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Pathway CDS in original expression construct 1051.0002 or 2102.0001 pCS-CFSD1-WPRE(new ori)

ATGAGGGGCATGAAGCTGCTGGGGGECTCTGCTGGCACTGGCCGCCCTACTGCAGGGGGCCGTETCCCTGAAGATCGCAGCCTTC
AACATCCAGACATTTGGGGAGACCAAGATGTCCAATGCCACCCTCGTCAGCTACATTGTGCAGATCCTGAGCCGCTATGACATC
GCCCTGGTCCAGGAGGTCAGAGACAGCCACCTGACTGCCATGEGCAAGCTGCTGGACAACCTCAATCAGGATGCACCAGACACC
TATCACTACGTGGTCAGTGAGCCACTGGGACGGAACAGCTATAAGGAGCGCTACCTGTTCGTGTACAGGCCTGACCAGGTGTCT
GCAGTGGACAGCTACTACTACGATGATGGCTGCGAGCCCTGCGGGAACGACACCTTCAACCGGGAGCCAGCCATTGTCAGGTTC
TTCTCCCGGTTCACAGAGGTCAGGGAGTTTGCCATTGTTCCCCTGCATGCGGCCCCGGGGGACGCAGTAGCCGAGATCGACGCT
CTCTATGACGTCTACCTGGATGTCCAAGAGAAATGGGGCTTGGAGGACGTCATGTTGATGGGCEGACTTCAATGCTGGCTGCAGC
TATGTGAGACCCTCCCAGTGETCATCCATCCGCCTATGGACAAGCCCCACCTTCCAGTGGCTEATCCCCGACAGCGCTGACACC
ACAGCTACACCCACCCACTGTGCCTATGACAGGATCGTGGTTGCAGGGATGCTGCTCCGAGGLCGCCGTTGTTCCCGACTCTGCT
CTTCCCTTTAACTTCCAGGCTGCCTATGGCCTGAGTGACCAACTGGCCCAAGCCATCAGTGACCACTATCCAGTGGAGGTGATG
CTGAAGTGA (SEQ ID NO:139)

FIG. 1A

Pathway CDS in original expression construct 1051.0002 or 2102.0001 pCS-CFSD1-WPRE(new ori)
(translated, 282 amino acids)

MRGMKLLGALLALAALLQGAVSLKIAAFNIQTFGETKMSNATLVSYIVQILSRYDIALVQEVRDSHLTAVGKLLDNLNQDAPDT
YHYVVSEPLGRNSYKERYLFVYRPDQVSAVDSYYYDDGCEPCGNDTFNREPAIVRFFSRFTEVREFAIVPLHAAPGDAVAEIDA
LYDVYLDVQEKWGLEDVMLMGDFNAGCSYVRPSQWSSIRLWTSPTFQWLIPDSADTTATPTHCAYDRIVVAGMLLRGAVVPDSA
LPFNFQAAYGLSDQLAQAISDHYPVEVMLK (SEQ ID NO:140)
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LC CDS in 207attB-GS-h3E10LC-WPRE, GDDGA01.0004 (739 nucleotides)

GCGGCCGCGCCGCCACCATGATGTCCTTTGTCTCTCTGCTCCTGGTTGGCATCCTATTCCATGCCACCCAGGCCGACATCGTGC
TGACCCAGTCCCCCGCCTCCCTGGCTGTTTCTCCTGGCCAGAGAGCGACCATCTCCTGTCGGGCCTCCAAGTCCGTGTCCACAT
CTAGCTACTCCTACATGCACTGGTATCAGCAGAAGCCCGGCCAGCCACCCAAGCTGCTGATCAAATACGCCTCCTACCTGGAAT
CCGGCGTGCCCECTAGATTCTCCGGCTCTGGCTCTGGCACCGACTTTACCCTGAACATCCATCCTGTGGAGGAAGAGGACACCG
CCAACTACTACTCGCCAGCACTCCCGCCGAGTTCCCCTGCACCTTTAGCCGGTGCGCACCAAGGTGGAAATCAAGCCGAACTCTGGCTG
CACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGCTTAAGTCCGGAACTGCTAGCGTTGTGTGCCTGCTGAATAACTTCT
ATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACA
GCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAG
TCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAGTGAGATCT (SEQ ID NO:141)

FIG. 4A

LC CDS in 207attB-GS-h3E10LC-WPRE, GDDGA01.0004 (translated, 237 amino acids)

MMSFVSLLLVGILFHATQADIVLTQSPASLAVS PGORATISCRASKSVSTSSYSYMHWYQOKPGOPPKLL IKYASYLESGVPAR
FSGSGSGTDFTLNIHPVEEEDTANYYCQHSREFPWTFGGGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPREAK
VQWKVDNALQSGNSQESVTEQDSKDSTYSLESTLTLS KADVEKHKVYACEVTHOGLSSPVTKSFNRCEC

(SEQ ID NO:142)

FIG. 4B
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HC CDS in 207attB-GS-h3E10HC-WPRE, GDDGA01.0005 (1419 nucleotides)

AAGCTTGCCGCCACCATGATGTCCTTTGTCTCTCTGCTCCTGGTTGGCATCCTATTCCATGCCACCCAGGCCGAGGTGCAGCTG
GTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCGGAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAACTAT
GGAATGCACTGGGETCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCGCATACATTAGTAGTGGCAGTAGTACCATCTACTAC
GCGGACACCGTGAAGGGCCGATTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTTCCTTCAAATGAACAGCCTGAGAGCC
GAGGACACGGCTGTGTATTACTGTGCAAGACGGGGTTTACTACTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA
GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCTAGCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCLTG
GTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCEGTGCACACCTTCCCGGCTGTC
CTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAAC
GTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAAAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGC
CCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCCTGCTGGTGCACCTCAGCCACCGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGCACGGCGTGGAGGTGCAT
AATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGG
CTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGG
CAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGACGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTC
AAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTG
CTGGACTCCGACGGCTCCTTCTTCCTCTATTCCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGC
TCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCCGEGGTGATGACTCGAG

(SEQ ID NO:143)

FIG. 6A

HC CDS in 207attB-GS-h3E10HC-WPRE, GDDGA01.0005 (translated, 464 amino acids)

MMSFVSLLLVGILFHATQAEVQLVESGGGLVQPGGSRKLSCAASCGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVK
GRFTISRDNAKNTLFLQMNSLRAEDTAVYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFE
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ ID NO:144)

FIG. 6B
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Pathway CDS in 215-puc19attB287-GS-Pathway-WPRE-TKpa, GDD1008.0215 (876 nucleotides)

AAGCTTGCCGCCACCATGAGGGGCATGAAGCTGCTGGGGGCTCTGCTGGCACTGGCCGCCCTACTGCAGGGGGCCGTIGTCCCTG
AAGATCGCAGCCTITCAACATCCAGACATTTGGGGAGACCAAGATGTCCAATGCCACCCTCGTCAGCTACATTGTGCAGATCCTG
AGCCGCTATGACATCGCCCTGGTCCAGGAGGTCAGAGACAGCCACCTGACTGCCGTGGGGAAGCTGCTGGACAACCTCAATCAG
GATGCACCAGACACCTATCACTACGTGGTCAGTGAGCCACTGGGACGGAACAGCTATAAGGAGCGCTACCTGTTCGTGTACAGG
CCTGACCAGGTGTCTGCAGTGGACAGCTACTACTACGATGATGGCTGCGAGCCCTGCGGGAACGACACCTTCAACCGGGAGCCA
GCCATTGTCAGGITCTTCTCCCGGTTCACAGAGGTCAGGGAGTTIGCCATTGTTCCCCTGCATGCGGCCCCGGGGGACGCAGTA
GCCGAGATCGACGCTCTCTATGACGTCTACCTGGATGTCCAAGAGAAATGGGGCTTGGAGGACGTCATGTTGATGGGCGACTTC
AATGCTGGCTGCAGCTATCTGAGACCCTCCCAGTGCTCATCCATCCGCCTGTGGACAAGCCCCACCTTCCAGTGGCTGATCCCC
GACAGCGCTGACACCACAGCTACACCCACCCACTGTGCCTATGACAGGATCGTGGTTGCAGGGATGCTGCTCCGAGGCGCCGTT
GTTCCCGACTCTGCTCTTCCCTTTAACTTCCAGGCTGCCTATGGCCTGAGTGACCAACTGGCCCAAGCCATCAGTGACCACTAT
CCAGTGGAGGTGATGCTGAAGTGATGAGATCTCGAG (SEQ ID NO:145)

FIG. 8A

Pathway CDS in 215-puc19attB287-GS-Pathway-WPRE-TKpa, GDD1008.0215 (translated, 282 amino
acids)

MRGMKLLGALLALAALLQGAVSLKIAAFNIQTFGETKMSNATLVSYIVQILSRYDIATVQEVRDSHLTAVGKLLDNLNQDA
PDTYHYVVSEPLGRNSYKERYLFVYRPDQVSAVDSYYYDDGCEPCCGNDTFNREPAIVRFFSRFTEVREFATIVPLHAAPGDA
VAEIDALYDVYLDVQEKWGLEDVMLMGDFNAGCSYVRPSQWSSIRLWTSPTFOQWLIPDSADTTATPTHCAYDRIVVAGMLL
RGAVVPDSALPFNFQAAYGLSDOQLAQAISDHYPVEVMLK (SEQ ID NO:146)

FIG. 8B
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215-puctaltB287-GS-Fathway-WRHE-TKpa

8504 bp

FIG. ¢



WO 2025/049905

10/37

PCT/US2024/044671




WO 2025/049905 PCT/US2024/044671

11137

215

218

245

24%

255

241

Day

FIG. 11

Viable Cell Density

24

7

f . W §
8 8 @

300

TRYSHDY 0L X QDA

{roee GRDA pp



PCT/US2024/044671

WO 2025/049905

12137

2l old

L858

A

£88

584

766

e | 866

U0 | 508 pOYD o]

i

04

20
HIRd Oy
i

A

IqGeiA

bt

L

LoE
U7ZB
yg
e
088
o8
CZ8
OF6
ue8
R8s
e s

Yo



PCT/US2024/044671

WO 2025/049905

13137

€} 'Old
00L6 | 6642 § €9%L | L'Z09 | 668P 6'99C | L'92 VAL odd povo ss\\?sm
b £l 4 b 0l
feq | Aeq | feq | Aeq | Aeq | 67%Q | 8AeQ | vhea | e/heq

18] Apoqiuy

00

0’00k
0'00c
¢'ooe
gooy
0°00¢
¢'008
0004
0’008
0’006

- (Y0001

HEIIUBIUOD

(ybw) uo



PCT/US2024/044671

WO 2025/049905

14/37

e

K

R S
ASh SN RN ey

Y PR

R

p
ke
N E

R
AR

&

i
<

e

Wy

SN
Py

S W

P
k4

&namn.u. G AL XOW



PCT/US2024/044671

WO 2025/049905

15/37

S

i

Y e

e

p

BT “SA LA KEW




PCT/US2024/044671

WO 2025/049905

16/37

-

[

9} 'Old

ny

TED

S A
SRS

suaLs sa 8y

&

Eal

e

e
¥l




WO 2025/049905 PCT/US2024/044671

17137

WT 3E10 antibody sequences

>3E10-HC
EVQLVESGGGLVKPGGSRKLSCAASGFTFSDYGMHWVRQAPERGLEWVAYISSGSSTIYYADTVKGRFTISRDNAK
NTLFLOMTSLRSEDTAMYYCARRGLLLDYWGQGTTLTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEP
VIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTRKVDKKVEPKS CDKTHT CPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKITPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK (SEQ ID
NO:1)

>3E10-VH
EVQLVESGGGLVKPGGSRKLSCAASGFTFSDYGMHWVRQAPEKGLEWVAYISSGSSTIYYADTVKGRFTISRDNAK
NTLFLOMTSLRSEDTAMYYCARRGLLLDYWGQGTTLTVSS (SEQ ID NO:2)

>3E10-VH-CDR1
DYGMH (SEQ ID NO:3)

>3E10-VH-CDR2
YISSGSSTIYYADTVKG (SEQ ID NO:4)

>3RB10-VH-CDR3
RGLLLDY (SEQ ID NO:5)

>3E10-HC-8P
MGWSCIILFLVATATGVHS (SEQ ID NO:6)

>3E10-LC
DIVLTQSPASLAVSLGQRATISCRASKSVSTSSYSYMHWYQQKPGQPPKLLIKYASYLESGVPARFSGSGSGTDFT
LNIHPVEEEDAATYYCQHSREFPWIFGGGTKLEIKRTVAAPSVEFIFPPSDEQLKSGTASVVCLLNNFY PREAKVQOW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADY EKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID
NO:7)

>3E10-VL
DIVLTQSPASLAVSLGQRATISCRASKSVSTSSYSYMHWYQQKPGQPPKLLIKYASYLESGVPARFSGSGSGTDET
LNIHPVEEEDAATYYCQHSREFPWTFGGGTKLEIK (SEQ ID NO:8)

>3E10-VL-CDR1
RASKSVSTSSYSYMH (SEQ ID NO:9)

>3E10-VL-CDR2
YASYLES (SEQ ID NO:10)

>3E10-VL-CDR3
QHSREFPWT (SEQ ID NO:11)

>3E10-LC-8P
MGWSCIILFLVATATGVHS (SEQ ID NO:12)

FIG. 17
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D31IN 3E10 antibody sequences

>3E10-HC _D31N
EVQLVESGGGLVKPGGSRKLSCAASGFTFSNYGMHWVRQAPEKGLEWVAYISSGSSTIVYADTVKGRFTISRDNAKNTLF
LOMTSLRSEDTAMYYCARRGLLLDYWGOGTTLTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSG
ALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS CDKTHTCPPCPAPELLGGPSVFE
LFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQGNVFSCSYMHEALHNHYTQKSLSLSPGK  (SEQ ID NO:13)

>3E10-VH D31N
EVQLVESGGGLVKPGGSRKLSCAASGFTEFSNYGMHWVRQAPEKGLEWVAYISSGSSTIYYADTVKGRFTISRDNAKNTLE
LOMTSLRSEDTAMYYCARRGLLLDYWGQGTTLTVSS (SEQ ID NO:14)

>3E10-VH-CDRLl D31N
NYGMH (SEQ [D NO:15)

>3E10-VH-CDR1la
XYGMH, where X is D or N (SEQ ID NO:16)

>3E10-VH-CDR2 D31N
YISSGSSTIYYADTVKG (SEQ ID NO:17)

>3E10-VH-CDR3_D31N
RGLLLDY (SEQ ID NO:18)

>3E10-HC-SP_D31N
MGWSCIILFLVATATGVHS (SEQ ID NO:19)

>3E10-VL D31N
DIVLTQSPASLAVSLGQRATISCRASKSVSTSSYSYMHWYQQKPGQPPKLLIKYASYLESGVPARFSGSGSGTDFTLNIH
PVEEEDAATYYCQHSREFPWTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQS
GNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC  (SEQ ID NO:20)

>3E10-VL-VR_D31N
DIVLTQSPASLAVSLGQRATISCRASKSVSTSSYSYMHWYQQKPGQPPKLLIKYASYLESGVPARFSGSGSGTDFTLNIH
PVEEEDAATYYCQHSREFPWTFCGGTKLEIK (SEQ ID NO:21)

>3E10-VL-CDR1l D31N
RASKSVSTSSYSYMH (SEQ ID NO:22)

>3E10-VL-CDR2_D31N
YASYLES (SEQ ID NO:23)

>3E10-VL-CDR3_D31N
QHSREFPWT (SEQ ID NO:24)

>3E10-LC-SP D31N
MGWSCIILFLVATATGVHS (SEQ ID NO:25)

FIG. 18A
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Other known 3E10 CDR variants

3E10-VH-CDR2 Variants
3E10-VH-CDR2.1 YISSGSSTIYYADSVKG (SEQ ID NO:26)
3E10-VH-CDR2.2 YISSSSSTIYYADSVKG (SEQ ID NO:27)

3E10-VL-CDR1 Variants
3E10-VL-CDR1.1 RASKSVSTSSYSYLA (SEQ ID NO:28)
3E10-VL-CDR1.2 RASKTVSTSSYSYMH (SEQ ID NO:29)

3E10-VL-CDR2 Variants
3E10-VL-CDR2.1 YASYLQS (SEQ ID NO:30)

FIG. 18B

Additionally contemplated 3E10 CDR variants

3E10-VH-CDR2 Variants
3E10-VH-CDR2.3 YISSX,SSTIYYADX,VKG, where:
X, and X; are separately any amino acid (SEQ ID NO:31)

3E10-VL-CDR1 Variants
3E10-VL-CDR1.3 RASKX,VSTSSYSYX,X,, where:
X,, X, and X; and are separately any amino acid (SEQ ID NO:32)

3E10-VL-CDR2 Variants
3E10-VL-CDR2.2 YASYLX.S, where:
X, is any amino acid (SEQ ID NO:33)

FIG. 18C
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Charge-conserved Variant 3E10 CDRs

VH CDR1l Variants
3E10-VH-CDR1l.cl QYGMH
3E10-VH-CDR1l.c2 EYGMH
3E10-VH-CDR1.c3 X;YGMX,,
X, is D or N,
3E10-VH-CDR1.c4 QYGMX,,
3E10-VH-CDR1.c5 EYGMX,

(SEQ ID NO:34)
(SEQ ID NO:35)
where:

and X, is K or R
where X, is K or R
where X; is K or R

VH CDR2 Variants
3E10-VH-CDR2.cl YISSGSSTIYYAETVKG

(SEQ ID NO:39)

3E10-VH-CDR2.c2 YISSGSSTIYYADTVX,G, where X; ig R or H
is Ror H

3E10-VH-CDR2.c3 YISSGSSTIYYAETVX:G, where X,

VH CDR3 Variants

3E10-VH-CDR3.c1 X;GLLLDY, where X, is K or H (SEQ
3E10-VH-CDR3.c2 RGLLLEY (SEQ ID NO:43)
3E10-VH-CDR3.c3 X;GLLLEY, where X, is K or H (SEQ

VL CDR1 Variants
3E10-VL-CDR1l.cl X,;ASKSVSTSSYSYMH,
3E10-VL-CDR1.c2 RASX;SVSTSS5YSYMH,

where X, is K or
where X, is R or

3E10-VL-CDR1.c3 RASKSVSTSSYSYMX,, where X; is K or
3E10-VL-CDR1.c4 X;ASX;SVSTSSYSYMH, where:

X, is K or H, and X, is R or H (SEQ ID
3E10-VL-CDR1.c5 X;ASKSVSTSSYSYMX,, where:

X, is K or H, and X, is K or R (SEQ ID
3E10-VL-CDR1.c6 RASX,SVSTSSYSYMX,, where:

X, is R or H, and X; is K or R (SEQ ID

VL _CDR2 Variants
3E10-VL-CDR2.cl YASYLDS

(SEQ ID NO:51)

VL CDR3 Variants
3E10-VL-CDR3.cl QX;SREFPWT, where X; ig K or R
3E10-VL-CDR3.c2 QHSX,EFPWT, where X; is K or H
3E10-VL-CDR3.c3 QHSRDFPWT (SEQ ID NO:54)
3E10-VL-CDR3.c4d4 QX,SX,EFPWT, where:

X, is K or R, and X, is K or H (SEQ
3E10-VL-CDR3.c5 QX;SRDFPWT, where X; is K or R
3E10-VL-CDR3.c6 QHSX,DFPWT, where X, is K or H

FIG. 19
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Compound Variant 3E10 CDRs

VH CDR1l Variants

3E10-VH-CDR1m X,YGMX,, where:
X, is D, E, N, ¢, R, or K and
X, ig K, R, or H (SEQ ID NO:58)

3E10-VH-CDRIm2 X,YGMH, where:
X; is D, E, N, Q, R, or K (SEQ ID NO:64)

VH CDR2 Variants
3E10-VH-CDR2m YISSX;SSTIYVYAX,X,VX,G, where:
X, is G or S,
X, is D or E,
X3 is T or S, and
¥, is K, R, or H (SEQ ID NO:59)

VH CDR3 Variants
3E10-VH-CDR3m X;GLLLX,;Y, where:
X, is K, R, or H, and
X, is D or E (SEQ ID NO:60)

VL CDR1 Variants
3E10-VL-CDRIm X;ASX.X,VSTSSYSYX,Xs, where:
X, 18 K, R, or H,
X, is K, R, or H,
X3 1s T or S,
X, is M or L, and
Xs is K, R, H, or A (SEQ ID NO:61)

VL _CDR2 Variants
3E10-VL-CDR2m YASYLX,S, where:
X: is D, E, N, or Q (SEQ ID NO:62)

VL CDR3 Variants
3E10-VL-CDR3m QX;SX,XsFPWT, where:
X, is K, R, or H,
X, ig K, R, or H, and
X3 i3 D or E (SEQ ID NO:63)

FIG. 20
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Humanized 3E10 Heavy Chain Variable Regions

>3E10-VH-hl
EVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVSYISSGSSTIYYADTVKGRETI
SRDNAKNSLYLOMNSLRAEDTAVYYCARRGLLLDYWGQGTLVTVSS (SEQ ID NO:65)

>3ELQ0-VH-h2
EVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVKGRETI
SRDNAKNSLYLQMNSLRAEDTAMYYCARRGLLLDYWGQGTLVTVSS (SEQ ID NO:66)

>3E10-VH-h3
EVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVROAPGKGLEWVAYISSGSSTIYYADTVKGRFEFTI
SRDNAKNSLYLQMTSLRAEDTAMYYCARRGLLLDYWGQGTLVTVSS (SEQ ID NO:67)

>3E10-VH-h4
EVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPEKGLEWVAYISSGSSTIYYADTVKGRETI
SRDNAKNSLYLOMTSLRAEDTAMYYCARRGLLLDYWGQGTLVTVSS (SEQ ID NO:68)

>3E10-VH-h5
EVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVROAPGKGLEWVAYISSGSSTIYYADTVKGRETL
SRDNAKNTLFLOMNSLRAEDTAVYYCARRGLLLDYWGQGTLVTV3S (SEQ ID NO:69)

>3E10-VH-h6é
EVQLVESGGGLVQPGGSRKLSCAASGFTFSNYGMHWVROAPGKGLEWVAYISSGSSTIYYADTVKGRFTL
SRDNAKNTLFLQMNSLRAEDTAVYYCARRGLLLDYWGQGTLVTVSS (SEQ ID NO:70)

>3ELQ-VH-h7
EVQLVESGGGLVQPGGSRKLSCAASGFTFSNYGMHWVROAPEKGLEWVAYISSGSSTIYYADTVKGRFETI
SRDNAKNTLFLOMTSLRAEDTAVYYCARRGLLLDYWGQGTLVTVSS (SEQ ID NO:71)
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Humanized 3E10 Heavy Chain (without signal peptide)

>3E10-HC-hlm

EVQLVESGGGLVQPGGSLRLSCAASGF TFSNYGMHWVRQAPGKGLEWVSYISSGSSTIYYADTVKGRFTISRDNAKNSLYLQOMN
SLRAEDTAVYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTY I CNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWNESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGN
VFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:72)

>3E10-HC-h2m
EVQLVESGGGLVQOPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVKGRFTISRDNARNSLYLOMN
SLRAEDTAMYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQCN
VFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:73)

>3E10-HC-h3m

EVQLVESGGGLVQPGGSLRLSCAASGF TFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVKGRFTISRDNAKNSLYLQMT
SLRAEDTAMYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTYI CNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGN
VFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:74)

>3E10-HC-h4m

EVQLVESGGGLVQPGGSLRLSCAASGF TFSNYGMHWVRQAPEKGLEWVAYISSGSSTIYYADTVKGRFTISRDNAKNSLYLQMT
SLRAEDTAMYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSCGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSCLYSLESSVVTVPSSSLGTQTY I CNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:75)

>3E10-HC-h5m

EVOLVESGGGLVQPGGSLRLS CAASGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVKGRFTISRDNAKNTLFLOMN
SLRAEDTAVYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTY L CNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:76)

>3E10-HC-hém
EVQLVESGGGLVQPGGSRKLSCAASGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVKGRFTISRDNAKNTLFLOMN
SLRAEDTAVYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTY I CNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSEWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:77)

>3E10-HC-h7m
EVQLVESGGGLVQPGGSRKLSCAASGFTFSNYGMHWVRQAPEKGLEWVAYISSGSSTIYYADTVKGRFTISRDNAKNTLFLQMT
SLRAEDTAVYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTYI CNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSREWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:78)
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Humanized 3E10 Heavy Chain (with signal peptide)

>3E10-HC-hl
MGWSCIILFLVATATGVHSEVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVSYISSGSSTIYYADTVK
GRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS CDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKE
YKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:79)

>3E10-HC-h2
MGWSCIILFLVATATGVHSEVOLVESGGGLVOPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVK
GRFTISRDNAKNSLYLQMNSLRAEDTAMYYCARRGLLLDYWGQGTLVTVSSASTKGPSVF PLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:80)

>3E10-HC-h3
MGWSCIILFLVATATGVHSEVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVK
GRFTISRDNAKNSLYLQMTSLRAEDTAMYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKE
YKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:81)

>3E10-HC-h4
MGWSCIILFLVATATGVHSEVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPEKGLEWVAYISSGSSTIYYADTVK
GRFTISRDNAKNSLYLOMTSLRAEDTAMYYCARRCLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSCGLYSLESVVTVRPSSSLETQTY ICNVNHKPSNTKVDKKVEPKS CDKTHTCPPCPAPEL
LGCPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKE
YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:82)

>3E10-HC-h5
MGWSCIILFLVATATGVHSEVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVK
GRFTISRDNAKNTLFLOMNSLRAEDTAVYYCARRGLLLDYWGOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKE
YKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPEPVLDSDG
SFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:83)

>3E10-HC-h6
MGWSCIILFLVATATGVHSEVQLVESGGGLVQPGGSRKLSCAASGFTFSNYGMHWVRQAPGKGLEWVAYISSGSSTIYYADTVK
GRFTISRDNARKNTLFLQMNSLRAEDTAVYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKE
YKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:84)

>3E10-HC-h7
MGWSCIILFLVATATGVHSEVQLVESGGGLVQPGGSRKLSCAASGFTFSNYGMHWVRQAPEKGLEWVAYISSGSSTIYYADTVK
GRFTISRDNAKNTLFLQMTSLRAEDTAVYYCARRGLLLDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKE
YKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQOGNYFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:85)
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Humanized 3E10 Light Chain Variable Regions

>VL1-C
DIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGQPPKLLIYYASYLESGVPARFSGSG
SGTDFTLTINPVEANDTANYYCQHSREFPWTFGGGTKVEIK (SEQ ID NO:86)

>Vi2-C
DIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGQPPKLLIKYASYLESGVPARFSGSG
SGTDFTLTINPVEAEDTATYYCQHSREFPWTFGGGTKVEIK (SEQ ID NO:87)

>VL3 -C
DIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGOQPPKLLIKYASYLESGVPARFSGSG
SGTDFTLTINPVEAEDTANYYCQHSREFPWTFGGGTKVEIK (SEQ ID NO:88)

>Vi4-C
DIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGQPPKLLIKYASYLESGVPARFSGSG
SGTDFTLTINPVEAEDAATYYCQHSREFPWTFGGGTKVEIK (SEQ ID NO:89)

>VL5 -C
DIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWNYQOQKPGQPPKLLIKYASYLESGVPARFSGSG
SGTDFTLNIHPVEAEDTANYYCQHSREFPWTFGGGTKVEIK (SEQ ID NO:90)

>VL6 -C
DIVLTQSPASLAVSPGQRATISCRASKSVSTSSYSYMHWYQOKPGQPPKLLIKYASYLESGVPARFSGSG
SGTDFTLNIHPVEEEDTANYYCQHSREFPWTFGGGTKVEIK (SEQ ID NO:91)
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Humanized 3E10 Light Chain (without signal peptide)

>3E10-LC-hlm
DIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHNYQQKPGQPPKLLIYYASYLESGVPARFSGSG
SGTDFTLTINPVEANDTANYYCOHSREFPWTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLL
NNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVT
KSFNRGEC (SEQ ID NO:92)

>3E10-LC-hZm
DIVLTQSPASLAVSPGQORATITCRASKSVSTSSYSYMHWYQOKPGOPPKLLIKYASYLESGVPARFSGSG
SGTDFTLTINPVEAEDTATYYCQHSREFPWTFGGGTKYEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLL
NNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVT
KSFNRGEC (SEQ ID NO:93)

>3E10-LC-h3m
DIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWNYQQKPGQPPKLLIKYASYLESGVPARFSGSG
SGTDFTLTINPVEAEDTANYYCOHSREFPWTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLL
NNFYPREAKVQWKVDNALQSGNSQESVITEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVT
KSFNRGEC (SEQ ID NO:94)

>3E1Q0-LC-h4m
DIVLTQSPASLAVSPGORATITCRASKSVSTSSYSYMHWYQOKPGOPPKLLIKYASYLESGVPARF3GSG
SGTDFTLTINPVEAEDAATYYCQHSREFPWTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLL
NNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVT
KSFNRGEC (SEQ ID NO:95)

>3E10-LC-h5m
DIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGQPPKLLIKYASYLESGVPARFSGSG
SGTDFTLNIHPVEAEDTANYYCOHSREFPWTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLL
NNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVT
KSFNRGEC (SEQ ID NO:96)

>3E10-LC-hém
DIVLTQSPASLAVSPGQRATISCRASKSVSTSSYSYMHNYQQKPGQPPKLLIKYASYLESGVPARFSGSG
SGTDFTLNIHPVEEEDTANYYCQHSREFPWTFGCGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLL
NNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVT
KSFNRGEC (SEQ ID NO:97)
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Humanized 3E10 Light Chain (with signal peptide)

>3EL0-LC-hl
MGWSCITILFLVATATGVHSDIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGQPPKLL
IYYASYLESGVPARFSGSGSGTDFTLTINPVEANDTANYYCQHSREFPWTFGGGTKVEIKRTVAAPSVET
FPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYE
KHKVYACEVTHOGLSSPVTKSFNRGEC (SEQ ID NO:98)

>3E10-LC-h2
MGWSCIILFLVATATGVHSDIVLTQSPASLAVSPGORATITCRASKSVSTSSYSYMHWYQQKPGQPPKLL
IKYASYLESGVPARFSGSGSGTDFTLTINPVEAEDTATYYCQHSREFPWTFGGGTKVEIKRTVAAPSVET
FPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYE
KHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:99)

>3E10-LC-h3
MGWSCIILFLVATATGVHSDIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGQPPKLL
IKYASYLESGVPARFSGSGSGTDEFTLTINPVEAEDTANYYCQOHSREFPWITFGGGTKVEIKRTVAAPSVET
FPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYE
KHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:100)

>3EL0-LC-h4
MGWSCIILFLVATATGVHSDIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGQPPKLL
IKYASYLESGVPARFSGSGSGTDFTLTINPVEAEDAATYYCQHSREFPWTFGGGTKVEIKRTVAAPSVET
FPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYE
KHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:101)

>3E10-LC-h5
MGWSCIILFLVATATGVHSDIVLTQSPASLAVSPGQRATITCRASKSVSTSSYSYMHWYQQKPGQPPKLL
IKYASYLESGVPARFSGSGSGTDFTLNIHPVEAEDTANYYCOHSREFPWTFGGGTKVEIKRTVAAPSVET
FPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYE
KHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:102)

>3EL0-LC-hé
MGWSCIILFLVATATGVHSDIVLTQSPASLAVSPGQRATISCRASKSVSTSSYSYMHWYQQKPGQPPKLL
IKYASYLESGVPARFSGSGSGTDFTLNIHPVEEEDTANYYCQHSREFPWTFGGGTKVEIKRTVAAPSVET
FPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYE
KHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:103)
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TTT ATIANIODDALMAATISHODAALYVYAEdOTISSILTIAALOSDSOSAIASIAD
11T ATEAMLODDALMAATISHOD AALYYUAJOTSSTLTLAQLOSDSDSAISAAD
ITT ATHIANIDODALMAALEISHODAALYAAHAOISSILTLACLOSDHSHSAASANAD
TTT ATIMLOODILMAITISHOD AALYAAHdOTSS ILTLIALDSDSDSAASIAD
ITT ATEANALOTOALMAATISHOD AANYLANYHIAANTL TLACLOSDSOSAIVAND
CSTIN ®AaT3eINndg

TSTIN SAT3e]Ind

2yan T3as
KT RAXRA RRAEE T XARKER D KARKAENK XXARRI AR NI X IR AR AR

SOTASYAA I TIAdVATINOOAMHNASASSLSASASYIDS ILAYTDOASYSTSSASOINOIA
SOTASYAMITINAVAIINOOAMYTASASSLSASMSYIDL ILAYOASYSTS SASOINDIA
SHIASYAATITTAAVODIAOOAMHNASASSLSALASVIOL ILVIDTSVSTS SASOIHO I A
SHIASYAN ITTIAYODINODAMHNASASSLSASISYADL ILYIIDTISYSIS SASOLNOIA
SHIASYAAITIAdIODIAOOAMHNASASSLSAIMSYIDL ILWI DTS YSTS SASOLNOIA
STIASYAM ITTIddOOINODAMHNASA SSLSASISTIDL ILVIIDTIS VSIS SASOLNOIA
SHIASYAA ITTAAVADAADDAMHNA SASSLSAIMSYIOL LLAAIDASYSTS SASOLUD T A
SHIASYAM ITTAAVADANOOAMHNASASSLSASMSYIDL TLAYADASYSTS SASOIHDTA
SHIASYAALITIAddODANOOAMHNASASSLSASASYIDL ILYIDDd SAYTSYASOLTIALA
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Examples of di-scFv 3E10 Constructs

DIQMTQSPSSLSASLGDRATITCRASKSVSTSSYSYMHWYQQKPGUPPKLLIKYASYLES
DIOMTQSPSSLSASVGDRVTITCRASKSVSTSSYSYMHWYQOKPGKAPKLLIKYASYLES
DIQMTQSPSSLSASLGDRATITCRASKSVSTSSYSYMHWYQQKPGOAPKLLIKYASYLES
DIQMTQSPSSLSASLGDRATITCRASKSVSTSSYSYMHWYQQOKPGOPPKLLIKYASYLES
DIQOMTQSPSSLSASVGDRVTITCRASKSVSTSSYSYMHWYQQKPGKAPKLLIKYASYLES
DIQMTQSPSSLSASVGDRVTITCRASKSVSTSSYSYMHWYQQKPGKAPKLLIKYASYLES
DIOMTQOSPSSLSASLGDRATITCRASKSVSTSSYSYMHWYQOKPGOAPKLLIKYASYLES
DIOMTQSPSSLSASLGDRATITCRASKSVSTSSYSYMHWYQQKPGOPPKLLIKYASYLES
DIQMTQSPSSLSASLGDRATITCRASKSVSTSSYSYMHWYQQOKPGQAPKLLIKYASYLES
DIQMTQSPSSLSASLGDRATITCRASKTVSTSSYSYMHWYQQOKPGOPPKLLIKYASYLES
DIQMTQSPSSLSASVGDRVTITCRASKTVSTSSYSYMHWYQQKPGKAPKLLIKYASYLES
DIQMTQSPSSLSASLGDRATITCRASKTVSTSSYSYMHWYQQOKPGOPPKLLIKYASYLES
DIQMTQSPSSLSASVGDRVTITCRASKTVSTSSYSYMHWYQQKPGKAPKLLIKYASYLES
DIOMTQSPSSLSASLGDRATITCRASKTVSTSSYSYMHWYQQOKPGUAPKLLIKYASYLES
DIQMTQSPSSLEASLGDRATITCRASKTVSTSSYSYMHWYQQKPGOPPKLLIKYASYLES
DIOMTQSPSSLSASVGDRVTITCRASKTVSTSSYSYMHWYQOKPGKAPKLLIKYASYLES

KAKKRKRKKKAKKNKRKAK . kXK A AR KKK K . KR AFKARR AKX ATKRAK . FRAR I AAT AR KA

GVPSRFSGSGSGTDFTLTISSLQPEDAATYYCQHSREFPWTFGGGTKVEIKRADAAPGGG
GVPSRFSGSGSGTIDFTLTISSLQPEDFATYYCQHSREFPWTFGQGTKVEIKRADAAPGGG
GVPSRFSGSGSGIDFTLTISSLQPEDFATYYCQHSREFPWTFGQGTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLOPEDAATYYCQHSREFPWTFGGGTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQHSREFPWTFGOQGTKVEIKRADAAPGGG
GVPSRFSGSGSGIDFTLTISSLOPEDFATYYCQHSREFPWTFGQCTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLOQPEDFATYYCQHSREFPWTFGQGTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLQPEDAATY YCQHSREFPWTFGGGTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQHSREFPWTFGOGTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLQPEDAATYYCQHSREFPWTFGGGTKVEIKRADAAPGGG
GVPSRFSGSGSGIDFTLTISSLOPEDFATYYCQHSREFPWTFGOGTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLOPEDAATYYCQHSREFPWTFGGCTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQHSREFPWTFGQGTKVEIKRADAAPGGG
GVPSRFSGSGSGIDFTLTISSLOPEDFATYYCOHSREFPWTFGOGTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLOPEDAATY YCQHSREFPWTFGGGTKVEIKRADAAPGGG
GVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQHSREFPWTFGQGTKVELKRADAAPGGG

Khkdkkkhkkkhk kA hhhhhkkkdhhdkhk Fhhkdhkkdkkhkhhhkkhkhk koo dkdkkddodk bk hok*

(Continued)

FIG. 29A
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Examples of di-scFv 3E10 Constructs

GSGGEGGESGEGESEVQLVESGGGLVOPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWY
GSCGGGSGGGGESEVQLVESGGGLVOPGGSLRLSCAASGFTFSNYGMHWVROAPGKGLEWY
GSGGEGGSGGEGGESEVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWY
GSGGGGSGGGGSEVQLVESGGGDVKPGGSLRLSCAASGFTFSNYGMHWVRQAPEKGLEWY
GSCCGGSGCCESEVQLVESGGGDVKPGGSLRLSCAASCFTFSNYCMHWVRQAPEKGLEWY
GSGGGGSGGGESEVQLVESGGGVVQPGGSLRLSCAASGFTFSNYGMHWVRQAPEKGLEWY
GSGGGGSGGGGSEVOLVESGGGVVOPGGSLRLSCAASGFTEFSNYGMHWVROAPEKGLEWY
GSGGGGSGGGGEESEVQLVESGGGVVQPGGSLRLSCAASGFTFSNYGMHWVROQAPEKGLEWY
GSCGCCEGSGEGESEVQLVESGGGDVKPGGSLRLSCAASGFTFSNYGMHWVRQAPEKGLEWY
GSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWY
GSGGEGEGESGEGES5EVQLVESGGELVQPGGSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWY
GSGGGGSGGGGSEVQLVESGGGDVKPGGS LRLSCAASGFTFSNYGMHWVRQAPEKGLEWY
GSGGEGEGSGGGGESEVQLVESGGGDVKPGGSLRLSCAASGFTFSNYGMHWVRQAPEKGLEWY
GSGGGGSGGGGESEVQLVESGGGLVOPGGSLRLSCAASGFTEFSNYGMHWVRQAPGKGLEWY
GSGCGGSGGGGEEVQLVESGGGVVQPGGSLRLSCAASGFTFSNYCGMHWVRQAPEKGLEWVY
(3GGGESAEGCESEVQLVESGGEVVQPGGSLRLSCAASGFTFSNYCMHWVRQAPEKGLEWY

KAKKRKRK KKK KNKRKAKR KKK KRAIRE K - KX AT KR AFKARR AKX AT R AKX AT R AR R * AR KKK

SYISSSSSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSSSSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSSSSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSSSSTIYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSSSSTIYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSSSSTIVYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSSSSTIYYADSVKGRFTISRDNSKNTLYLQOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSSSSTIYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSSSSTIYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSGSSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSGSSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSGSSTIYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSGSSTIYYADSVKGRFTISRDNSKNTLYLQOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSGSSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSGSSTIYYADSVKGRFTISRONSKNTLYLOMNSLRAEDTAVYYCARRGLLLDYWGQ
SYISSGSSTIYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRGLLLDYWGQ

Kok kdeok ok ok ko Kok ok ok ok Kk ok Kok kok ok o %k y e kok ok ko ok ok ok ok ok ok ok ok ok ok ok ok ok ek ok ok ke ok ok ok ok

(Continued)

FIG. 29B
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Examples of di-scFv 3E10 Constructs

GTTVTVSSASTKGPSVFPLAPLESSGSD IQMTQSPSSLSASLGDRATITCRASKSVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASVGDRVTITCRASKSVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASLGDRATITCRASKSVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASLGDRATITCRASKSVSTSS
GTTVITVSSASTKCPSVFPLAPLESSGSDIQMTQSPSSLSASVGDRVTITCRASKSVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASVGDRVTITCRASKSVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIOMTOSPSSLSASLGDRATITCRASKSVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASLGDRATITCRASKSVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASLGDRATITCRASKSVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASLGDRATITCRASKTVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSD IQMTQSPSSLSASVEDRVTITCRASKTVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASLGDRATITCRASKIVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSD IQMTQSPSSLSASVGDRVTITCRASKTVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSD IQMTQSPSSLSASLGDRATITCRASKTVSTSS
GTTVTVSSASTKCGPSVFPLAPLESSGSD IQMTQSPSSLSASLGDRATITCRASKTVSTSS
GTTVTVSSASTKGPSVFPLAPLESSGSDIQMTQSPSSLSASVEDRVTITCRASKTVSTSS

PR R R e R RS T ]

YSYMHWYQQKPGOPPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDAATYYCQ
YSYMHWYQQKPGKAPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQ
YSYMHWYQQKPGQOAPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQ
YSYMHWYQQKPGOPPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDAATYYCQ
YSYMHWYQQKPGKAPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQ
VSYMHWYQQKPGEKAPKLLIKYASYLESGVPSRFSGSGSCTDFTLTISSLOPEDFATYYCQ
YSYMHWYQQKPGOAPKLLIKYASYLESGVPSRFSCGSGSGTDFTLTISSLOPEDFATYYCQ
YSYMHWYQQKPGOPPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDAATYYCQ
YSYMHWYQQKPGOAPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQ
YSYMHWYQQKPGOPPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDAATYYCQ
YSYMHWYQQKPGKAPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOQPEDFATYYCQ
YSYMHWYQQKPGOPPKLLIKYASYLESGVPSRFSCSGSGTDFTLTISSLOPEDAATYYCQ
YSYMHWYQQKPGKAPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQ
YSYMHWYQQKPGOAPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQ
YSYMHWYQQKPGOPPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOQPEDAATYYCQ
YSYMHWYQQKPGKAPKLLIKYASYLESGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQ

Khkkkkkhkkkkk ks Fhhhkhkhkhhkhhhhdkhkkkhrk kb kkkkkkkhkk ko akkok  *hokhk*

(Continued)

FIG. 28C
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Examples of di-scFv 3E10 Constructs

HSREFPWTFGGGTKVEIKRADAAPGGGGSGGGGSGGGEGSEVQLVESGGGLVQPGGSLRLS
HSREFPWTFGQGTKVEIKRADAAPGGGGSGEGGSGGGGSEVQLVESGGGLVQPGGSLRLS
HSREFPWTFGQGTKVEIKRADAAPGGGGSGGGGSCGGGGSEVQLVESGGGLVQPGGSLRLS
HSREFPWTFGGGTKVEIKRADAAPGGGGSGGGGSCGGCSEVQLVESGGGDVKPCGSLRLS
HSREFPWTFGQGTKVEIKRADAAPGGGGSGGEEGSCGGGGSEVQLVESGGGDVKPGGSLRLS
HSREFPWTFGOGTKVEIKRADAAPGGGGSGGGGSGGGGSEVOLVESGGGVVOPGGSLRLS
HSREFPWTFGQGTKVEIKRADAAPGGGGSGGGGSGGGESEVQLVESGGGVVQPGGSLRLS
HSREFPWTFGGGTKVEIKRADAAPGGGGSGEGCGSCGGGSEVQLVESGGGVVQPGGSLRLS
HSREFPWTFGQGTKVEIKRADAAPGGGGSGGEGGSGGGGSEVQLVESGGGDVKPGGSLRLS
HSREFPWTFGGATKVEIKRADAAPGGGGSGEGEGSGGGGSEVQLVESGGGLVQPEGGSLRLS
HSREFPWTFGQGTKVEIKRADAAPGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLS
HSREFPWTFGGGTKVEIKRADAAPGGGGSGGEGGSCGGGGSEVQLVESGGGDVKPGGSLRLS
HSREFPWTFGQOGTKVEIKRADAAPGGGGSGGGGSGGGGESEVQLVESGGGDVKPGGSLRLS
HSREFPWTFGQGTKVEIKRADAAPGGGGSGGGGSCGGGGSEVQLVESGGGLVQPGGSLRLS
HSREFPWTFGEGETKVEIKRADAAPGGGGSGGGGSGEGEGSEVOLVESGGEVVQPGGSLRLS

HSREFPWTFGQGTKVEIKRADAAPGGGGSGGGGSGGGGSEVQLVESGGGVVQPGGSLRLS
R A R R R L L

CAASGFTFSNYGMHWVRQAPGKGLEWVSYISSSSSTIYYADSVKGRFTISRDNAKNSLYL
CAASGFTFSNYGMHWVRQAPGKGLEWVSYISSSSSTIYYADSVKGRFTISRDNAKNSLYL
CAASGFTFSNYGMHWVRQAPGKGLEWVSYISSSSSTIYYADSVKGRFTISRDNAKNSLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSSSSTIYYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSSSSTIVYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSSSSTIYYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSSSSTIYYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSSSSTIYYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSSSSTIYYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVRQAPGKGLEWVSYISSGSSTIYYADSVKGRFTISRDNAKNSLYL
CAASGFTFSNYGMHWVRQAPGKGLEWVSYISSGSSTIYYADSVKGRFTISRDNAKNSLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSGSSTIYYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVROAPEKGLEWVSYISSGSSTIYYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVRQAPGKGLEWVSYISSGSSTIYYADSVKGRFTISRDNAKNSLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSGSSTIYYADSVKGRFTISRDNSKNTLYL
CAASGFTFSNYGMHWVRQAPEKGLEWVSYISSGSSTIYYADSVKGRFTISRDNSKNTLYL

KAk kAR KKk khkhkhhkhhk hhhhhkdrhhhk dhhhkdhhhkhhhhhkhbhakdok gk hxsk

(Continued

FIG. 23D
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QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVIVSS 515 (
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTVSS 515 (
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTVSS 515 (
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVIVSS 515 (
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTVSS 515 (
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTIVSS 515 (
OMNSLRAEDTAVYYCARRGLLLDYWGQGTTVIVSS 515 (
OMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTVSS 515 (
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVIVSS 515 (SEQ ID NO:131
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTVSS 515 (
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVIVSS 515 (
OQMNSLRAEDTAVYYCARRGLLLDYWGQGTTVIVSS 515 {
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTVSS 515 (
OMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTIVSS 515 (
QMNSLRAEDTAVYYCARRGLLLDYWGQGTTVIVSS 515 (
OMNSLRAEDTAVYYCARRGLLLDYWGQGTTVTVSS 515 (

LR R ]
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Examples of di-scFv 3E10 Constructs

SEQ ID NO:123
SEQ ID NO:124
SEQ ID NO:125
SEQ 1ID NO:126
SEQ ID NO:127
SEQ ID NO:128
SEQ ID NO:129
SEQ ID NO:130

SEQ ID NO:132
SEQ ID NO:133
SEQ ID NO:134
SEQ ID NO:135
SEQ ID NO:136
SEQ ID NO:137
SEQ ID NO:138

FIG. 29E
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