
It is intended to provide a method for extracting a
highly expressed organ- or tissue-specific gene
comprising the steps of: (1) measuring the expression
level of a given gene group for each organ or tissue
in two or more individuals; (2) obtaining (a) a
minimal value of the expression level in a specified
organ or tissue in all individuals, and (b) a maximal
value of the expression level in other organs or
tissues in all individuals for each gene; and (3)
extracting the gene as a highly expressed gene
specific to the specified organ or tissue in the case
where the ratio of (a)/(b) is larger than 1.
According to the invention, a gene truly specific to
an organ or tissue can be extracted. 


