 
accctcagta taatgcgaag tatgaaatct tgcttgctcc tagacaatta catggagact 1080 
atactgaatc cttacataat caacgtcaca ctagcagcca aaatgtgtag ccaagtgctt 1140 
tgccaggagc aaggagtgtg tataaggaaa aactggaatt caagtgacta tcttcacctc 1200 
aacccagata attttgctat tcaacttgag aaaggtggaa agttcacagt acgtggaaaa 1260 
ccgacacttg aagacctgga gcaattttct gaaaaatttt attgcagctg ttatagcacc 1320 
ttgagttgta aggagaaagc tgatgtaaaa gacactgatg ctgttgatgt gtgtattgct 1380 
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gatggtgtct gtatagatgc ttttctaaaa cctcccatgg agacagaaga acctcaaatt 1440 
ttctac 	 1446 

<210> 50 
<211> 509 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> PH2O variant P48A 

<400> 50 
Met Gly Val Leu Lys Phe Lys His Ile Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Gly Val Ser Gin lie Val Phe Thr Phe Leu Leu Ile Pro Cys 

20 	25 	30 
Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val Ile Pro Asn Val Ala 

35 	40 	45 
Phe Leu Tip Ala Tip Asn Ala Pro Ser Giu Phe Cys Leu Giy Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg 
65 	70 	75 	80 
Ile Asn Ala Thr Gly Gin Giy Val Thr Ile Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr lie Asp Ser Ile Thr Giy Val Thr Val Asn Gly 

100 	105 	110 
Gly lie Pro Gin Lys Ile Ser Leu Gin Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Gly Met Ala Val 

130 	135 	140 
lie Asp Trp Giu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gln Asn 

165 	170 	175 
Val Gin Leu Ser Leu Thr Giu Ala Thr Glu Lys Ala Lys Gln Giu Phe 

180 	185 	190 
Glu Lys Ala Gly Lys Asp Phe Leu Val Giu Thr lie Lys Leu Gly Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Gly Tyr Asn Giy Ser Cys Phe Asn 
225 	230 	235 	240 
Val Glu lie Lys Arg Asn Asp Asp Leu Ser Trp Leu Trp Asn Glu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser lie Tyr Leu Asn Thr Gln Gin Ser Pro Val 

260 	265 	270 
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Ala Ala Thr Lea Tyr Val Arg Asn Arg Val Arg Glu Ala Ile Arg Val 

275 	280 	285 
Ser Lys lie Pro Asp Ala Lys Ser Pro Lea Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg Ile Val Phe Thr Asp Gln Val Lea Lys Phe Lea Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Gly Glu Thr Val Ala Lea Gly Ala Ser Giy lie 

325 	330 	335 
Val Ile Trp Giy Thr Lea Ser Ile Met kg Ser Met Lys Ser Cys Lea 

340 	345 	350 
Lea Lea Asp Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr lie Ile Asn 

355 	360 	365 
Val Thr Lea Ala Ala Lys Met Cys Ser Gin Val Lea Cys Gin Giu Gin 

370 	375 	380 
Gly Val Cys Ile Arg Lys Asn Trp Asn Ser Ser Asp Tyr Leu His Lea 
385 	390 	395 	400 
Asn Pro Asp Asn Phe Ala Ile Gln Lea Giu Lys Gly Gly Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thr Leu Glu Asp Lea Glu Gin Phe Ser Giu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Lea Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Vai Cys Ile Ala Asp Gly Val Cys 

450 	455 	460 
Ile Asp Ala Phe Lea Lys Pro Pro Met Glu Thr Glu Glu Pro Gln lie 
465 	470 	475 	480 
Phe Tyr Asn Ala Ser Pro Ser Thr Lea Ser Ala Thr Met Phe Ile Val 

485 	490 	495 
Ser Ile Lea Phe Lea Ile Ile Ser Ser Val Ala Ser Lea 

500 	505 

<210> 51 
<211> 509 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> precursor PH2O variant L499W 

<400> 51 
Met Gly Val Lea Lys Phe Lys His Ile Phe Phe Arg Ser Phe Val Lys 
1 	5 	10 	15 
Ser Ser Gly Vai Ser Gin Ile Val Phe Thr Phe Lea Lea Ile Pro Cys 

20 	25 	30 
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Cys Leu Thr Leu Asn Phe Arg Ala Pro Pro Val lie Pro Asn Val Pro 

35 	40 	45 
Phe Leu Trp Ala Trp Asn Ala Pro Ser Glu Phe Cys Leu Gly Lys Phe 

50 	55 	60 
Asp Glu Pro Leu Asp Met Ser Leu Phe Ser Phe lie Gly Ser Pro Arg 
65 	70 	75 	80 
Ile Asn Ala Thr Gly Gln Gly Val Thr Ile Phe Tyr Val Asp Arg Leu 

85 	90 	95 
Gly Tyr Tyr Pro Tyr Ile Asp Ser lie Thr Gly Val Thr Val Asn Gly 

100 	105 	110 
Gly Ile Pro Gin Lys lie Ser Leu Gin Asp His Leu Asp Lys Ala Lys 

115 	120 	125 
Lys Asp lie Thr Phe Tyr Met Pro Val Asp Asn Leu Giy Met Ala Val 

130 	135 	140 
lie Asp Trp Glu Glu Trp Arg Pro Thr Trp Ala Arg Asn Trp Lys Pro 
145 	150 	155 	160 
Lys Asp Val Tyr Lys Asn Arg Ser Ile Glu Leu Val Gin Gin Gin Asn 

165 	170 	175 
Val Gin Leu Sec Leu Thr Giu Ala Thr Glu Lys Ala Lys Gin Glu Phe 

180 	185 	190 
Glu Lys Ala Gly Lys Asp Phe Leu Val Glu Thr Ile Lys Leu Gly Lys 

195 	200 	205 
Leu Leu Arg Pro Asn His Leu Trp Gly Tyr Tyr Leu Phe Pro Asp Cys 

210 	215 	220 
Tyr Asn His His Tyr Lys Lys Pro Giy Tyr Asn Gly Ser Cys Phe Asn 
225 	230 	235 	240 
Val Glu Ile Lys Arg Asn Asp Asp Leu Ser Trp Leu Tip Asn Giu Ser 

245 	250 	255 
Thr Ala Leu Tyr Pro Ser Ile Tyr Leu Asn Thr Gin Gln Ser.  Pro Val 

260 	265 	270 
Ala Ala Thr Leu Tyr Val Arg Asn Arg Val Arg Giu Ala Ile Arg Val 

275 	280 	285 
Ser Lys Ile Pro Asp Ala Lys Ser Pro Leu Pro Val Phe Ala Tyr Thr 

290 	295 	300 
Arg Ile Val Phe Thr Asp Gin Val Leu Lys Phe Leu Ser Gin Asp Glu 
305 	310 	315 	320 
Leu Val Tyr Thr Phe Giy Glu Thr Val Ala Leu Giy Ala Ser Gly Ile 

325 	330 	335 
Val Ile Trp Giy Thr Leu Ser lie Met Arg Ser Met Lys Ser Cys Leu 

340 	345 	350 
Leu Leu Asp Asn Tyr Met Glu Thr lie Leu Asn Pro Tyr lie Ile Asn 

355 	360 	365 
Val Thr Leu Ala Ala Lys Met Cys Ser Gln Val Leu Cys Gin Glu Gin 

370 	375 	380 
Gly Val Cys Ile Arg Lys Asn Tip Asn Sec Ser Asp Tyr Leu His Leu 
385 	390 	395 	400 
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Asn Pro Asp Asn Phe Ala Ile Gln Leu Glu Lys Gly Gly Lys Phe Thr 

405 	410 	415 
Val Arg Gly Lys Pro Thr Leu Giu Asp Leu Glu Gin Phe Ser Giu Lys 

420 	425 	430 
Phe Tyr Cys Ser Cys Tyr Ser Thr Leu Ser Cys Lys Glu Lys Ala Asp 

435 	440 	445 
Val Lys Asp Thr Asp Ala Val Asp Val Cys lie Ala Asp Gly Val Cys 

450 	455 	460 
lie Asp Ala Phe Leu Lys Pro Pro Met Glu Thr Glu Glu Pro Gln lie 
465 	470 	475 	480 
Phe Tyr Asn Ala Ser Pro Ser Thr Leu Ser Ala Thr Met Phe lie Val 

485 	490 	495 
Ser lie Trp Phe Leu lie He Ser Ser Val Ala Ser Leu 

500 	505 

<210> 52 
<211> 6630 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> HZ24 vector 

<400> 52 
tcaatattgg ccattagcca tattattcat tggttatata gcataaatca atattggcta 60 
ttggccattg catacgttgt atctatatca taatatgtac atttatattg gctcatgtcc 120 
aatatgaccg ccatgttggc attgattatt gactagttat taatagtaat caattacggg 180 
gtcattagtt catagcccat atatggagtt ccgcgttaca taacttacgg taaatggccc 240 
gcctggctga ccgcccaacg acccccgccc attgacgtca ataatgacgt atgttcccat 300 
agtaacgcca atagggactt tccattgacg tcaatgggtg gagtatttac ggtaaactgc 360 
ccacttggca gtacatcaag tgtatcatat gccaagtccg ccccctattg acgtcaatga 420 
cggtaaatgg cccgcctggc attatgccca gtacatgacc ttacgggact ttcctacttg 480 
gcagtacatc tacgtattag tcatcgctat taccatggtg atgcggtttt ggcagtacac 540 
caatgggcgt ggatagcggt ttgactcacg gggatttcca agtctccacc ccattgacgt 600 
caatgggagt ttgttttggc accaaaatca acgggacttt ccaaaatgtc gtaataaccc 660 
cgccccgttg acgcaaatgg gcggtaggcg tgtacggtgg gaggtctata taagcagagc 720 
tcgtttagtg aaccgtcaga tcactagaag ctttattgcg gtagtttatc acagttaaat 780 
tgctaacgca gtcagtgctt ctgacacaac agtctcgaac ttaagctgca gaagttggtc 840 
gtgaggcact gggcaggtaa gtatcaaggt tacaagacag gtttaaggag accaatagaa 900 
actgggcttg tcgagacaga gaagactctt gcgtttctga taggcaccta ttggficftac 960 
tgacatccac tttgcctttc tctccacagg tgtccactcc cagttcaatt acagctctta 1020 
aggctagagt acttaatacg actcactata ggctagcatg ggagtgctaa aattcaagca 1080 
catctttttc agaagctttg ttaaatcaag tggagtatcc cagatagttt tcaccttcct 1140 
tctgattcca tgttgcttga ctctgaattt cagagcacct cctgttattc caaatgtgcc 1200 
tttcctctgg gcctggaatg ccccaagtga attttgtctt ggaaaatttg atgagccact 1260 
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3058SEQ.PC1.TXT 

<210> 53 
<211> 186 
<212> PRT 
<213> Mus musculus 

<220> 
<223> dihydrofoiate reductase 

<400> 53 
Val Arg Pro Leu Asn Cys Ile Val Ala Val Ser Gin Asn Met Giy lie 
1 	5 	10 	15 
Gly Lys Asn Gly Asp Leu Pro Trp Pro Pro Leu Arg Asn Glu Phe Lys 

20 	25 	30 
Tyr Phe Gin Arg Met Thr Thr Thr Ser Ser Val Glu Gly Lys Gin Asn 

35 	40 	45 
Leu Val Ile Met Gly Arg Lys Thr Trp Phe Ser lie Pro Glu Lys Asn 

50 	55 	60 
Arg Pro Leu Lys Asp Arg Ile Asn Ile Val Leu Ser Arg Glu Leu Lys 
65 	70 	75 	80 
Glu Pro Pro Arg Gly Ala His Phe Leu Ala Lys Ser Leu Asp Asp Ala 

85 	90 	95 
Leu Arg Leu Ile Giu Gln Pro Glu Leu Ala Ser Lys Val Asp Met Val 

100 	105 	110 
Tip Ile Val Gly Giy Ser Ser Val Tyr Gin Glu Ala Met Asn Gin Pro 

115 	120 	125 
Gly His Leu Arg Leu Phe Val Thr Arg Ile Met Gin Glu Phe Giu Ser 

130 	135 	140 
Asp Thr Phe Phe Pro Giu Ile Asp Leu Gly Lys Tyr Lys Leu Leu Pro 
145 	150 	155 	160 
Glu Tyr Pro Gly Val Leu Ser Glu Val Gln Glu Glu Lys Gly Ile Lys 

165 	170 	175 
Tyr Lys Phe Glu Val Tyr Giu Lys Lys Asp 

180 	185 

<210> 54 
<211> 6 
<212> PRT 
<213> HisArtificial Sequence 

<220> 
<223> His tag 

<400> 54 
His His His His His His 

Page 83 



V8 ged 
0934 eeee6616oe Aeoeollbe ee6606eee 6e6ponol mobTille  ele6e000n 
00Z 4 oPpeopl eide615eeo pe661oee eee66eelq 64615e6bee o6e6.6eoo6T 

0N11 1106iEnoi 6e1616ine eoo6eo5eio eoeol6ono Teeleoeip oTee6Toele 
0904 19e5e661eo epeoe6e1 ool06 o61 lowee61q 6ee5o6leel el6eopoos 

OZOL e6656Telee 16llee6610 11o6T666p lo6116Toee e6o6511Teo ele1616110 
096 ee5126eeol omoope  e511416eeo 1261ae111116geob000 ageo6;11 

006 116600lloe oolBenego 61e6poele enooffi6e 6eoleoo6ee 666q6e6o 
Ot9 leso5o6A elopeoeio 61o6ei6loo p6eo6eol oeon6llie Illeooleoo 

08L oeffioio6i oc06eee61e e66164661o6eolow6i e6leee6eee eeleee6q6 
OZL leeop6p 6n66moe 1166000eee 6eelepeoi, eooeuoq6 ne6530111. 
099 1Tolellell 65661611oe oweeoo66o poelleen 665peeei. eloe6e6,215 

009 6Toon1e66 ee666Bo66e eee6Tilee6 eneeeco6e ee6e6peoo 66e6eoeop 
0t9 46ellonoe 161eneon o624.6511 ee611e1oT6 6elee6noe ale6ese 

Mt loone66p eee6en666 poe000eoe 661ee6ee66 610e51Tell, 610661E06 
OZt 6liTeeoe6e 16eo06lew Imeoep oebeedeel obeeeoe651. owooe6no 
OK e1100110 ee6e00000i ee66e661ee 616Ton16e 56eoeoieeo ne6eleoq 

008 looleioelo 66iloe6eie 6B6Tell1l eleeoen61 56no66600 eoo6oeeele 
OtZ e6090006ee 66eleollio 104010°6e  6mie6eloe oo6e61e64 mee6640 

094 16111M61 bee00006p e66100666; oloowo6 i6wee0011 elle1oupo 
OZ 4 eo6e5eoni ee6ploe61106116.1eoo ge6piloo gooe04111 beiebe000l 

09 e16e6616ee oleeen6111o6egeog  illoieoeo6  eeolleeeel o616e6561e 
99 <00t> 

eouenbes vi\Nw Z U90 <CZZ> 
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sue!des owoH <£4Z> 
VNQ <Z 4Z> 
ett 4 < 4 I.Z> 

99 <04Z> 

9 	4 
ski dsv dsv dsv dsv ski iiti dsV 

99 <Mt> 

5e1 6eld <EZZ> 
<OZZ> 

eouenbas le!0!4!PV <CLZ> 
12:10 <Z 4Z> 

9 <1.4Z> 
99 <0 I.Z> 

9 	4 
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3058S EQ.PC1.TXT 
ccgacacttg aagacctgga gcaattttct gaaaaatttt attgcagctg ttatagcacc 1320 
ttgagttgta aggagaaagc tgatgtaaaa gacactgatg ctgttgatgt gtgtattgct 1380 
gatggtgtct gtatagatgc ttttctaaaa cctcccatgg agacagaaga acctcaaatt 1440 
ttctactga 	 1449 
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