PCT/US2017/068320

WO 2018/119447

1/84

FIG. 1



PCT/US2017/068320

WO 2018/119447

2/84

FIG. 2



WO 2018/119447 PCT/US2017/068320

3/84

FIG. 3A

FIG. 38

FIG. 3C

FIG. 3D

FIG. 3E

FIG. 3F




PCT/US2017/068320

WO 2018/119447

4/84

FIG. 4



PCT/US2017/068320

WO 2018/119447

5/84

4
v g
@y

[#]
w4
%

N
o

S

Bont o
Bz TR

NNann s

it

SN
o Non

o

A Ny

-

a0

e
s

g

o s
3 %
Py, B3
F: % 4
3 IS
M -
3 3
% 2
k z
rs
b
P
£
r's
7
s
W %
L Pra
W e
o prd
N P
R
e,
‘s
.J.\
- "
b
% =
k3ed -
8% periirg a.
o B
y Z
v K
3 3
Pt ;
1 IS
7 £
4 E 4
£ ; e
z P
P
k2
7
#
s
o
g s )
bt s I
P13 e I
i w

FIG. 5



WO 2018/119447

6/84

Sort, Quantiy and
dilute viabls celis
&

Partition cells with havrcods
Bearing oligo beads
Sl

¥

{yse cells and release

§§?§,§'§2§3~{§ B

nRNS p@i\g & Caplurs
508

¥ strand wﬂ*&@wm with
Rawsrse transoriplass
5180

Araplity transoriptsfbarcodes

613

fisan-up
14

SequenesfQuantity

FIG. 6

PCT/US2017/068320



WO 2018/119447 PCT/US2017/068320
7184

FIG. 7



111111111111

FIG. 8



WO 2018/119447

p

9/84

PCT/US2017/068320

X N
S 220
S
R
A
L]

2
5
3

%

QAR N et et e et
: T i

Q52

NI

IR Ch Y

028

H Q(i} ¥

254

3,
s
e

L1 IR0 IRIGIRIAL

£
[
52

SRR R D

Q5%

ESEE

I T Y

1

QI8 15321 w3 i

FIG. SA



PCT/US2017/068320

10/84

3

TSGR

3

5

WO 2018/119447
L a0

o @ 7 o

85 1% B o by A

e o f W\M £ L
MJ\

“t g @ 4 P
N\)PM Py H N\)vM pre m
2N : N
: ot S .
ks M\).. 2
Zhes ki
o N
GRS e
] o
Ea G u oyl iny
% ok o ped rd i it
S D Ve 813 : 1%
P & = b
& 2 D 5 o hea
S o $rmmmry omremmk pmmred
P o o 2 oy e
e 4 7 o P i
L4 ok o 7 i ntier
! r g g g
M& WM b 5 | st
& ¥ 2 o it
g ey
2 % it auiing
LR ] Ao o i

{38

FIG. 9B

AR

X
Ev

RN




WO 2018/119447 PCT/US2017/068320
11/84

e & a8t
e, 920 |
‘%’5 3

A .
$te R
\Q‘&? 3
\Qﬁ{\

T P
U SOR | 912 1810 I INRIE Y

B3
G2
Qe AR

i
[

LOOR I 21 RN RIGInIA )

1S Bininisingg b

ST oL g

b
[«
%

R I L R B T a— RSP

FIG. 9C



WO 2018/119447 PCT/US2017/068320
12/84

s
)

53
g

Wie £ .
s ™%
T3 AR o E*\Ga&rss 1

I RREHGEMAEY S8 o '

%
[,
s

HEEE N s T
P TR TIRRIE {1

| J08

et
w3
f

U838 (GRS 3y
N

mipd
489

ary
R R R
R R R RRE

543
f:.'3
[v e
24
e
Yk
e
pats
o
45
M
&
(2
P
G
W
b
o
54
(R X
Pk
0
Y
o3

FIG. 9D



WO 2018/119447 PCT/US2017/068320
13/84

484
e Q38 ’
e 20
A
e, %
. «.Q X

T ARARA, g o paing ot
RGN O I a il

[GE

ERRTRIEIOISI LY,
CR TS R

FIG. O9E



WO 2018/119447 PCT/US2017/068320
14/84

PR

1068

G20 | AR08 | S 136 i EEEA I

¥ PR L
3 A5 1056
- 1020

53

L
e N

e e, X
Y SA&AR, % . &

R R RN M N S SR

Uy, 1082
N
W
gy
T SSASS

TO201T008 1012 FOT0HOT6 01 g
T

NSO Eanw 1054
ORI R G DRI LT ET

0RO AT O EaL 1056
HOUS Hel2 RN Eeisn

SR TR RN eI

VLR RS TR ORI R AP LS ORR 13038 Tl

*

LS LRGBS IO R AR

FIG. 10



WO 2018/119447 PCT/US2017/068320

15/84

1104

{ R i e I ERN L

1138

i

(s

i
$5

i

IR RN I G LR N L IS RN AABLASRERER

NI
TRITETTTYYY

fuke
b
11
5

13148

s e s SASLSASEASA
TITTEITIETY

T

o
L

vy 75

9]

Y

y
1132

FIG. 11




WO 2018/119447

PCT/US2017/068320
16/84
1205 0 L G O T N V-
§

FIG. 12A

FIG. 12B



WO 2018/119447 PCT/US2017/068320
17/84

FIG. 13A

FIG. 13B

o

FIG. 13C



PCT/US2017/068320
18/84

WO 2018/119447

B s S5 s 4k

D 0esissy;

%

i

Amphficatk

Paasd
£

FIG. 14A

5400 ealls
R

=
ot i s
o b o e
% : -
s 7 .
s ’ o ¥ :
) ¥y o :
Pz ] e “
v BB :
mtxm.c 7 :
55 ’ 7,
’ i b de s e e o de e W 4w R ‘. 2
, " g
B B3
s ) .
77 ‘.
St ke e
s i
B
% 2 v .
B »
7 © . .
$£73 b “ " E
i P
g 7 S “ 4
fied ) . -
Goosogrensssy M Fpoceaonarclpnsosfonocadpannatsnosductioty mx Gpocaoprosothracadss \\ foo

W 7 3 g
s o

.03t i

&

Lpvdes

FIG. 14B



WO 2018/119447 PCT/US2017/068320
19/84

30 ph priner

b
b4
b
b
b4
b

20 M primer

1.0 u primer

S N G e N A
HE A _ N N W E

FIG. 15



WO 2018/119447 PCT/US2017/068320
20/84

NN

FIG. 16



WO 2018/119447 PCT/US2017/068320
21/84

1730

171

1735
1740\
o\

| 1720

-~ 1733

1715

1710

FIG. 17



WO 2018/119447 PCT/US2017/068320
22/84

1808 | 1812 | 1810 ] 1816 |

g ; ;
1926 . [TR1D 13 fﬂ 1924 1850
L N RS ERR i
FTRFTFIRRI T FO00G Sii

19230
\
D W s i CORE LR B S

vvvvvv {1808[1812 1810 [1816]
5 e - T [ AG00 |S

o

15822

5 [1808[1812 IBID[I81E] 3
s cee N FITTITITET 5

1958

-5' [1808[I81Z[181C]I815] >

& cre - TR N 5
3 .
19232

FIG. 19



WO 2018/119447 PCT/US2017/068320
23/84

2000
N\

Providing a partition comprising a cell and at least one labeling agent,
wherein said at least one labeling agent is (1) capable of binding to a cell
surface feature of said cell and (1) 1s coupled to a reporter ohgonuclectide
comprising a nucleie acid barcode sequence that permus wdentification of
sald at least one labeling agent, wherem said partition comprises an anchor

In said partitton, synthesizing a nuclete acid molecule comprising at least a
portion of said nucleic acid barcode sequence or a complement thereofl

Subjecting said nucleie acid molecule to sequencing to identify said labeling
agent or said cell.

FIG. 20




WO 2018/119447
24/84

N
&

e

FIG. 21

PCT/US2017/068320

L



WO 2018/119447

PCT/US2017/068320
25/84

Saguencing

sl region

&
N i

o 3 (E
..................................... X A RAF

:gé ...........

Sequenchy

baredle SO BC ssDNA priming reges

s

e

Sequenceg
handle  10KBC ssDNAamnealing region

T — X

x 77777777777777777777777777777 g e s Q*

OR

Saquencing

pandle  S0nBC ssDNA priming region

Posssssmmssssssll : ZE :ﬂl{;{«

FIG. 22



PCT/US2017/068320

WO 2018/119447

26/84

L

i

CRUANE S

S BN

S

FIG. 23A

oSy,

FIG. 23B

e

AL

ER:

Rt

PR

i

s

FIG. 23C



PCT/US2017/068320

WO 2018/119447

27184

SHOEN

-
I
o R

O N PSR a0 J0
SGRT SR

&

3

i

TR N AN AN T

-,
T

o3

RS

N

N g

oo 4 i b
Pyt 4] A iy
& Ly “ A
£ € % b
% w1 s
1 7 o\ .

R
A
Fa

3

S
B
R

Faad

PN 2

o
SR
s

o

STAL

CTACK
T

3 s
S

FIG. 24



PCT/US2017/068320

WO 2018/119447

28/84

25

o

%

4

(3

FIG. 25A



WO 2018/119447 PCT/US2017/068320
29/84

2562

\ Barcoded Ada pter Oligo TTTTTTT

2560

FIG. 25B

Splint oligo(s): Assay Primers:

polyA-XXX = X'X’'X’ Analyte 1

polyA-YYY mmmmmmd Y'Y'Y’ Analyte 2

polyA-ZZZ ey 7’7’7’ Analyte 3

FIG. 25C



WO 2018/119447

PCT/US2017/068320
30/84

Rt W

R

R

s RN
§\- AR

ey,

3 RN A
T B

FIG. 26



PCT/US2017/068320

WO 2018/119447

31/84

Dalis

. 27A

FIG



PCT/US2017/068320

7

7

B

WO 2018/119447

32/84

g%

.27B

FIG



PCT/US2017/068320

WO 2018/119447

33/84

PS Scheme

SOOI

L OELLEELTOELEELOE

. 27C

FIG



WO 2018/119447 PCT/US2017/068320
34/84

R
N

AP AR,
R
REE R

FIG. 27D



WO 2018/119447 PCT/US2017/068320
35/84

T
R QN\\\\\N
L
\\.\\\..\\\\\Q.\\Q‘\\\

X
N
\\\\\\\\

FIG. 28

\\Q\\\\\\\\\\\\\‘ N

N
N
AP




WO 2018/119447 PCT/US2017/068320
36/84

FIG. 29



WO 2018/119447 PCT/US2017/068320
37/84

& e e A e e R A A
e
s

FIG. 30



WO 2018/119447 PCT/US2017/068320
38/84

¥
&
=
%
s
%
.

B B SR R e

R e S A T R e R WS S & A

B b

i R R
PR E RS Rt S T
¥ Sy

6@'9

FIG. 31



PCT/US2017/068320

WO 2018/119447
39/84

Prepare Single Osll pariitions
: gl
Hew ]
N
¥
TIIH

-
. s
i a
N

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, -
dic Sphitting $ tyse Col & Incubate gaes s
. Paresnis B &
%

Ea
2

¢ Slierofiu

ROR NN

fak

FIG. 32



WO 2018/119447 PCT/US2017/068320
40/84




WO 2018/119447 PCT/US2017/068320
41/84

=

FETE

TR TTTTT T

¥
g

AN

ol

QTEE

Rinsanassassnsanassassans®

NNl

FIG. 34



PCT/US2017/068320

WO 2018/119447

42/84

o3

%

w, ¢
% »
Bt

\\\

L

FIG. 35A



PCT/US2017/068320

WO 2018/119447

43/84

dG€ 'Ol

Tyes

AR
SIS

)

R

R

Sk

B R

AR

why




WO 2018/119447 PCT/US2017/068320
44784

| GEM-RT

FIG. 35C



WO 2018/119447 PCT/US2017/068320
45/84

Sy, S
Yl &

B

FIG. 36B



PCT/US2017/068320

WO 2018/119447

46/84

FIG. 37



WO 2018/119447 PCT/US2017/068320
47/84

&
N
\:\\\
X
N
S
3&:

B
o

I




WO 2018/119447 PCT/US2017/068320
48/84

~\\\\\\\\\

.

.............. \\\\

FIG. 39A



PCT/US2017/068320

WO 2018/119447

49/84

FIG. 39B



WO 2018/119447 PCT/US2017/068320
50/84

‘\\\\\\\ N

&

FIG. 40



WO 2018/119447 PCT/US2017/068320
51/84

Ex BB

FIG. 41



PCT/US2017/068320

WO 2018/119447

52/84




PCT/US2017/068320

WO 2018/119447

53/84

RN e

R
o

o SRR L s

B

e RN

A g e,
bust Gad il
B K&

FIG. 43



PCT/US2017/068320

WO 2018/119447

54/84

e,

4441

P

E A

4440

FIG. 44



WO 2018/119447 PCT/US2017/068320
55/84

FIG. 45B



| 2>

|0

WO 2018/119447

56/84

4602

PCT/US2017/068320

4604

\

Barcoded mRNA Oligo

4601

\ Barcoded gDNA Oligo

4603

TTTTTTT

NNNNNN

4605

Partition/Cell Barcode

DNA Sequence from mRNA

Partition/Cell Barcode

gDNA Sequence

FIG. 46A



WO 2018/119447 PCT/US2017/068320

57/84
4614
4612

\ Barcoded mRNA Oligo TTTTTTT

\Barcoded Antibody Oligo | TCGATAC

4613

4615

4611

4623

AGCTATG ! Antibody Barcode
////’
4624
A Partition/Cell Barcode ---- | DNA Sequence from mRNA
B Partition/Cell Barcode ---- | Antibody Barcode Sequence

FIG. 468



WO 2018/119447 PCT/US2017/068320
58/84

4652 4654
\ \

\ Barcoded mRNA Oligo TTTTTTT

\ Barcoded gDNA Oligo NNNNNN

4656 \ 4653 4655 4657

g

Barcoded Antibody Oligo |TCGATAC

4651 4 Barcoded CRISPROligo | ACTAGGC
4658 4659
A Partition/Cell Barcode _— DNA Sequence from mRNA
E Partition/Cell Barcode — gDNA Sequence
C Partition/Cell Barcode _— Antibody Barcode Sequence
D Partition/Cell Barcode ==== Sequence from CRISPR nucleic acid

FIG. 46C



WO 2018/119447 PCT/US2017/068320
59/84

4661 46<2
\
N Barcoded mRNA Oligo TTTTTTT

— (Barcoded gDNAOligo [NNNNNN

\ /
4663 4664

Barcoded Antibody Oligo | TCGATAC

/ AN

4665 4666

4660

FIG. 46D

4668 46<9

N Barcoded mRNA Oligo TTTTTTT

4670 4671

AN /

Barcoded Antibody Oligo | TCGATAC

,Barcoded CRISPROligo | ACTAGGC

4667 / \

4672 4673

FIG. 46E



WO 2018/119447 PCT/US2017/068320
60/84

=

R
N

FIG. 47A




WO 2018/119447

61/84

PCT/US2017/068320

Relative Band % (Coomassie gel)

1x 2X DBCO

Protein| DBCO 4x DBCO | 6x DBCO
MW G 1..5x 1x 1.5x | 2x [1-5xoligo| 1.5x oligo
(kDa) oligo oligo | oligo |oligo
155.6 7.0
117.6 4.6 20.1
85.0 2.8 4.6 6.9 20.3 21.2
70.0 1.6 2.9 4.0 7.7 5.4
58.2 329 | 46.6 | 45.8 |44.4 44.4 37.2
39.6| 100 67.1 | 49.0 | 46.7 | 44.7 23.0 9.1

FIG. 47B




Count Count

count
Q20,40 50 80 100

WO 2018/119447

62/84

Plot P03, ungated o Plot PO3, ungated
- - 1: 2937 only perd & FrotG-2xDBCO-1x0lige
Iy o :
~ L‘S;
i i %s
i I Y
3 S g
@ 153
@ ;
s i 23 L md LA oy 1 3 .
16" igs 100 107 10" 107 10v it g 107 16"
Green-8& Fluor.. {GRA-B-Hiog) Green-B Fluor.. {GRN-B-Hiog)
Plat £03, urlsgated gPiot P03, ungated
2 2: BR-CD47Ab i 5: Proti 2xDBCO-1.5x0Dlige
.. 4 .
fd =
ucl qoF o0
27 o g
o %
Ex 33
SRS P 2 TR B ONTS VAL 2 2 IS
WY 10t i 18" 107 gy 1t L 10f 10 i 107

s
C.

Green~B Féuar... {GRN-B-Hblog}
Plog P83, ungated

Green-~B Fluor... {GRN-B-HLog)

Slot POI, ungated

, 10
Green-B Fiuor,.. {GRN-B-Hiog)

197 107

Count
0,20 40 60 50 100

s
<

168

Greeﬁn’i Fhaor ., {GRN—B-HLQQ}

Count

Count

Count

PCT/US2017/068320

Plot PO3, ungated

o 7 PratG-4x0BLO-1.5x0lgo
=3 ;

Q‘ i
el {
=%

mw

Lo R L
10° w18t 107

Green-B Fluor... (GRN-B-+Log)
Plot P03, ungated

o &: ProtG-6xDBL0-1.5x0ligo
5 1

& a s
@ f

SS e Q.M 5 A
107 FICEEE T N 1 190 10

Green-B Fiuor.. {GRN-B-Hiog)
Plot PII3, u{)gated

éi 9: ProtG-4xDBCO oaly)
g‘.\; H SN ealic i

et
<

10 1 102 190 10°
Green-8 Fluor... {(GRN-B-Hiog)

10%



WO 2018/119447
63/84

Typical trace of transcriptome cDNA

PCT/US2017/068320

RS
&
2
435
A

Typical trace of transcriptome library

>
g
.,.,\\\\

20 3

FIG. 49A




WO 2018/119447

=i 293T only

64/84
" 1X DBCO

PCT/US2017/068320

SRETP R IN TR

e iencier G

4X DBCO

=1 TCO/mTet

SN

o Product Peak
Description Correted Area size (bp)
293T Cells only 11.0 -
protG-1x DBCO-1.5x oligo
+ CDATAD 178.4 184
protG-2x DBCO-2x oligo +
CDA7AD 120.5 184
protG-4x DBCO-1.5x oligo
+ CD47Ab 17.6 185
protG-6x DBCO-1.5x oligo
+ CD47Ab 32.4 184
protG-TCO/mtet-10x oligo
+ CD47Ab 4>.6 183
protG-oligo 5.0 -

FIG. 49B



WO 2018/119447 PCT/US2017/068320
65/84

\cracaceaceeTetT R1-TruSeq

TcacaTeTeTATAA R1-Nextera

FIG. 50A



WO 2018/119447 PCT/US2017/068320
66/84

Alpha
CTACACGACGCTCTTCCGATCTXXXXXXXGTXXXXXXKAN,4T3VN
GCGAGAAGGCTAGAXXXXXXXCAXXXXXXX

Beta
CTACACGACGCTCTTCCGATCTXXXXXXXCAXXXXXXAN 4T30VN
GCGAGAAGGCTAGAXXXXXXXGTXAXXXXX

Gamma
CTACACGACGCTCTTCCGATCTXXXXXXXAGXXXXXXXN 4T50VN
GCGAGAAGGCTAGAXXAXXXXT CXXXXXXX

Delta
CTACACGACGCTCTTCCGATCTXXXXXXXTCXXXXXXXN,5T4VN
GCGAGAAGGCTAGAXXXXXXXAGXXXXXXX

FIG. 50B

Alpha
GTCAGATGTGTATAAGAGACAGXXXXXXXGTXXXXXXXN,(GCTTCGTACGCGAAACTAGCGT
CACATATTCTCTGTCXXAXXXXXCAXXXXXXX
Beta
GTCAGATGTGTATAAGAGACAGXXXXXXXGTXXXXXXXN,,GCTTCGTACGCGAAACTAGCGT
CACATATTCTCTGTCXXXXXXXCAXXXXXXX
Gamma
GTCAGATGTGTATAAGAGACAGXXXXXXXGTXXXXXXKXN,,GCTTCGTACGCGAAACTAGCGT
CACATATTCTCTGTCXXXXXXXCAXXXXXXX
Delta
GTCAGATGTGTATAAGAGACAGXXXXXXXGTXXXXXXXN,(GCTTCGTACGCGAAACTAGCGT
CACATATTCTCTGTCXXXXXXXCAXXXXXXX

FIG. 50C



PCT/US2017/068320

WO 2018/119447

67/84

V1S ‘Dl
0TS

WNA-OYVYOLLLVOODDLOOYYDDLODOYDILOYOYLD O O YIVLVYYOVYYY ¢
DIDADILVY IV L LD LLINNNNNNNNNNNNNNNNNNNNNNNNN LD LYDOOLLOLODOYDOYOVYLD 4§

101S



WO 2018/119447

L0

»
b

R

68/84

Wi

PCT/US2017/068320

e

RT Enzyme 1

Control

TN

Extension
Products

RT Enzyme 2

$i
R
§ AW,

FIG. 51B



FIG. 52A



WO 2018/119447 PCT/US2017/068320

70/84
5206
' l | 5201
5207 5208 5209 5210
‘ 5 pR1 ‘ BC ‘UM”' Spacer rGrGrq .................................... » /
@ rrrnaEEEEEEREEEE A EREEEE | Spacer’ CCC I Ab BC’ I PCR handle 5F
5204 5203 5205
\ J
!
5202
Il
5226
A 5221
| 1
5227 22285229 5y3q 5232 N\
[ 5 pR1 |BC] UMI | Spacer rGrGrG |- mssummerssussmsssssssssssserssassnne > I Hyb handle 3’ _I_
O I Spacer CC C I Ab BC’ I PCR handle I Hyb handle’ 5,|
5224 5223 5225 5231
\ J
|
5222

FIG. 52B



A Ubds per Celi-Barcods

Call~Baroode

5

Avyg Libdls o

WO 2018/119447

600

400

230

SARTT

Mean UMl Counts by ABC Type

1000

=3
s

B

60D

an0

Totst

71/84

PCT/US2017/068320

Jurkat + CD47/CD99

.
<
<
‘_}
E
B
&
[=)
g
0 “t
o)
o
[=]

ARCGYC

T

[9)

"

G

AQY

Jurkat +

Jestad

P

o

H

{

{

{

{

{

3 2
zF °
&

5]
£
5
&
o
=3
L)

G.8

N

L)

Histogram of Total ABC~UMI's per Barcode

DB Cell Avg = 1212 {1488)
i W Other Avg = 12.8 (205826}

IngiUMI Gounts

CD47

Histogram ot Total ABC~UMf's per Barcode

#® Coll Avg = 606 {2536}
W Other Avg =185 (215917}

ag{LiMi Counts)

FIG. 53A




WO 2018/119447

£ 15

Brah ety
A e

PN RN s
e SRR InR Ahvel
R Jiach floaek s

(]

b

WY

BECh el WGl 7 MBS ol

By

el TSR BB rated (BN velln | BB o

wh

Y
a4}

W

EORL vt (1 BBE Yoo
Lo,

IR
RN
PR

W

BB eapt Bonlh, 505 B0

X

§ ®
o
A Oy AN
e =t
% ]
R P
§ h P
T R
’$ SR DS RO
indive) ‘g\\ z:g =
RS B
RS Bl bt
R PR
g oy
-
X
w1

S B

Sampla 1y 1Per Colf

Sarmple

FIG. 53B

PCT/US2017/068320



WO 2018/119447 PCT/US2017/068320

73184

FIG. 54

1

L

4




PCT/US2017/068320

WO 2018/119447

74/84

7

L et
B R

s

ot
AR 0 700222 i

R

AN

AR R AT

e

H [ ]
2, s iy i,
S G 7 e
b 45 s
P s orh

FIG. 55



WO 2018/119447 PCT/US2017/068320
75/84

FIG. 56A



WO 2018/119447 PCT/US2017/068320

7/6/84

5602
5601

\

| Spacer C C C | Peptide BC' | PCR handle |

5603 5604 5605

R 3
N

3

— 5607

!
5608

FIG. 56B



PCT/US2017/068320

WO 2018/119447

77184

£09G —

J95 Ol

809%

1099

\ ,

a|puey Y¥Od _ Ogapided | 00 0180BdS |armmmmuisrrnmmnusnrnnannnp
€] 9I0IO11006dS JINN] 09 | 1yd G |
G195 ¥19S ¢19S

€199

f \

1194




WO 2018/119447 PCT/US2017/068320
/8/84

5702

3’ -TACGTGGAACCTGGCGATTTCAAC-5"

5703 =

5701

FIG. 57A



PCT/US2017/068320

WO 2018/119447

79/84

4.5 'Old

T0LS
c0LS

/S —OYYOLLLYDODDLOOVYDDLDOVYL
€YY YOVY LV LYOOOOVDLLLVOVONNNNNNNNNNLI LYOODLLOLOD LD LOOYDVOLLOVODLOVDLIODL LOVVYYLODDOVYDILLOOYO - 45§

\ A A A J

L0LS 90LS S0LS 0.S

80.S

5709



WO 2018/119447 PCT/US2017/068320

80/84

FIG. 58A

: conjugate 0.25x

FIG. 58B



log(1 + Mean UMIs/Cell)

WO 2018/119447 PCT/US2017/068320

81/84

EBV-tetBC UMI Counts vs Clonotype Frequency
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EBV-tetBC UMI Counts vs Clonotype Frequency
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