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Al472pCY
SEQUENCE LISTING

HUMAN CGRP RECEPTOR BINDING PROTEINS

Awl472fw0wPCT

61/264,622
2009-11-25

61/203,569
2008-12-23

<160> 261
<170>
<210> 1

<211> 1419
<212> DNA
<213> Homo

<400> 1
atgttataca

ctggttetet
gactcaattc
caaaagatta
gatggatggc
gattactttc
aactggttta
aacacccacg
ggattgtcta
agttgccaaa
gtaacaatca
gttagttgca
atgctectgtg
caacatitaa
catgccattyg
ctcectctaca
ttaaatatty
ctgtacatga
gtgctgattc
cacatcctta

gaggttcaag

sapiens

gcatatttca
tgectttttt
agttgggagt
tgcaagaccc
tctgetggaa
aggactttga
gacatccage
agaaagtgaa
ttgcatcact
ggattacctt
ttcaccteac
aagtgtccca
aaggcattta
tgtggtatta
ctagaagctt
ttatccatgg
tacgcgrict
aagctgtgag
catggcgace
tgcacttcca

caattctgag

PatentIn version 3.5

ttttggctta
tatgattctt
tactagaaat
cattcaacaa
cgatgttgca
tccatcagaa
aagcaacaga
gactgcacta
gettatetey
acacaaaaat
tgcagtggec
gttcattcat
cctacacaca
ttttettggc
atattacaat
cccaatttgt
catcaccaag
agctactctt
tgaaggaaag
ggotcttttg

aagaaactgg

atgatggaga
gttacagcag
aaaatcatga
gcagaaggcyg
gcaggaactg
aaagttacaa
acatggacaa
aatttgrttt
cttggcatat
ctgtrcrrct
aacaaccagg
ctttacctga
ctcattgtgyg
tggggatttc
gacaattgct
gctgcetttac
Ttaaaagtra
atcttaggtoc
attgcagagg
gtctctacca

aatcaataca
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aaaagtgtac
aattagaaga
cagctcaata
tttactgcaa
aatcaatgca
agatctgtga
attataccca
acctgaccat
Tettttattt
catttgtity
ccttagtagce
tgggctgtaa
tggeegtgtt
cactgattcc
ggatcagttc
tggtgaatct
cacaccaagce
cattgecttgg
aggtatatga
ttttctgett

daatccaatt

cctgtatttt
gagtcctgag
tgaatgttac
cagaacctgg
gctetgeect
ccaagatgga
gtgtaatgtt
aattggacac
caagagccta
taactctgte
cacaaatcct
ttacttttgg
tgcagagaag
tgcttgtata
tgatacccat
trrttictty
ggaatccaat
cattgaattt
ctacatcatg
ctttaatgga

tggaaacagc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
S00
960

1020
1080
1140
1200
1260



AL472PCT

ttttccaact cagaagctict tcgtagtgcg tettacacag tgtcaacaat cagtgatggt 1320
ccaggttata gtcatgactg tcctagtgaa cacttaaatg gaaaaagcat ccatgatatt 1380
gaaaatgttc tcttaaaacc agaaaattta tataattga 1419
<210> 2

<211> 472

<212> PRT

<213> Homo sapiens

<400> 2 i

Met Leu Tyr Ser Ile Phe His Phe Gly Lgu Met Met Glu Lys Lys Cys

1 5 1 15

Thr Leu Tyr Phe Leu val Leu Leu Pro pPhe Phe Met Ile Leu val Thr
20 25 30

Ala GTu Leu Glu Glu Ser Pro Glu Asp Ser Ile Gln Leu Gly val Thr
35 40 45

Arg ?Sn Lys Ile Met Thr Ala GTn Tyr Glu Cys E%r Gln Lys Ile Met
55

Gin Asp Pro Ile Gln GIn Ala Glu Gly val Tyr Cys Asn Arg Thr Trp
65 70 75 80

Asp Gly Trp Leu ggs Trp Asn Asp val g1a Ala Gly Thr Glu S?r Met
0

GIn ifeu Cys Pro Asp Tyr Phe Gln Asp pPhe Asp Pro Ser Glu Lys val
100 105 110

Thr Lys Ile Cys Asp GIn Asp Gly Asn Trp Phe Arg His Pro Ala Ser
115 120 125

Asn Arg Thr Trp Thr Asn Tyr Thr Gln Cys Asn val Asn Thr His Glu
136 135 140

Lys val Lys Thr Ala Leu Asn Leu Phe Tyr Leu Thr Ile Ile Gly His
145 150 155 160

Gly Leu Ser ITe Ala Ser Leu Leu ITe Ser Leu Gly Ile pPhe Phe Tyr
165 170 175

Phe Lys Ser Leu Ser Cys Gln Arg Ile Thr Leu His Lys Asn Leu Phe
180 185 190

Phe Ser Phe val Cys Asn Ser val val Thr Ile Ile His Leu Thr Ala
193 200 205

val Ala Asn Asn GIn Ala Leu val Ala Thr Asn Pro val Ser Cys Lys
210 215 220

Page 2



val

225

Met

Phe

Phe

TYr

Ile

305

Leuy

Ala

val

Gly

His

385

Glu

Phe

Thr

Ser

Leu
465

Ser

Leu

Ala

Pro

Asn

290

MHis

Asn

Glu

Pro

Lys

370

Phe

val

Gly

val

Glu

450

Lys

<210> 3
<211> 447

Gin

Cys

Glu

Leu

275

Asp

Gly

Ile

ser

Leu

355

Ile

Gln

Gn

Asn

ser

435

His

Pro

Phe

Glu

Lys

Ite

Asn

Pro

val

Asn

340

Leu

aAla

Gly

Ala

ser

420

Thre

Leu

Glu

Ile

Pro

cys

Ile

Arg

Leu

Gly

Glu

Leu

Tle

405

Phe

Ile

Asn

Asn

His

230

Ile

His

Ala

Trp

Cys

310

val

Tyr

Ile

Glu

Leu

390

Leu

Ser

Ser

Gly

Leu
470

Leu

Tyr

Leu

Cys

Ile

295

Ala

Leu

Met

Glu

val

375

val

Arg

Asnh

Asp

Lys

455

Tyr

Tyr

Ley

Met

Ile

280

Ser

Ala

Ile

Lys

Phe

360

Tyr

ser

Arg

Ser

Gly

Ser

AsSn

AL472PCT

Leu Met Gly Cys
235

His

Trp

His

sSer

Leu

Thr

Ala

345

val

Asp

Thr

Asn

Glu

425

Pro

Ile

Thr

250

Tyr

Ala

Asp

Leu

l.eu

Tyr

Ile

Trp

Ala

Gly

His

Page 3

Leu

Tyr

Ile

Thr

val

315

Leu

Arg

Ile

Ile

Phe

395

Asn

Leu

Tyr

Asp

Ile

rhe

Ala

His

300

Asn

Lys

Ala

Pro

Met

380

Cys

Gin

Arg

ser

Ile
460

Asn

val

Ley

285

Leu

Leu

val

Thr

365

His

rhe

Tyr

Ser

His

445

Glu

Tyr

val

Gly

Ser

L.eu

Phe

Thr

Leu

350

Arg

Ile

rhe

Lys

Ala

430

ASp

Asn

Phe

Ala

253

Trp

Leu

Tyr

Phe

His

335

ITe

Pro

Leu

Asn

Ile

415

Ser

Cys

val

Trp

240

val

Gly

TYr

Ile

Leu

320

Gln

Leu

Glu

Met

Gly

400

Gin

Tyr

Pro

Leu



<212> DNA
<213> Homo sapiens

<400> 3
atggeccggg

ctcttcatga

ctcacceagt

aggaccatca

ggctgettet

ttcaggagct

cccttcateg

agcaagcgea

<210> 4

<211>
<212>
<213>

<400> 4
yet Ala Arg Ala Leu
5

Leu

Gly

Glu

Ser

65

Gly

His

Asp

val

Glu
145

Ala

Ala

Ala

50

Tyr

Cys

Gly

Pro

Thr

130

Gly

<210> 5

148
PRT .
Homo sapiens

His

Ley

35

val

Aryg

Phe

Arg

Pro

115

Leu

Ile

His

20

Ley

Gly

Glu

Trp

Tyr

100

Gly

Leu

val

ccctgtgecg
ccactgectg
tccaggtaga
ggagctacag
ggcccaatge
gceecatete
tggtccccat

ctgagggcat

Leu

Arg

Glu

lLeu

Pro

85

Phe

ser

val

Cys

Phe

Giu

Thr

Ala

70

AsSn

Arg

Ile

Thr

Arg

Met

Leu

Leu

55

ASD

Ala

Ser

Leu

Ala
135

cctcecygeyy
ccaggaggct
catggaggcc
ggagctggece
agaggtggac
aggcagggcc
cacggtgacc

tgtgtag

Leu

Thr

Cys

Trp

cys

Glu

cys

Tyr

120

Leu

Al472peCT

cgcggeetet

aactacggtg
gtcggggaga

gactgcacct

aggttcttece

gtgcgggacc
ctgctggtga

Pro

Thr

25

Leu

cys

Thr

val

Pro

105

Pro

val

Arg

10

Ala

Thr

Asp

Trp

Asp

S0

Ile

Phe

val

Page 4

Arg

Cys

Gin

Trp

His

75

Arg

ser

Ile

Trp

ggctgctect ggeccatcac
ccctecreeyg ggagetetyge

cgctgtggty tgactggggce

ggcacatggce

cgcecggeag

cggcactggt

Gly

Gln

rhe

Gly

60

Met

Phe

Gly

val

GIn
140

Leu

Glu

Gln

45

Arg

Ala

Phe

Arg

val

125

ser

Trp

Ala

30

val

Thr

Glu

Leu

Ala

110

Pro

Lys

ggagaagctg
tggcagtgca tggccgetac
catcctctac

ggtctggcag

Lauy

15

Asn

Asp

Ile

Lys

Ala

95

val

Ile

Arg

Leu

Tyr

Met

Arg

Leu

80

val

Arg

Thr

Thr

60
120
180
240
300
360
420
447



<211> 414
<212> DNA
<213> Homo sapiens
<400> 5
atggagaaaa agtgtaccct
acagcagaat tagaagagag
atcatgacag ctcaatatga
gaaggcgttt actgcaacag
ggaactgaat caatgcagct
gttacaaaga tctgtgacca
tggacaaatt atacccagtg
<210> 6
<211> 138
<212> PRT
<213> Homo sapiens
<400> 6
Met Glu Lys Lys Cys Th
1 5
Met Ile Leu val Thr al
20
GIn Leu Gly val Thr Ar
35
Tyr GIn Lys Ile Met Gi
50
Cys Asn Arg Thr Trp As
65 70
Gly Thr Glu Ser Met Gl
85
Pro Ser Glu Lys val Th
100
Arg His Pro Ala Ser As
115
val Asn Thr His Glu Ly
130
<210> 7
<211> 351
<212> DNA
<213> Homo sapiens
<400> 7

gtattttcty
tcctgaggac
atgttaccaa
aacctgggat
ctgccctgat
agatggaaac

taatgttaac

r Leu Tyr

a Glu Leu

g Asn Lys

40

n Asp Pro

55

p Gly Trp

n Leu Cys
Iie

r Lys

Thr
120

n Arg

s val
135

LysS

Al472PCT

gttctcttge
tcaattcagt
aagattatgce
ggatggcerct
tactttcagg
tggtttagac

acccacgaga

CtEtttttat
tgggagttac
aagaccccat
gctggaacga
actttgatce
atccagcaag

aagtgaagac

Phe Leu

10

Glu Glu

25

Ile Met

Ile GlIn

Leu Cys

Pro Asp

20

Asp
Thr

Trp

Thr Ala

Page 5

val

ser

Thr

G1in

Trp

75

Tyr

Gln

Asn

L.eu Leu

Glu

Pro

Gln
45

Ala

Ala Glu

60

Asn Asp

Phe Gln
Asp

Gly

Thr
125

Tyr

Pro

ASp

30

Tyr

Gly

val

ASp

Asn

110

GIn

gattcttgtt
tagaaataaa
tcaacaagca
tgttgcageca
atcagaaaaa
caacagaaca

tgca

Phe Phe

15

ser Ile

Glu Cys
val

Tyr

Ala
80

Ala

Phe
95

Asp
Trp Phe

Cys Asnh

60
120
180
240
300
360
414



atggcccggg
ctcttcatga

ctcacccagt
aggaccatca
ggctgctict
ttcaggagcet

<210> 8
<211> 117
<212> PRT
<213> Homo

<400> 8
get Ala Arg

Leu Ala His

Ala Leu

35

Ala val

50

Glu

Ser
65

Tyr Arg

Cys pPhe

His Gly Arg

Pro Pro

115

ASD

<210> 9
<211> 31
<212> PRT
<213> Homo

<400> 9

ccetgtgecy
ccactgectg
tccaggtaga
ggagctacag
ggcccaatge

gcecccatctc

sapiens

Ala Leu Cy
5

His Ph

20

Leu

Leu Arg G1

Gly Glu Th

Al
70

Glu Leu

Pro
85

Trp As

Tyr Phe Ar

100

Gly ser

sapiens

ccteccgegg
ccaggaggct
catggaggcc
ggagctggcec
agaggtggac
aggcagggec

s Arg Leu

e Met Thr

u Leu Cys

40

r Leu
55

Trp
a Asp Cys
Glu

n Ala

g Ser Cys

Al472PCT

cgeggeetet
aactacggtg
gtcggggaga
gactgcacct

aggttcttece
gtgcgggacc

Pro Arg

10

Arg

Thr Ala

25

Cys

Leu Thr Gin

Cys Asp Trp

His
75

Thr Trp

val Asp

S0

Arg

Pro Iie

105

Ser

ggctgctect
ccetectecy
cgctgtgyty
ggcacatggc
tggcagtgcea

cgceeggeag

Gly Leu Trp

Ala
30

GIn Glu

Gln val

45

Prhe

Gly Thr

60

Arg

Met Ala Glu

Phe pPhe Leu

Ala
110

Gly Arg

ggcccatcac
ggagctctge
tgactggggc
ggagaagctg
tggccgetac

C

Leu
15

Leu
Asn Tyr
AsSp Met
Ile

Arg

Leu
80

Lys

Ala val

a5

val Arg

Trp val Thr His Arg Leu Ala Gly Leu Leu Ser Arg Ser Gly Gly val
1 5 10 15

val Arg Cys égn Phe val Pro Thr gsp val Gly Pro rhe Ala Phe
5 3

<210> 10
<211> 116
<212> PRT

Page 6

60
120
180
240
300
351



<213> Homo sapiens

<400> 10

Glu Leu Glu Glu Ser

1

Asn Lys Ile

Asp Pro Ile
35

Gly Trp Leu
50

Leu Cys Pro
65

Lys Ile Cys

Arg Thr Trp

val Lys Thr
115

<210> 11
<213> 91
<212> PRT

Met

20

Gin

Cys

Asp

ASD

Thr
100

5

Thr

GIn

Trp

Tyr

Glin

85

Asn

<213> Homo sapiens

<400> 11

Cys GIn Glu Ala Asn
1 5

Gln pPhe Gln

Trp Gly Arg
35

His Met Ala

Arg Phe Phe
65

ser Gly Arg

<210> 12
<211> 238
<212> PRT

val

20

Thr

Glu

Leu

Ala

ASp

Ile

Lys

Ala

val
85

Pro

Ala

Ala

Asn

Phe

70

Asp

Tyr

Tyr

Met

Arg

Leu

val

70

Arg

Glu

Gln

Glu

Asp

55

Gin

Gly

Thr

Gly

Glu

Ser

Gly

35

His

Asp

AsSp

Tyr

Gly

40

val

ASp

Asn

Gln

Ala

Ala

Tyr

40

cys

Gly

Pro

Ser

Glu

25

val

Ala

Phe

Trp

L.eu

val

25

Arg

Phe

Arg

Pro

A1472pPCT

Ile
10

Cys
Tyr
Ala
AsSD
Phe
90

Asn

t.eu

10

Gly

Glu

Trp

Tyr

Gly
90

Page 7

Gln

Tyr

cys

Gly

Pro

75

Arg

val

Arg

Glu

Leu

Pro

Phe

75

Ser

Leu

Gin

AsSn

Thr

60

Ser

His

Asn

Glu

Thr

Ala

Asn

60

Arg

Gly

LYS

Arg

45

Glu

Glu

Pro

Thr

Leu

Leu

ASp

45

Ala

ser

val

Ile

30

Thr

Ser

LysS

Ala

His
110

Cys

Trp

30

Cys

Glu

Cys

Thr

15

Met

Trp

Met

val

Ser

95

Glu

Leu

15

Cys

Thr

val

Pro

Arg

GIn

Asp

Gln

Thr

80

Asn

Lys

Thr

AsSp

Trp

ASp

Ile
80



<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

<400> 12

polypeptide”

Met AsSp Met Arg

1

Leu

Ser

Ser

Thr

65

Ile

Gly

Thr

Leu

Pro

145

Leu

ASp

Gln

Glu

Gly

Arg Giy Ala

Glu

Asn

50

Ala

Pro

Ila

Trp

Thr

130

Pro

Ile

Gly

ser

Gin

210

Ser

Ala

35

Ile

Pro

Asp

Thr

Ser

ser

Ser

Ash

195

Trp

Thr

20

Pro

Gly

Lys

Arg

Leu

Ser

Asp

Pro

180

Asn

Lys

val

ga1 Pro Ala

Arg

Gly

Asn

Leu

Phe

85

Leu

Arg

Gly

Glu

Phe

165

val

LysS

Ser

Glu

Cys

Gin

Asn

Leu

70

Ser

GIn

Leu

Gln

Glu

150

Tyr

Lys

Tyr

His

Gln

Lys

TYr

Ile

Gly

Thr

ser

Pro

135

Leu

Pro

Ala

Ala

215

Thr

GIn

Ser

val

40

val

Tyr

Ser

Gly

Ala

120

Lys

Glin

Gly

Gly

Ala

200

sSer

val

Leu

val

25

Thr

ser

Asp

LYS

Ala

Ala

Ala

val

185

Ser

Tyr

Ala

Al472PCT

Leu

10

Leu

Ile

Trp

Asn

ser

90

Glu

va'l

Asn

Asn

val

170

Glu

Ser

Ser

Pro

Gly Leu

Thr Glin

ser Cys

Tyr Gln

60
Asn Lys

75

Gly Thr

Ala Asp

Phe Gly

Pro Thr

140

Lys Ala

Thr val

Thr Thr

Tyr Leu

Cys Gln

220

Thr Glu
235

Page 8

sSynthetic

Leu Leu Leu

Pro

ser

45

GlIn

Arg

ser

Tyr

Thr

Ala

Lys

ser

205

val

Cys

Pro

30

Gly

Leu

Pro

Ala

Tyr

110

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

ser

15

ser

Ser

Pro

ser

Thr

95

Cys

Thr

Leu

val

Lys

175

Ser

Thr

His

Trp

val

Ser

Gly

Gly

80

Leu

Gly

LYS

Fhe

Cys

160

Ala

LYysS

Pro

Gly



<210> 13
<211> 23

<212>
<213>

<220>

<221>
<223>

Leu

Ser

Ser

Ala

65

val

Ala

Ala

Leu

Pro

145

Leu

AsSp

Gln

Glu

Gly

8

PRT. o
artificial seguence

sgurce . .
/note="Description of

polypeptide”

<400> 13
%et AsSp Met Arg gaf Pro Ala

Arg

Gly

ASn

50

Ala

Pro

Ile

Trp

Thr

130

Pro

1le

Gly

Ser

Glin

210

ser

Gly

Thr

35

Ile

Pro

ASp

Ser

115

val

Ser

ser

ser

Asn

195

Trp

Thr

Ala

20

Pro

Gly

Lys

Arg

Gly

Asp

Leu

Ser

Asp

Pro

180

Asn

Lys

val

Arg

Gly

Ser

Leu

Phe

85

Leu

Ser

Gly

Glu

Phe

165

val

Lys

Ser

Glu

Cys

Gin

Asn

Leu

70

Ser

Arg

Leu

Gin

Glu

150

Tyr

Lys

Tyr

His

Lys

GlIn

Arg

Tyr

Ite

Gly

ser

Ser

Pro

135

Leu

Pro

Ala

Ala

Arg

Thr

Artificial sequence:

GIn

Ser

val

40

val

Phe

Ser

Glu

Lys

GIn

Gly

Gly

Ala

200

Ser

val

Leu

val

25

Thr

Tyr

Arg

LysS

Trp

Ala

Ala

Ala

val

185

Ser

Tyr

Ala

AT472PCT

Leu

10

Leu

Ile

Trp

ser

Ser

90

Glu

val

Asn

ASNn

val

170

Giu

Ser

Ser

Pro

Gly Leu

Thr GIn

ser Cys

Tyr Gin

60
AsSn GIn

75

Gly Thr

Ala Asp

Phe Gly

Pro Thr

140

Lys Ala

Thr val

Thr Thr

Tyr Leu

Cys G1n

220

Thr Glu

rPage 9

synthetic

Leu Leu Leu

Pro

Ser

45

Gln

Arg

Ser

Tyr

Gly

val

Thr

Ala

Lys

Ser

205

va'l

Cys

Pro

30

Gly

Leu

Pro

Ala

TYPr

110

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

Ser

15

ser

ser

Pro

Ser

Ser

95

Cys

Thr

Leu

val

Thr

His

Trp

Ala

Ser

Gly

Gly

80

Leu

Ala

Lys

Phe

cys

160

Ala

Lys

Pro

Glu



225

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>
Met Asp Met Arg val Pro Ala
5

1

Leu

Leu

Gin

Ala

65

Pra

Ite

Tyr

Lys

Glu

145

Phe

Gln

Ser

Glu

14
236
PRT
Artificial sequence

spurce o
/note="Description of

polypeptide”

Arg

ser

Gly

50

Pro

ser

ser

AsSn

Arg

Gin

Tyr

ser

Thr

LyS
210

14

Gly

Ala

35

Ile

Lys

Arg

ser

Ite

115

Thr

Leu

Pro

Gly

Tyr

His

Ala

20

Ser

Arg

Arg

Phe

Leu

100

Tyr

val

Lys

Arg

Asn

180

Ser

Lys

Arg

val

Asn

Leu

ser

85

Gin

Pro

Ala

Ser

Glu

165

ser

L.eu

val

230

cys

ASp

Ile

70

Gly

pro

Trp

Ala

Gin

Ser

Tyr

ASp

ASp

Leu

55

TY

Ser

Glu

Thr

Pro

135

Thr

Lys

Giu

ser

Ala
215

Artiticial Sequence:

Gin

Ile

Arg

40

Gly

Ala

Gly

Asp

Phe

120

ser

Ala

val

Ser

Thr

200

Cys

Leu

Gin

25

val

Trp

Ala

Ser

Ley

105

Gly

val

Ser

Gln

val

185

L.eu

A1472PCT

Leu

10

Met

Thr

Phe

Ser

Gly

90

Ala

Gln

Phe

val

Trp

170

Thr

Thr

val

235

Gly Leu

Thr G1n

Ile Thr

Gln Gin

60

Ser Leu
75

Thr Glu

Thr Tyr

Gly Thr

ITe pPhe

140

val Cys

155

Lys val

Glu G1n

Leu Ser

Thr His
220

page 10

synthetic

Leu

ser

Cys

45

Lys

Gln

Phe

Tyr

Lys

125

Pro

Leu

AsSp

Asp

LYS

205

Gin

Leu

Pro

30

Arg

Pro

Ser

Thr

Cys

110

val

Pro

Leu

Asn

ser

190

Ala

Gly

Leu

15

Ser

Ala

Gly

Gly

Leu

95

l.eu

Glu

Ser

Ash

Ala

175

Lys

Asp

Leu

Trp

Ser

ser

LyS

val

80

Thr

Gin

Ile

Asp

Asn

160

Leu

ASp

TYr

Ser



Ser Pro val Thr Lys Ser pPhe

225

<210> 15
<211> 23

<212>
<213>

<220>

<221>
<223>

1

Leu

Ser

Leu

Pro

65

ASp

Thr

Asp

val

Ser

145

Ser

Ser

Asn

6

PRT
Artificial seguence

source o
/note="Description of

polypeptide”

<400> 15
Met Asp Met Arg

Arg

val

Arg

50

val

Arg

Gly

Ser

Leu

130

Ser

ASp

Pro

Asn

Gly

Ala

35

ser

Leu

Phe

Ala

Ser

115

Gly

Glu

Phe

val

LyS

Ala

20

L.eu

Phe

val

Ser

Gln

100

val

Gln

Glu

TYr

LysS

Tyr

val
5
Arg
Gly
Tyr
Phe
Gly
85
Ala
Tyr
Pro
Leu
Pro
165

Ala

Ala

230

Pro

cys

Gin

Ala

Tyr

70

ser

Glu

His

Lys

Gin

150

Gly

Gly

Ala

Ala

Ser

Thr

Ser

55

Gly

ser

Asp

Leu

Ala

135

Ala

Ala

val

Ser

Al472PCT

Asn Arg Gly Glu Cys
235

Artificial Sequence:

GIn

Ser

val

40

Trp

Lys

Ser

Glu

val

120

AsSnh

Asn

val

Glu

ser
200

Leu Leu
10

Glu Leu
25

Lys Ile

Tyr GIn

AsSn Asn

Gly Asn
90

Ala Asp
105

Leu Gly

Pro Thr

tys Ala

Thr val
170

Thr Thr
185

Tyr Leu

Gly

Thr

Thr

Gin

Arg

75

Thr

Tyr

Gly

val

Thr

155

Ala

Lys

ser

Leu

Glin

Cys

Ala

Tyr

Gly

Thr

140

Leu

Trp

Pro

Leu

Page 11

Synthetic

Leu Leu Leu

AsSp
Gln
45

Pro
Ser
ser
Cys
Thr
125
Leu
val
Lys

Ser

Thr
205

Pro

30

Gly

Gly

Gly

Leu

AsSn

110

LYyS

Phe

Cys

Ala

Lys

190

Pro

15

Thr

ASp

Gln

Ile

Thr

95

Ser

l.eu

pro

Leu

ASD

Gln

Glu

Trp

val

Ser

Ala

Pro

80

Ile

Arg

Thr

Pro

Ile

160

Gly

Ser

Gin



Trp Lys Ser His Arg Ser Tyr
210

215

Thr val Glu Lys Thr val Ala

225

<210> 16
<211> 24
<212> PR

<213>

<220>

<221>
<223>

1

Leu

Leu

Gln

Gin

65

Arg

ASp

Tyr

Thr

Phe

145

cys

val

1
T

source o
/note="Description of

polypeptide”

<400> 16
Met AsSp Met Arg

Arg

ser

Ser

50

LysS

Phe

Phe

Tyr

Lys

Pro

Leu

Asp

Gly

val

35

Leu

Pro

Ser

Thr

cys

115

val

pPro

Leu

Asn

Ala

20

Thr

Leu

Gly

Gly

Leu

100

Met

Glu

Ser

Asn

Ala
180

val
5
Arg
Pro
His
Gin
val
85

Lys

Gin

Asp

Asn
165

Leu

230

Pro

Cys

Gly

Ser

Pro

70

Pro

Ile

Ser

LYS

Giu

150

Phe

GIn

Artificial sSequence

Ala

ASp

Gln

Ala

35

Pro

Asp

ser

Phe

Arg

Gin

Tyr

ser

Al472PCT

ser Cys Gin val Thr His Glu Gly ser

220

Pro Thr Glu Cys Ser

artificial Seguence:

Gin

Ile

Pro

40

Gly

Gin

Arg

Arg

Pro

120

Thr

Leu

Pro

Gly

Leu

Lys

l.ey

Phe

val

105

Leu

val

LyS

Arg

ASD
185

Leu

10

Leu

Ser

Thr

Leu

ser

90

Glu

Pro

Ala

ser

Glu

170

Ser

235

Gly Leu

Ala Gln

Ile Ser

Tyr Leu

60
Ile Tyr
75
Gly Ser
Ala Glu
teu Thr
Ala Pro

140
Gly Thr

Ala Lys

GIn Glu

page 12

synthetic

Leu

Thr

cys

45

Tyr

Glu

Gly

Asp

Phe

125

Ser

Ala

val

Ser

Leu

Pro

30

Lys

Trp

val

Ser

val

110

Gly

val

Ser

Gln

val
190

Leu

15

Leu

ser

Tyr

Ser

Gly

95

Gly

Gly

Phe

val

Trp

Ser

ser

Leu

Asn

30

Thr

Ile

Gly

Ile

val

160

Lys

Glu



Gln Asp Ser Lys Asp Ser Thr
195

ser Lys Ala Asp Tyr Glu Lys
210 215

His GIln Gly Leu Ser Ser Pro

225

Cys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

230

17

238

PRT

Artificial Seauence

spurce

/note="pescription of Artificial Sequence:

polypeptide”
17

Met Asp Met Arg val Pro Ala
1 5

Leu Arg Gly Ala Arg Cys GIn

20

Ser Ala Ala Pro Gly GIn Lys

35

Ser Ash Ile Gly Asn Asn Tyr

50

53

Thr Ala Pro iys Leu Leu Ile

65

70

ITe Pro Asp Arg Phe Ser Gly

85

Gly ITe Thr Gly Leu Gin Thr

Thr Trp Asp Ser Arg lLeu Ser

teu Thr val reu Gly GIn Pro
130 135

Pro Pro Ser Ser Glu Glu Leu

145

150

Leu ITe Ser Asp Phe Tyr Pro

200

His Lys val Tyr Ala
220

A1472PCT
Tyr Ser Leu Ser Ser

val Thr Lys Ser Phe

Gin

ser

va'l

40

val

Tyt

Ser

Gly

Ala

120

Lys

Gin

Gly

Leu

val

25

Thr

ser

Asp

Lys

Ala

Ala

Ala

Leyu

10

Leu

Ile

Trp

Asn

Ser

90

Glu

val

Asn

Asn

235

Gly Leu

Thr

Ser

Tyr

Asn

75

Gly

Ala

rhe

Pro

Lys
155

GlIn

Cys

Gin

60

Lys

Thr

ASp

Gly

Thr

140

Ala

val Thr val

Page 13

Thr Leu Thr Leu

205

Cys Glu val

Asn Arg Gly

synthetic

Leu Leu Leu

Pro

ser

45

Gln

Arg

ser

Tyr

Thr

Ala

Pro

30

Gly

Leu

Pro

Thr

Tyr

110

Gly

Thr

Leu

Trp

15

Ser

ser

Pro

Ser

Thr

95

Cys

Thr

Leu

val

Lys

Thr

Glu
240

Trp

val

Ser

Gly

Gly

80

Ley

Gly

LyS

Phe

Cys

Ala



165

Asp Gly Ser Pro val Lys Ala

180

GIn Ser Asn Asn Lys Tyr Ala

195

Glu GIn Trp Lys Ser His Arg
210 215

Gly ser Thr val Glu Lys Thr

225

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

230

18

241

PRT

Artificial Sequence

source o
/note="Description of
polypeptide”

18

Met Asp Met Arg val Pro Ala
1 5

Leu Arg Gly Ala Arg Cys Asp

Leu Pro val Thr Pro Gly Glu

35

GIn Ser Leu Leu His Ser Phe

50

55

Gin Lys Pro Gly Gin %er Pro

65

70

Arg Ala Ser Gly val Pro Asp

85

Asp Phe Thr Leu Lys Ile Ser

100

Tyr Tyr Cys Met Gln Ala Leu

115

Thr Lys val Asp Ile Lys Arg
130 135

Phe Pro Pro Ser Asp Glu GlIn

145

150

Al472PCT

170

Gly val Glu Thr Thr

185

Ala Ser Ser Tyr Leu

200

Ser Tyr Ser Cys Gln

220

val Ala Pro Thr Glu

Artificial Sequence:

Gln Leu Leu

Ile

Pro

40

Gly

Glin

Arg

Arg

Gin

120

Thr

Leu

va'l

25

Ala

Tyr

Leu

Phe

val

105

Thr

val

Lys

Met

ser

Asn

Leu

Ser

S0

Glu

Pro

Ala

235

Gly

Thr

Ile

Tyr

Ile

75

Gly

Ala

Phe

Ala

Leu

GIin

Ser

Leu

60

Tyr

Ser

Glu

Thr

Pro
140

Ser Gly Thr

155

Page 14

Lys

Ser

205

val

Cys

Pro

130

Leu

Thr

Ser

i75

Ser

Thr

His

Synthetic

Leu Leu lLeu

ser

Cys

45

ASp

Leu

Gly

ASp

Phe

125

Ser

Ala

Pro

30

Arg

Trp

Gly

Ser

val

1106

Gly

val

Ser

15

Leu

ser

Tyr

Ser

Gly

95

Gly

Pro

Phe

val

Lys

Pro

Glu

TrpR

Ser

Ser

Leu

Asn

80

Thr

val

Gly

Ile

val
160



cys
val
Gln
Ser
His
225

cys

Leu Leu Asn Asn Phe Tyr
165

Asp Asn Ala Leu Gln Ser
180

Asp Ser Lys Asp Ser Thr
195

Lys Ala Asp Tyr Glu Lys
210 215

GIn Gly Leu Ser Ser Pro
230

<210> 19

<211> 241

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of

polypeptide™

<400> 19

Met

1

Leu

Leu

Gln

Gln

65

Arg

Asp

Tyr

Asp Met Arg val Pro Ala
5

Arg Gly Ala Arg Cys Asp
20

ser val Thr Pro Gly Gln
35

Ser Leu Leu His Ser Asp
50 55

Lys Pro Gly GlIn Pro Pro
70

pPhe ser Gly g?u Pro Asp
5

Phe Thr Leu Lys Ile Ser
100

Tyr Cys Met Gln Ser Phe

Pro

Gly

Tyr

200

His

val

Artificiatl Seqguence:

Gln

ile

Pro

40

Gly

Gn

Arg

Arg

Pro
120

Arg

Asn

185

Ser

Lys

Thr

Leu

Ile

25

Ala

Lys

Leu

Phe

val

105

Leu

Al472PCT

Glu Ala Lys

170

Ser

Leu

val

LYS

Leu

10

Leu

Ser

Thr

Leu

ser

90

Glu

Gln

sSer

Tyr

ser
235

Gly

Thr

Ile

Tyr

Ile

75

Gly

Ala

Glu

Ser

Ala

220

Phe

L.eu

Gin

Ser

Leu

60

Tyr

ser

Glu

Pro Leu Thr

Page 15

val

Ser

Thr

205

cys

Asn

Gin

val

190

Leu

Glu

Arg

Trp

Thr

Thr

val

Gly

synthetic

Leu

Thr

Cys

Tyr

Glu

Gly

ASp

Phe
125

Leu

Pro

30

Lys

Trp

val

ser

val

110

Gly

Leu
15

leu
Ser
Tyr
Ser
Gly
95

Gly

Gly

Lys

Glu

Leu

Thr

Glu
240

Trp

Ser

ser

Leu

AsSn

80

Thr

Thr

Gly



Thr

Phe

145

cys

val

Gin

Ser

His

225

Cys

LyS

Pro

Leu

Asp

AsSp

Lys

210

Gln

<210> 20
<211> 23

<212>
<213>

<220>

<221>
<223>

val

Pro

Leu

Asn

ser

195

Ala

Gly

8

PRT
Artificial Seguence

Glu

Ser

Asn

Ala

180

Lys

ASp

Leu

source o
/note="pescription of

Tle

Asp

Asn

165

Leu

Asp

Tyr

Ser

polypeptide”

<400> 20
Met Asp Met Arg
1

Leu

Ser

ser

Thr

65

Ile

Arg Gly Ala
20

Ala Ala Pro

Asn Ile Gly

50

Ala Pro Lys

Pro Asp Arg

val
5

Arg
Gly
ASn
Leu

Phe
85

Lys

Glu

150

Phe

Gln

Ser

Glu

Ser
230

Pro

Cys

GlIn

Ash

Leu

70

Seyr

TYr

ser

Thr

Lys

215

Pro

Ala

GIn

LYS

Gly

Thr

Leu

Pro

Gly

val

Artificial sequence:

Glin

ser

val

40

val

Tyr

Ser

val

LyS

Arg

Asn

185

Ser

Lys

Thr

Leu

val
25

Thr

Al472PCT

Ala Ala Pro

Ser

Glu

170

ser

Leu

val

Lys

Leuy
10

lLeu

Ile

Ser Trp

ASp Asn

LYS

ser
20

Gin

Ser

Tyr

Ser
235

Gly

Thr

Ser

Tyr

ASN
75

140

Thr
Lys
Glu
ser
Ala

220

Phe

Leu
Gln
Ccys
Gln
60

Lys

Gly Thr

Page 16

ser

Ala

val

Ser

Thr

205

cys

Asn

val

sSer

Glin

val

190

Leu

Glu

Arg

Phe

val

Thr

val

Gly

Synthetic

Leu Leu Leu

Pro

ser

45

Glin

Arg

Ser

Pro
30
Gly

rhe

Pro

Ala

15

Ser

ser

Pro

sSer

Thr
95

Ile

val

160

Lys

Glu

Leu

Thr

Glu
240

Trp

val

ser

Gly

Gly

80

Leu



Gly Ile Thr Gly Gln Thr

100

Leu

Thr Trp Ser Arg Leu Ser

115

Thr val

130

Leu Leu Gly GlIn Pro

135

Glu
150

Pro Pro Ser Ser Glu Leu

145

pPhe
165

Lteu Ile Ser Asp Tyr Pro

Gly Pro val Ala

180

AsD Ser Lys

Gln Asn Asn Ala

195

ser Lys Tyr

Gin His

210

Glu Trp Lys Ser Arg

Gly Ser Thr val Glu Thr

225 230

<210> 21
<211> 238
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="pescription of
potypeptide”

<400> 21
Met Asp Met Arg val Pro Ala
1 5

teu Arg Gly Ala Arg Cys Gin
20

ser Gly Thr Pro Gly Gln Arg
35

Ser Asn Ile Gly Ser Asn

50

Tyr
55

Ala Ile

65

Leu
70

Ala Pro Lys Leu

val Pro Asp Arg Phe Ser Gly

Gly

Ala

120

Lys

Gn

Gly

Gly

Ala

200

Ser

val

Artificial Sequence:

Gln

ser

val

40

val

l.eu

ser

A1472PCT
Gilu Ala Asp

val Phe Gly

Thr
140

Ala Asn Pro

Ala Asn Ala

val val

170

Ala

val Glu Thr Thr

185

Ser Ser Tyr Leu

GIn
220

Tyr Ser Cys

Thr Glu

235

Ala Pro

led Leu Gly Leu

10

val Leu Thr Gln

25

Thr Ile Ser Cys

Tyr Trp Tyr Glhn

60

Asn Gn
75

Arg Asn

Lys Ser Gly Thr
Page 17

TYr Tyr

110

Cys

Gly Gly Thr

val Thr Leu

Thr Leu val

Ala

Trp

Pro
190

Lys Ser

Sepr Thr

205

Leu

val Thr His

Cys ser

sSynthetic

Leu Leu Leu

15

ser Pro

30

ser

ser Gly

45

Ser

Gin Leu Pro

arg Pro Ser

Ser Ala ser

Gly

LyS

Phe

Cys

Ala

LysS

Pro

Giu

Trp

Ala

Ser

Gly

Gly

80

Leu



Thr

Ala

Leu

Pro

145

Leu

AsSp

GIn

Glu

Gly
225

<210>
<211>
<212>
<Z213>

Ite

Trp

Thr

130

Pro

Ile

Gly

Ser

Gin

210

Ser

<220>

<221>
<223>

<400>
Met Asp Met Arg val Pro Ala GIn Leu Leu Gly Leu
5 10

1

22

238
PRT
Artificial Sequence

Ser

ser

Ser

Ser

Asn

195

Trp

Thr

source . .
/note="Description of Artificial Sequence:

Gly

Asp

Leu

Ser

Asp

Pro

180

AsSn

LysS

val

85

Leu

Ser

Gly

Glu

Phe

165

val

Lys

Ser

Glu

polypeptide"

22

Arg

Leu

Gin

Glu

150

Tyr

Lys

Tyr

His

Lys

Ser

Ser

Pro

135

Leu

Pro

Ala

Ala

Arg

Thr

Leu Arg Gly Ala Arg Cys Glin
20

Ser Gly ;?r Pro Gly GIn Arg

Ser Asn Ile Gly Ser Asn Thr
50 5

65

Thr Ala Pro Lys Leu Leu Ile
70

Glu

Gly

Lys

Gin

Gly

Gly

Ala

200

Ser

val

sSer
val
40

val

Tyr

T"rp

Ala

Ala

Ala

val

185

Ser

Tyr

Ala

Al472PCT
90

Glu Ala Asp Tyr

val

Asn

Asn

val

170

Glu

ser

Ser

Pro

Phe

Pro

Thr

Tyr

Cys

Thr
235

Gly

Thr

140

Ala

val

Thr

Leu

Gln

220

Glu

val teu Thr Gln

Thr 1Te Ser Cys

Asn Trp Tyr Gln
60

Thr Asn Asn Gln

75

Page 18

Thr

Ala

Lys

Ser

205

va'l

Cys

Tyr

110

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

ser

95

cys

Thr

Leu

val

Lys

175

ser

Thr

His

Synthetic

Leu
Pro
Ser
45

GlIn

Arg

Leu

Pro

30

Gly

L.eu

Pro

Leu

15

ser

Ser

Pro

Ser

Lys

Phe

Cys

Ala

Lys

Pro

Glu

Trp

ala

ser

Gly

Gly
80



val

Ala

Ala

Leu

Pro

145

Leu

Asp

Glin

Glu

Gly
225

<210>
<211>
<212>
<213>

Pro

Ile

Arg

Thr

130

Pro

Ile

Gly

ser

Gln

210

Ser

<220>

<221>
<223>

<400> 23

23

238
PRT
Artificial Sequence

Asp

Ser

Ser

Ser

Ser

Asn

195

Trp

Thr

Arg

Gly

160

Glu

Leu

Ser

Asp

Pro

180

Asn

LYyS

val

source o o
/note="pescription of Artificial Sequence:

Phe

85

Ley

Ser

Gly

Glu

Phe

165

val

Lys

Ser

Glu

polypeptide™

ser

Gin

Leu

Gln

Glu

150

Tyr

Lys

Tyr

His

Gly

Ser

Asn

Pro

135

Leu

Pro

Ala

Ala

Ser

Glu

Gly

Lys

GIn

Gly

Gly

Ala

200

Ser

val

Lys

Asp

val

Ala

Ala

Ala

val

185

ser

Tyr

Ala

Al472PCT

ser Gly Thr ser
a0

Glu

val

Asn

Asn

val

170

Glu

ser

Ser

Pro

Ala

Phe

Pro

Thr

Tyr

Cys

Thr
235

Asp

Gly

Thr

140

Ala

val

Thr

Leu

Gin

220

GHu

Met Asp Met Arg val Pro Ala G1n Leu Leu Gly Leu
1 5

Leu Arg Gly §1a Arg Cys Gln
0

Ser Gly ggr Pro Gly Gln Arg

Sser Asn Ile Gly Ser Asn Tyr

55

10

Ser val Leu Thr GIn

25

val Thr Ile Ser Cys
4

val Tyr Trp Tyr Gin
60

Page 19

Phe

Thr

Ala

LyS

Ser

205

val

cys

Ala

Tyr

110

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

ser

sSer

a5

Cys

Thr

Leu

val

Thr

His

Synthetic

Leu Leu Leu

15

Pro Pro Ser

Ser Gly Ser

45

GIn Leu Pro

lL.eu

Ala

LyS

Phe

Cys

160

Ala

Lys

Pro

Trp

Ser

Gly



Ala

65

val

Ala

Ala

Leu

Pro

145

Leu

Asp

Gln

Glu

Gly
225

Ala

Pro

Ile

Trp

Thr

130

Pro

Ile

Gly

ser

Gin

210

Ser

<210> 24
<211> 24
<21Z2> PR

<213>

<220>

<221>
<223>

Pro

ASD

Ser

ASp

115

val

Ser

Ser

Ser

Asn

195

Trp

Thr

1
¥

Lys

Arg

Gly

100

ASp

Leu

Ser

Asp

Pro

180

AsSn

Lys

val

source o
/note="pescription of

Leu

Phe

85

Leu

ser

Gly

Glu

Phe

165

val

Lys

Ser

Glu

polypeptide”

<400> 24
Met Asp Met Arg val Pro Ala
1 5

Leu

70

Ser

Arg

L.eu

GIn

Gliu

150

TYr

Lys

Tyr

His

Lys
230

Ile

Gly

Ser

ser

Pro

i35

Leu

Pro

Ala

Ala

Arg

Thr

Artificial Sequence

Leu Arg Gly Aéa Arg Cys Asp
2

Leu Ser val Ser Pro Gly Gln

rhe

Ser

Glu

Gly

Lys

Gin

Gly

Gly

Ala

200

ser

val

Artificial Sequence:

Arg

Lys

105

Trep

Ala

Ala

Ala

va'l

185

ser

Tyr

Ala

Al472PCT

Asn Ash Glin

Ser

90

Glu

val

Asn

AsSn

val

170

Glu

ser

Ser

Pro

Gly

Ala

Phe

Pro

Thr

Tyr

Cys

Thr
235

Thr

Asp

Gly

Thr

140

Ala

val

Thr

l.eu

Gln

220

Glu

GIn Leu Leu Gly Leu
10

Ile Thr Leu Thr Gln

25

Pro Ala Ser Ile Ser

40

Page 20

Arg

ser

Tyr

Thr

Ala

Lys

Ser

205

val

Cys

Pro

Ala

Tyr

Gly

Thr

L.eu

Trp

Pro

190

Leu

Thr

Ser

Ser

ser

95

Cys

Thr

Leu

val

LYyS

175

Ser

Thr

His

Synthetic

Gly

80

Leu

Ala

Lys

Phe

cys

160

LyS

Pro

Glu

Leu Leu Leu Trp
15

Thr Pro Leu Ser

30

Cys Lys Ser Ser
45



GlIn

Gln

65

Arg

ASp

Tyr

Thr

Phe

145

cys

val

Gin

Ser

His

225

Cys

Ser

50

Lys

Phe

Phe

Tyr

LYS

Pro

Leu

ASp

Asp

Lys

210

GlIn

<210> 25
<211> 23

<212>
<Z213>

<220>

<221>
<223>

Leu

Pro

Ser

Thr

Cys

115

va]

Pro

Leu

Asn

Ser

195

Ala

Gly

8

PRT
Artificial seguence

source
/note="pescription of Artificial Sequence: Synthetic

Leu

Gly

Gly

Leu

100

Met

Glu

ser

Asn

Ala

180

Lys

Asp

Leu

His

GIn

Leu

85

Lys

Gln

Ile

ASpP

Ash

165

Leu

Asp

Tyr

Ser

polypeptide"

<4Q0> 25
Met Asp Met Arg val Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
1 5 10 15

Ser

Pro

70

Pro

Ile

Ser

LYysS

Glu

150

Phe

Gln

Ser

Glu

ser
230

ASD

55

Pro

Asp

Ser

Phe

Ty

Ser

Thr

Gly

Glin

Arg

Arg

Pro

120

Thr

Leu

Pro

Gly

Tyr

200

His

val

Arg

Leu

Phe

val

105

Leu

val

Lys

Arg

Ash

185

Ser

Lys

Thr

Al472PCT
Asn Tyr Leu

Leu

Ser

S0

Glu

Pro

Ala

Ser

Glu

170

Ser

Leu

val

Lys

Ile
75

Gly
Ala

Leu

Ala

Glin

Ser

TYr

ser
235

Tyr

Ser

Glu

Thr

Pro

140

Thr

LYys

Glu

Ser

Ala

220

Phe

Tyr

Glu

Gly

Asp

Phe

125

Ser

Ala

val

Ser

Thr

205

cys

Asn

Trp

val

ser

val

110

Gly

val

Ser

Gin

val

190

Leu

Glu

Arg

Tyr

Ser

Gly

95

Gly

Gly

Phe

val

Trp

Thr

Thr

val

Gly

Leu

AsSn

80

Thr

Ile

Gly

Ile

val

160

Lys

Leu

Thr

Glu
240

Leu Arg Gly Ala Arg Cys Gin Ser val Leu Thr Gin Pro Pro Ser val
Page 21



Ser

Ser

Thr

65

Ile

Gly

Thr

L.eu

Pro

145

Leu

ASp

Gin

Glu

Gly
225

<210>
<211>
<212>
<213>

Ala

Asn

50

Ala

Pro

Ile

Trp

Thr

130

Pro

Ile

Gly

Ser

GIn

210

ser

<220>

<221>
<223>

<400>
Met Asp Met Arg val Pro Ala
5

1

Ala

35

Ile

Pro

Asp

Thr

sSer

Ser

ser

Asn

195

Trp

Thr

26
236
PRT
Artificial Seguence

source o
/note="pescription of

20

Pro

Gly

Lys

Arg

Gly

100

Ser

Leu

Ser

Asp

Pro

180

Asn

LyS

val

Gly

Asn

Leu

phe

85

Leu

Arg

Gly

Glu

Phe

165

val

Lys

Ser

Glu

polypeptide™

26

Gln

Asn

Leu

70

Ser

Glin

Leu

Gln

Glu

150

Tyr

Lys

Tyr

His

Lys

Tyr

55

Ile

Gly

Thr

Ser

Pro

135

Leu

Pro

Ala

Ala

Arg

Thr

val

40

val

Tyr

ser

Gly

Ala

120

Lys

GIn

Gly

Gly

Ala

200

ser

val

Artificial Sequence:

25

Thr

ser

Asp

Lys

Ala

Ala

Ala

val

185

Ser

Tyr

Ala

Al472PCT

Ile

Trp

Asn

ser

90

Glu

val

Ash

Asn

val

1790

Glu

Ser

ser

Pro

Ser

Tyr

Asn

75

Gly

Ala

phe

Pro

Thr

Tyr

Cys

Thr
235

cys

Gin

60

Lys

Thr

Asp

Gly

Thr

140

Ala

val

Thr

Leu

GIn

220

Glu

Ser

45

Gin

Arg

ser

Tyr

Gly

val

Thr

Ala

Lys

Ser

205

val

Cys

30

Gly

Leu

Pro

Ala

Tyr

110

Gly

Thr

Leu

Trp

Pro

190

Leu

Thr

sSer

Ser

Pro

Ser

Thr

95

Cys

Thr

Leu

val

Thr

His

synthetic

Ser

Gly

Gly

80

Leu

Gly

Lys

Phe

Lys

Pro

Glu

GIn Leu Leu Gly Leu Leu Leu Leu Trp
15

10

Page 22



Leu

l.eu

Gn

Ala

65

Pro

Ile

Tyr

Lys

Glu

145

Phe

Gin

Ser

Glu

ser
225

<210>
<211>
<212>
<213>

Arg

Ser

Gly

50

Pro

Ser

Ser

Asn

Tyr

Ser

Thr

Lys

210

Pro

<220>

<221>
<223>

27

235
PRT
Artificial Sequence

Gly

Ala

35

Ile

Lys

Arg

Ser

Ser

115

Thr

Leu

Pro

Gly

Tyr

195

His

val

Ala

20

ser

Arg

Arg

Phe

Leu

100

Phe

val

Lys

Arg

Asn

180

ser

Lys

Thr

source o o
/note="Description of Artificial Sequence:

Arg

val

Lys

Leu

Ser

85

Glin

Pro

Ala

ser

Glu

165

ser

L.eu

val

Lys

polypeptide”

cys

Gly

Asp

Ile

70

Gly

Pro

Trp

Ala

Gin

sar

Tyr

Ser
230

Asp

ASD

Leu

55

Tyr

Ser

Glu

Thr

Pro

135

Thr

Lys

Glu

ser

Ala

215

Phe

Ile

Arg

40

Ggly

Gly

Gly

Asp

Phe

120

Ser

Ala

val

ser

Thr

200

Cys

Asn

Gln

25

val

Trp

Ala

Ser

Phe

105

Gly

val

Ser

Glin

val

185

l.eu

Glu

Arg

Al472PCT

Met Thr Gln

Thr

Tyr

Ser

Gly

90

Ala

Glin

Phe

va'

Trp

Thr

Thr

val

Gly

Ile

Gin

ser

75

Thr

Thr

Gly

Ile

val

155

Lys

Glu

Leu

Thr

Glu
235

Thr

GIn

60

teu

Giu

TYr

Thr

Phe

140

Cys

val

GIn

ser

His

220

Cys

page 23

Ser

Cys

45

Lys

GIn

Phe

Tyr

Lys

125

Pro

Leu

Asp

ASp

Pro

30

Arg

Pro

Ser

Thr

cys

110

val

Pro

Leu

Asnh

Ser

1580

Ala

Gly

Ser

Ala

Gly

Gly

Leu

95

Leu

Glu

Ser

Asn

Ala

175

Lys

ASp

Leu

Synthetic

Ser

ser

Lys

val

30

Thr

Gln

Ile

Asp

ASN

160

Leu

ASp

Tyr

Ser



<400> 27

Met Glu Thr Pro

1

Asp

Leu

val

Pro

65

Asp

Ser

Gly

Arg

Gln

145

Tyr

Ser

Thr

Lys

Pro
225

<210> 28

Thr

ser

Ser

50

Arg

Arg

Arg

Asn

Thr

130

Leu

Pro

Gly

Tyr

His

210

val

Thr

Pro

35

Ser

Leu

Phe

Leu

Ser

115

val

LyS

Arg

Asn

Ser

195

Lys

Thr

<211> 235
<212> PRT
<213> Artificial Seguence

<220>

<221> source

Gly

20

Gly

Gly

Leu

Ser

Glu

100

Leu

Ala

ser

Glu

sSer

180

Leu

val

Lys

Ala

Glu

Glu

Tyr

Ite

Gly

85

Pro

Cys

Ala

Gly

Ala

165

GIn

sSer

Tyr

ser

GlIn

Ile

Arg

lL.eu

TYr

Ser

Glu

Arg

Pro

Thr

150

LYySs

Glu

Ser

Ala

pPhe
230

Leu

val

Ala

Thr

55

Gly

Gly

Asp

Phe

ser

135

Ala

val

Ser

Thr

Cys

215

Asn

Leu

Leu

Thr

40

Trp

Ala

ser

Phe

Gly

val

Ser

Glin

val

Leu

200

Glu

Arg

Phe

Thr

25

Leu

Tyr

Ser

Gly

Ala

105

Gln

Phe

val

Trp

Thr

185

Thr

val

Gly

A1472pPCT

Leu Leu Leu

10

Gln

Ser

Glin

Ser

Thr

90

val

Gly

Ile

val

LYS

170

Glu

Leu

Thr

Glu

Ser

Cys

Glin

Arg

75

Asp

Tyr

Thr

Phe

Gln

Ser

His

235

Pro

Arg

Lys

60

Ala

Phe

Tyr

Lys

Pro

140

Leu

ASp

Asp

Lys

GlIn
220

Page 24

Leu

Gly

Ala

45

Pro

Thr

Thr

Cys

Leu

125

Pro

Leu

Asn

Ser

Ala

205

Gly

Trp

Thr

30

Ser

Gly

Gly

Leu

Gin

110

Glu

Ser

Asn

Ala

Lys

ASp

Leu

Leu

15

Leu

Gin

Gln

Ile

Thr

95

GIn

ITe

AsSp

Asn

Leu

1735

AsSp

TYyr

Ser

Pro

Ser

Ser

Ala

Pro

80

Ile

TYr

Lys

Glu

Phe

160

ser

Glu

Ser



<223> /note="Description of
pelypeptide"

<400> 28
Met Glu Thr Pro

1

Asp

Leu

val

Pro

65

Asp

Ser

Arg

Glin

145

Tyr

Ser

Thr

Lys

Pro
225

Thr

Ser

ser

50

Arg

Arg

Arg

Asn

Thr

130

Leu

Pro

Gly

Tyr

His

210

val

<210> 29
<211> 47

<212>
<213>

Thr

Pro

35

Ser

Leu

Phe

Leu

ser

115

val

Lys

Arg

Asn

ser

195

Lys

Thr

8

PRT
Artificial Sequence

Gly

20

Gly

Gly

Leu

Ser

Glu

100

Leu

Ala

Ser

Glu

Ser

180

leu

val

Lys

Ala Gln Leu

5

Glu

Glu

Tyr

Ile

Gly

85

Pro

Ser

Ala

Gly

Ala

165

Glin

ser

TYr

Ser

Ile

Arg

Leu

Tyr

70

Ser

Glu

Arg

Pro

Thr

150

LysS

Glu

ser

Ala

Phe
230

val

Ala

Thr

55

Gly

Gly

Asp

Phe

Ser

135

Ala

val

Ser

Thr

Cys

215

Asn

Artificial sSequence:

Leu

Leu

Thr

40

Trp

Ala

Ser

Phe

Gly

val

Ser

Gin

val

L.eu

200

Glu

Arg

Phe

Thr

25

Leu

Tyr

sSer

Gly

Ala

105

Glin

Phe

val

Trp

Thr

185

Thr

val

Gly

Al472pCT

Leu

10

Gln

Ser

Gln

Ser

Thr

90

val

Gly

Ile

val

Lys

170

Glu

Leu

Thr

Glu

Leu

Ser

Cys

GIn

Arg

75

ASp

Tyr

Thr

Phe

Gin

ser

His

Cys
235

Let

Pro

Arg

Lys

60

Ala

Phe

Tyr

LysS

Pro

140

ieu

ASD

Asp

LyS

Gin
220

Page 25

synthetic

Leu

Gly

Ala

45

Pro

Thr

Thr

Cys

Leu

125

Pro

Leu

Asn

Ser

Ala

205

Gly

Trp

Thr

30

ser

Gly

Gly

Leu

GlIn

110

Glu

Ser

Asn

Ala

Lys

190

ASp

Leu

Leu

i5

Leu

Gln

Gin

Ile

Thr

95

Gin

Ile

AsSp

AsSn

Leu

175

Asp

Tyr

Ser

Pro

Ser

ser

Pro

80

Ile

Tyr

Lys

Phe

160

Glin

Ser

Glu

Ser



<220>
<221> source
<223> /note="Description of
polypeptide”

<400> 29
Met AsSp Met Arg

1

Leu

val

Phe

Tyr

Ser

Thr

ser

Leu

Trp

Leu

Ser

225

Pro

Arg

val

Thr

50

Gly

Ser

Lys

Pro

Gly

Asn

Gin

210

Ser

Ser

Gly

GIn

35

Phe

Leu

val

Asn

val

115

Tyr

Thr

Leu

Cys

Ser

195

ser

Asn

Asn

Ala

20

Pro

Ser

Glu

Asp

Thr

100

Tyr

Tyr

val

Ala

Leu

180

Gly

Ser

phe

Thr

§a1 Pro Ala

Arg

Gly

ser

Trp

Ser

85

Leu

Tyr

His

Thr

Pro

165

val

Ala

Gly

Gly

Lys

Cys

Arg

Phe

val

70

val

Phe

Cys

Tyr

val

150

Cys

Lys

Leu

Leu

Thr

230

val

Gin

Ser

Gly

55

Ala

Lys

Leu

Ala

Lys

135

Ser

Ser

ASp

Thr

Tyr

215

GIn

Asp

AL472PCTY

Artificial Sequence: Synthetic

GIn

val

leuy

40

Met

val

Gly

GIn

Arg

Tyr

Ser

Arg

Tyr

Ser

260

Ser

Thr

Lys

Leu

Gin

25

Arg

His

Ile

Arg

Met

105

ASp

TYr

Ala

Ser

Phe

185

Gly

Leu

Tyr

Thr

Leu

10

Leu

Leu

Trp

Ser

Phe

90

Asn

Arg

Gly

Ser

Thr

170

Pro

val

Ser

Thr

Gly

val

Ser

val

phe

75

Thr

Ser

Leu

Met

Thr

155

ser

Glu

His

Ser

Cys
235

Leu

GTu

Cys

Arg

60

Asp

Ile

Leu

Asn

Ala

140

Lys

Glu

Pro

Thr

val

220

Asn

val Glu Arg
Page 26

l.eu

Ser

Ala

45

Gln

Gly

Ser

Arg

Tyr

125

val

Gly

ser

val

Phe

205

val

val

Lys

Leu

Gly

30

Ala

Ala

Ser

Arg

Ala

110

Tvyr

Trp

Pro

Thr

Thr

190

Pro

Thr

Asp

Cys

Leu

15

Gly

ser

Pro

Ile

Asp

95

Glu

ASD

Gly

Ser

Ala

175

val

Ala

val

His

Cys

Trp

Gly

Gly

Gly

Asp

ser

val

160

Ala

Ser

val

Pro

Lys

val



Gly

Leuy

Glu

Gln

305

LYyS

Leu

Lys

Lys

Ser

385

LysS

Glin

Gly

Gin

Asn
465

Cys

Phe

val

2580

Phe

Pro

Thr

val

Thr

370

Arg

Gly

Pro

Ser

Gin

450

His

<210> 30
<211> 47
<212> PR

«<213>

<220>

<221>
<223>

Pro

Pro

275

Thr

Asn

Arg

val

Ser

355

LysS

Glu

phe

Glu

Phe

435

Gly

Tyr

9
7

source o
/note="Description of

Pro

260

Pro

Cys

Tre

Glu

val

340

Asn

Gly

Glu

Tyr

Asn

420

rhe

Asn

Thr

245

Cys

Lys

val

Tyr

Glu

325

His

Lys

Gin

Met

Pro

405

Asn

Leu

val

Gln

polypeptide”

Pro

Pro

val

val

310

Gln

Gln

Gly

Pro

Thr

390

Ser

Tyr

Tyr

Phe

Ala

Lys

val

295

ASp

Phe

ASp

Leu

Arg

375

LyS

Asp

Lys

Ser

Ser

453

ser

artificial Sequence

Pro

Asp

ASp

Gly

Asn

Trp

Pro

360

Glu

Asn

Ile

Thr

Lys

440

Cys

Leu

Artificial Sequence:

Pro

265

Thr

val

val

Ser

Leu

345

Ala

Pro

Gln

Ala

Thr

425

Leu

sSer

ser

Al472PCT

250

val Ala Gly

Leu

ser

Glu

Thr

330

Ash

Pro

GIn

val

va'l

410

Pro

Thr

val

Leu

Met

His

val

315

Phe

Gly

Ile

val

ser

395

Glu

Fro

val

Met

ser
475

Tle

Glu

300

His

Arg

Lys

Ghu

Tyr

380

Leu

Trp

Met

ASp

His

460

Pro

Page 27

Pro

Ser

285

ASp

Asn

val

Glu

Thr

Ghu

Leuy

Gly

Ser

270

Arg

Pro

ala

val

Tyr

350

Thr

l.eu

Cys

Ser

Ala

Lys

255

val

Thr

Glu

Lys

ser

335

Lys

ITe

Pro

Leu

AsSn

415

ser

Arg

t.eu

Synthetic

Phe

Pro

val

Thr

320

val

Cys

Ser

Pro

val

400

Gly

ASDP

Trp

His



<400> 30

Met Asp Met
1

Leu

Leu

Phe

ASp

Glu

Ile

GIn

145

val

ala

ser

val

Pro

225

Lys

val

Arg

val

Thr

50

Gly

Thr

Asp

ASp

Ser

130

Gly

Phe

Leu

Trp

Leuy

210

Ser

Pro

Glu

Gly

Lys

35

Phe

Leu

Asp

ser

Thr

115

Trp

Thr

Pro

Gly

Asn

195

Gln

Ser

Ser

Cys

Arg

Ala

20

Pro

ser

Glu

Tyr

Lys

100

Ala

Ser

Thr

Ley

Cys

130

Ser

Ser

Asn

Asn

Pro
260

val

Arg

Gly

Asnh

Trp

Ala

85

Asn

val

sSer

val

Ala

165

l.eu

Gly

Ser

Phe

Thr

245

Pro

Pro

Cys

Gly

Ala

val

70

Ala

Thr

Tyr

Tyr

Thr

150

Pro

val

Ala

Gly

Lys

Cys

Ala

Glu

Ser

Trp

55

Gly

Pro

Leu

Tyr

Tyr

135

val

cys

Lys

Leu

Leu

215

Thr

val

Pro

Gln

val

Leu

40

Met

Arg

val

Tyr

Cys

120

Tyr

ser

ser

ASp

Thr

200

Tyr

Gln

Asp

Ala

Leu

GlIn

25

Arg

Ser

Ile

Lys

Leu

105

Thr

Tyr

ser

Arg

Tvr

185

Ser

Ser

Thr

Lys

Pro
265

Al472PCT

Leu Gly Leu

10

Leu

Leu

Trp

Lys

Gly

90

Gin

Thr

Tyr

Ala

Ser

170

Phe

Gly

l.eu

Tyr

Thr
250

val

Ser

val

Ser

75

Arg

Met

Asp

Gly

ser

155

Thr

Pro

va'l

Ser

Thr

235

val

Glu

Cys

Arg

60

Thr

Phe

Asn

Arg

mMet

140

Thr

ser

Glu

His

ser

220

Cys

Glu

pro val Ala

Page 28

l.eu

Ser

Ala

45

Glin

Thr

Thr

Ser

Thr

125

Asp

Lys

Glu

Pro

Thr

205

val

Asn

Arg

Gly

Leu

Gly

30

Ala

Ala

Asp

Ile

Leu

110

Gly

val

Gly

Ser

val

190

Phe

val

val

LyS

Pro
270

Leu

15

Gly

ser

Pro

Gly

Ser

95

Lys

Tyr

Trp

Pro

Thr

175

Thr

Pro

Thr

Asp

cys

255

ser

Trp

Gly

Gly

Gly

Gly

80

Arg

Thr

ser

Gly

Ser

160

Ala

val

Ala

val

His

240

Cys

val



Phe

Pro

val

305

Thr

val

Cys

Ser

Pro

385

val

Gly

ASD

Trp

His
465

Leu

Glu

290

GIn

Lys

l.eu

Lys

370

Ser

Lys

Gin

Gly

Asn

Phe

275

val

rhe

Pro

Thr

val

355

Thr

Arg

Gly

Pro

Ser

435

Gln

His

<210> 31
<211> 478
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of
polypeptide™

<400> 31

1

Pro

Thr

Asn

Arg

val

340

Ser

LYS

Glu

rhe

Glu

420

Phe

Gly

Tyr

Pro

Cys

Trp

Glu

325

val

Asn

Gly

Glu

Tyr

405

Asn

Phe

AsSn

Thr

Lys

val

Tyr

310

Glu

His

Lys

GIn

Met

390

Pro

Asn

L.eu

val

Gln
470

Pro

val

295

val

GIn

Glin

Gly

Pro

375

Thr

Ser

Tyr

Tyr

Phe

453

Lys

Met Asp Met Arg val Pro Ala
5

Lys

280

val

Asp

Phe

Asp

Leu

360

Arg

Lys

ASp

Lys

Ser

440

ser

Ser

Artificial Sequence:

Asp

ASp

Gly

Asn

Tep

345

Pro

Glu

Asn

Ile

Thr

425

Lys

Cys

Leu

Al472PCT

Thr Leu Met

val

val

ser

330

Leu

Ala

Pro

Gln

Ala

410

Thr

Leu

ser

Ser

ser

Glu

315

Thr

Asn

Pro

Gln

val

395

val

Pro

Thr

val

Leu
475

His

300

val

Phe

Gly

Ile

val

380

Ser

Glu

Pro

val

Met

460

Ser

Ile

285

Glu

His

Arg

Lys

Glu

365

Tyr

L.eu

Trp

Met

Pro

Ser

ASp

Asn

val

Glu

350

Lys

Thr

Thr

Glu

Leu

430

Lys

Glu

Gly

Arg

Pro

Ala

val

335

Tyr

Thr

Leu

Cys

Ser

415

Asp

Ser

Ala

Lys

Synthetic

Thr

Glu

LYS

Ser

Lys

Ile

Pra

Leu

400

Asn

Ser

Arg

Leu

Gin Leu Lgu Gly Leu Leu Leu Leu Trp
1

Page 29



Leu

teu

Phe

Lys

Tyr

Ser

Thr

ser

Gly

145

Phe

Leu

Trp

Leu

Ser

225

Pro

Glu

L.eu

Arg

val

Thr

50

Gly

TYr

Lys

Ala

Ser

130

Thr

Pro

Gly

Asn

GIn

210

Ser

Ser

Cys

Phe

Leu

Ala

Asn

val

115

Gly

Thr

Leu

Cys

Ser

195

Ser

Asn

Ash

Pro

Pro
275

Ser

Glu

Asp

Thr

100

Tyr

Trp

val

Ala

l.eu

180

Gly

ser

Phe

Thr

Pro

260

Pro

Arg

Gly

Ser

Trp

Ser

85

Leu

Tyr

Tyr

Thr

Pro

165

val

Ala

Gly

Gly

LYS

Cys

Glu

Tyr

val

70

val

Tyr

Cys

Asp

val

150

Cys

Lys

Leu

Leu

Thr

230

val

Pro

Pro

Glu

Ser

Ala

55

ser

LYyS

Leu

Ala

Tyr

135

ser

Ser

Asp

Thr

Tyr

215

Gin

Asp

Ala

LysS

val

Leu

40

Met

Ala

Gly

Glin

LYyS

Tyr

Ser

Arg

Tyr

ser

200

Ser

Thr

Lys

Pro

AsD
280

Gln

25

Arg

Ser

Ile

Arg

Met

105

Asp

Tyr

Ala

Ser

Phe

185

Gly

Leu

Tyr

Thr

Pro

265

Thr

AL472PCT

Leu Leu Glu

Leu

Trp

Ser

Phe

90

Asn

GIn

Gly

Ser

Thr

170

Pro

val

Ser

Thr

val

250

val

Leu

ser

val

Gly

75

Thr

Ser

Arg

Met

Thr

155

Ser

Glu

His

Ser

Cys

235

Glu

Ala

Met

Cys

Arg

60

Ser

Ile

Leu

Glu

Asp

Lys

Glu

Pro

Thr

val

220

Asn

Arg

Gly

Ite

Page 30

Ser

Ala

45

Gin

Gly

Ser

Arg

val

125

va'l

Gly

Ser

val

Phe

205

val

val

Lys

Pro

Ser
285

Gly

30

Ala

Ala

Gly

Arg

Ala

110

Gly

Trp

Pro

Thr

Thr

180

Pro

Thr

Asp

Cys

Ser

Gly

Ser

Pro

Arg

AsSp

G5

Glu

Pro

Gly

Ser

Ala

175

val

Ala

val

His

Cys

255

val

270 .

Arg

Thr

Gly

Gly

Gly

Thr

80

Asn

Asp

Tyr

Gln

val

160

Ala

Ser

vai

Pro

LysS

240

val

Phe

Pro



Glu

Gln

305

LYS

Leu

Lys

Lys

Ser

385

LYS

Gin

Gly

GIn

Asn
465

val

290

Phe

Pro

Thr

val

Thr

370

Arg

Gly

Pro

Ser

Gin

450

His

<210> 32
<211> 47

<212>
<213>

<220>

<221>
<223>

Thr

Asn

Arg

val

ser

355

Lys

Glu

Phe

Glu

Phe

435

Gly

Tyr

8

PRT‘ L.
Artificial sequence

Cys

Trp

Glu

val

340

Asn

Gly

Glu

Tyr

Ash

420

phe

Asn

Thr

source o
/note="Description of

val

Tyr

Gluy

325

His

Lys

Glin

Met

Pro

405

Asnh

Leu

val

GIn

polypeptide”

<400> 32
Met Asp Met Arg val Pro Ala
1 5

val

val

310

GIn

Gln

Gly

Pro

Thr

390

ser

Tyr

Tyr

Phe

val

295

Asp

Phe

Asp

Leu

Arg

Lys

Asp

LyS

Ser

sSer

455

Ser

Leu Arg Gly Ala Arg Cys Gln
20

Asp

Gly

Asn

Trp

Prro

360

Glu

Asn

Ile

Thr

Lys

Cys

Leu

Artificial Seguence:

val

val

ser

Leu

345

Ala

Pro

Gln

Ala

Thr

425

Leu

Ser

Ser

AT472PCT

Ser His Glu

Glu

Thr

330

Asn

Pro

Gin

val

val

410

Pro

Thr

val

Leu

val

315

Phe

Gly

Ile

val

Ser

395

Glu

Pro

va'l

Met

ser
475

300

His

Arg

Lys

Glu

Tyr

380

Ley

Trp

Met

Asp

His

460

Pro

ASp

Asn

val

Glu

365

Thr

Thr

Glu

Leu

Lys

Glu

Gly

Pro

Ala

val

Tyr

350

Thr

Leu

Cys

ser

Ala

Lys

Glu

Lys

ser

335

Lys

Ile

Pro

Leu

AsSn

415

Ser

Arg

Leu

synthetic

val

Thr

320

vai

Cys

sSer

Pro

val

400

Gly

Asp

Trp

Gin Leu Lteu Gly Leu Leu Leu Leu Trp
15

10

val GIn Leu val GIn Ser Gly Ala Glu
30

page 31



val

Tyr

Gln

65

Asn

ser

Thr

Arg

Leu

Trp

Leu

Ser

225

Pro

Glu

Leu

Glu

Lys

Thr

50

Gly

Tyr

ITe

Ala

Pro

Gly

Asn

Gin

210

Ser

ser

Cys

Phe

val
290

Lys

Phe

Leu

Ala

Ser

val

115

val

Thr

Leu

Cys

Ser

195

Ser

Ash

Asn

Pro

Pro

275

Thr

Pro

Thr

Glu

Gin

Thr

100

Tyr

phe

val

Ala

Leu

180

Gly

Ser

Phe

Thr

Pro

260

Pro

Cys

Gly

Gly

Trp

LYS

85

Ala

Phe

Pro

Thr

Pro

165

va'l

Ala

Gly

Gly

Lys

Cys

LYS

val

Ala

Tyr

Met

70

Phe

Tyr

Cys

Pro

val

150

Cys

Lys

Leu

Leu

Thr

230

val

Pro

Pro

val

ser

Tyr

Gly

Gin

Met

Ala

Tyr

135

ser

Ser

ASp

Thr

Tyr

215

Gin

Asp

Ala

Lys

val
295

val

40

Met

Trp

Gly

Glu

ser

Arg

Tyr

Ser

200

Ser

Thr

Lys

Pro

Asp

280

Asp

His

Ile

Arg

Leu

105

ASD

Tyr

Ala

Ser

Phe

185

Gly

Leu

Tyr

Thr

Pro

265

Thr

va'l

Al472PCT
Lys val Ser Cys

Trp

ASn

val

90

Ser

Gln

Gly

Ser

Thr

170

Pro

val

Ser

Thr

va'l

250

val

Leu

Ser

val

Pro

75

Thr

Arg

Met

Met

Thr

155

Ser

Glu

His

Ser

Cys

235

Glu

Ala

Met

His

ATg

60

Asn

Met

Leu

Ser

AsSp

140

Lys

Glu

Pro

Thr

val

220

Asn

Arg

Gly

Iie

Glu
300

Page 32

Lys

45

GIn

Ser

Thr

Arg

Ile

125

val

Gly

ser

val

Phe

205

val

val

Lys

Pro

Ser

285

Asp

Ala

Ala

Gly

Arg

Ser

110

Ile

Trp

Pro

Thr

Thr

190

Pro

Thr

Asp

Cys

Ser

270

Arg

Pro

Ser

Pro

Gly

Asp

a5

Asp

Met

Gly

Ser

Ala

175

val

Ala

val

His

Cys

255

val

Thr

Glu

Gly

Gly

Thr

80

Thr

Asp

l.euy

Gln

val

160

Ser

val

Pro

Lys

val

Phe

Pro

val



Gin

305

Lys

Leu

LYS

Lys

Ser

385

Lys

Glin

Gly

Gin

Asn
465

<210>
<Z211>
<212>
<213>

Phe

Pro

Thr

val

Thr

370

Arg

Gly

Pro

ser

Gin

450

His

<220>

<221>
<223>

<400> 33
Met Asp Met Arg ga? Pro Ala

1

33

477
PRT
Artificial Seguence

Asn

Arg

val

ser

355

Lys

Glu

rhe

Glu

Phe

435

Gly

Tyr

source o
/note="pescription of Artificial Sequence:

Trp

Glu

val

340

Asnh

Gly

Glu

Tyr

AsSn

420

Phe

Asn

Thr

Tyr

Glu

His

Lys

Gln

Met

Pro

405

Asn

Leu

val

GlIn

polypeptide"

val

310

Gin

GIn

Gly

Pro

Thr

390

Ser

Tyr

Tyr

Phe

Lys

Asp

pPhe

ASp

tey

Arg

375

Lys

Asp

Lys

Ser

ser

455

Ser

Leu Arg Gly %éa Arg Cys GlIn

val val ¢ln Pro Gly Arg Ser
35

Phe Thr Phe Ser Ser Tyr Gly

Gly

Asn

Trp

Pro

360

Glu

Asn

Ile

Thr

Lys

Cys

Leu

AlA72PCT
val Glu val His

Ser Thr
330

Leu Asn
345

Ala pPro

Pro Gln

Gin val

Ala val

410

Thr Pro

425

Leu Thr

Ser val

ser Leu

315

Phe

Gly

ITe

val

Ser

395

Glu

Pro

val

Met

ser
475

Arg

Lys

Glu

Ty

380

Leu

Trp

Met

Asp

His

460

Pro

Gin Leu Leu Gly Leu
10

val GIn Leu val Glu

Leu Arg Leu Ser Cys

40

Met His Trp val Arg
Page 33

Asn

val

Glu

LYyS

365

Thr

Thr

Glu

Leu

LysS

445

Glu

Gly

Ala

val

Tyr

350

Thr

Leu

Cys

Ser

Asp

sSer

Ala

Lys

LYS

Ser

335

Lys

Iie

Pro

L.eu

AsSn

415

ser

Arg

Leu

Synthetic

Leu Leu Leuy

ser Gly Gly
30

Ala Ala ser

45

Gln Ala Pro

Thr

320

val

Cys

Ser

Pro

val

400

Gly

ASD

Trp

His

Trp

Gly

Gly

Gly



Ser

Thr

Thr

Thr

145

Pro

Asn

GIn

Ser

225

Ser

Cys

Phe

val

Phe

305

Pro

50

Gly
TYF
Lys
Ala
Leu
130
Thr
Leuy
Cys
Ser
ser
210
Asn
Asn
Pro
Pro
Thr
290

Asn

Arg

Leu

Ala

Asn

val

115

Tyr

val

Ala

Leu

ser

Phe

Thr

Pro

Pro

275

Cys

Trp

Glu

Glu

ASp

Thr

100

Tyr

TVYr

Thr

Pro

val

180

Ala

Gly

Gly

Lys

Cys

260

Lys

val

Tyr

Glu

Trp

ser

85

Leu

phe

Tyr

val

Cys

165

Lys

Leuy

Leu

Thr

val

245

Pro

Pro

val

val

Gln

val

70

val

Tyr

Cys

Phe

Ser

150

Ser

AsSp

Thr

TYF

GIn

230

Asp

Ala

Lys

val

Asp

310

Phe

55

Ala

Lys

Leu

Ala

Arg

Tyr

Ser

Ser

215

Thr

LYS

Pro

ASp

ASp

295

Gly

Asn

val

Gly

Gln

Tyr

Ala

Ser

rhe

Gly

Leu

Tyr

Thr

Pro

Thr

280

val

val

Ser

ile

Arg

Met

105

Glu

Gly

Ser

Thr

Pro

185

val

Ser

Thr

val

val

265

.eu

Ser

Glu

Thr

Al472pPCT
60

Ser Tyr Asp Gly Ser

Phe

90

Asnh

Arg

Met

Thr

Ser

170

Glu

His

Ser

Cys

Glu

250

Ala

Met

His

val

75

Thr

Ser

Lys

Asp

LYS

155

Glu

Pro

Thr

val

Asn

235

Arg

Gly

Ile

Glu

His
315

Ile

Leu

Arg

va'l

140

Gly

Ser

val

rhe

val

220

val

Lys

Pro

Ser

ASp

300

Asn

Phe Arg val
Page 34

Ser

Arg

val

125

Irp

Pro

Thr

Thr

Pro

205

Thr

ASp

Cys

ser

Ala

val

Arg

Ala

110

Thr

Gly

Ser

Ala

val

190

Ala

va'l

His

Cys

val

270

Thr

Glu

Lys

ser

His

Asp

95

Glu

Met

GlIn

val

Ala

175

Ser

val

Pro

LYS

va'l

255

Phe

Pro

val

Thr

val

Glu

80

Ile

ASp

Ser

Gly

Phe

160

Leu

Trp

Leu

ser

Pro

240

Glu

Leu



325

Thr val val His Gin Asp Trp
340

val Ser Asn Lys Gly iLeu Pro
355

Thr Lys Gly Gln Pro Arg Glu
370 375

Arg Glu Glu Met Thr Lys Asnh

Gly Phe Tyr Pro Ser Asp Ile
405

Pro Glu Asn Asn Tyr Lys Thr
420

Ser Phe Phe Leu Tyr Ser Lys
435

GIn Gly Asn val pPhe Ser Cys
450 455

His Tyr Thr GIn Lys Ser Leu
465 470

<210> 34

<211> 469

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 34
Met Asp Met Arg val pro Ala
i 5

Leu Arg Gly Ala Arg Cys Glu
20
Leu val Lys Pro Gly Arg Ser
35
Phe Thr Phe Gly Asp Tyr Ala

50 55

Lys Gly teu Glu Trp Ile Gly
65 70

Leu

Ala

360

Pro

Gin

Ala

Thr

Leu

440

Ser

Ser

Artificial Sequence:

Gln
Vai
Leu
40

Met

Phe

Al472PCT
330

Asn Gly Lys Glu
345

Pro ITe Glu Lys

GIn val Tyr Thr
380

val Ser Leu Thr
395

val Glu Trp Glu
410

Pro Pro Met Leu
425

Thr val Asp Lys

val Met His Glu
460

Leu Ser Pro Gly
475

Leu Leu Gly Leu
10

GIln Leu val Glu
25

Arg Leu ser Cys

ser Trp Phe Arg
60

Ile Arg Ser Arg
75

Page 35

335

TYyr Lys Cys

Thr 17e ser
365

Leu Pro Pro
Cys Leu val
ser Ash Gly
Asp ser Asp

430

Ser Arg Trp
445

Ala Leu His

Lys

synthetic

Leu Leu Leu
15

Ser Gly Gly
30

Thr Ala Ser

45

Gln Ala Pro

Ala Tyr Gly

Lys

LYyS

Ser

Gly

GIn

Ash

Trp

Gly

Gly

Gly

Gly
80



Thr

ASp

Glu

Arg

ser

145

Thr

Pro

val

Ser

Thr

225

val

val

Leu

sar

Glu

305

Thr

Asn

Pro

AsSp

Asp

Trp

Thr

Ser

Glu

His

Ser

210

Cys

Glu

Ala

Met

His

290

val

Phe

Gly

Glu

ser

Thr

115

ASp

Lys

Glu

Pro

Thr

195

val

Asn

Arg

Gly

Iie

275

Glu

His

Arg

Lys

Tyr

Lys

100

Ala

Tyr

Gly

Ser

val

180

Phe

val

val

LYyS

Pro

260

Ser

Asp

Asn

val

Glu
340

Ala

85

Thr

val

Trp

Pro

Thr

165

Thr

Pro

Thr

ASD

Cys

245

ser

Arg

Pro

Ala

val

325

Tyr

Ala

Ile

Tyr

Gly

ser

150

Ala

val

Ala

val

His

230

Cys

val

Thr

Glu

Lys

310

Ser

Lys

Ser

Ala

Phe

Gin

135

val

Ala

Ser

val

Pro

215

LyS

val

Phe

Pro

val

295

Thi

val

Cys

val

Tyr

Cys

120

Gly

Phe

Leu

Trp

Leu

200

ser

Pro

Glu

Leu

Gghu

280

GIn

Lys

Lau

LYS

LYyS

Ley

105

Ala

Thr

Pro

Gly

Asn

185

Gin

Ser

Ser

Cys

Phe

265

val

Phe

Pro

Thr

val
345

Al472PCT

Gly Arg Phe
90

Gln

Arg

Leu

Leu

Cys

170

Ser

ser

Asn

Asn

Pro

250

Pro

Thr

Asn

Arg

val
330

Met

Gly

val

Ala

155

Leu

Gly

ser

Phe

Thr

235

Pro

Pro

Cys

Trp

Glu

315

val

Asn

Arg

Thr

140

Pro

val

Ala

Gly

Cys

Lys

val

Tyr

Glu

His

Ser Asn Lys

Page 36

Thr

Ser

Cys

Lys

Leu

Leu

205

Thr

val

Pro

Pro

val

285

val

Glin

Glin

Gly

Ile

Leu

110

Ile

Ser

Ser

AsSp

Thr

190

Tyr

Gin

ASp

Ala

Lys

270

val

ASp

Phe

Asp

Leu
350

Ser

95

Lys

Ala

Ser

Arg

Tyr

175

Ser

ser

Thr

LYS

Pro

255

Asp

Asp

Gly

Asn

Trp

Pro

Arg

Thr

Ala

Ala

Ser

160

Phe

Gly

Leu

Tyr

Thr

240

Pro

Thr

val

val

Ser

320

Leu

Ala



Pro

Gin

val

385

val

Pro

Thr

val

Leu
465

<210
<211>
<212>
<213>

Ile

val

370

Ser

Glu

Pro

val

Met

450

Ser

<220>

<221>
<223>

<400>

35

479
PRT
artificial sequence

Glu

Tyr

Leu

Trp

Met

Pro

Lys

Thr

Thr

Glu

Leu

420

Lys

Glu

Gly

source o
/note="pescription of

Thr

Leu

Cys

Ser

405

ASD

Ser

Ala

Lys

palypeptide”

35

Met Asp Met Arg

1

Leu

Leu

Phe

Lys

65

Thr

Arg

val

Thr

50

Gly

Thr

Gly

Leu

Asp

Ala

20

Pro

Ser

Glu

Tyr

ITe

Pro

Leu

390

Asn

Ser

Arg

Leu

Ser

Pro

375

val

Gly

ASD

Trp

val Pro Ala
5

Arg

Gly

Asn

Trp

Thr
85

Cys

Gly

Ala

val

70

Ala

Glu

Ser

Trp

55

Gly

Pro

Lys

360

ser

Lys

Gln

Gly

Gin

440

Asn

Artificial seguence:

GIn

val

Leu

40

Met

Arg

val

Thr

Arg

Gly

Pro

Ser

425

Gln

His

t.ey

Gln

25

Arg

Ser

Ile

Lys

AL472PCT

Lys Gly Gln

Glu Glu Met
380

Phe Tyr Pro
395

Glu Asn Asn
410

Phe Phe Leu
Gly Asn val

Tyr Thr Gln
460

l.eu Gly Leu
10

Leu val Glu
Leu Ser Cys
Trp val Arg

60

Lys Ser Lys
75

Gly Arg Phe
90

Page 37

Pro

365

Thr

Ser

Tyr

Tyr

Phe

445

Lys

Arg

Lys

Asp

LYS

Ser

430

Ser

sSer

Glu

Asn

Tle

Thr

415

Lys

Cys

Leu

Synthetic

Leu

Ser

Ala

45

Glin

Thr

Thr

Leu

Gly

30

Ala

Ala

Asp

Ile

Leu

15

Gly

ser

Pro

Gly

Ser
95

Pro

Gln

Ala

400

Thr

Leu

Ser

ser

Trp

Gly

Gly

Gly

Gly

80

Arg



Asp

Glu

Ie

GIn

145

val

Ala

Ser

val

Pro

225

Lys

val

Phe

Pro

val

305

Thr

val

Cys

AsSp

Asp

Ser

130

Gly

Phe

Leu

Trp

Leu

210

ser

Pro

Glu

L.eu

Glu

290

Gin

Lys

Leu

Lys

Ser

Thr

115

Trp

Thr

Pro

Gly

Asn

195

Gln

ser

Ser

Cys

Phe

275

val

Phe

Pro

Thr

val
355

Lys

106

Ala

Ser

Thr

Leu

Cys

Ser

Ser

Asn

ASn

Pro

260

Pro

Thr

ASh

Arg

val

340

Ser

Asn

val

Ser

val

Ala

165

L.eu

Gly

Ser

Phe

Thr

245

Pro

Pro

Cys

Trp

Glu

325

val

AsSh

Thr

Tyr

Tyr

Thr

150

Pro

val

Ala

Gly

Gly

Lys

Cys

LysS

val

Tyr

310

Glu

His

LYys

Leu

TYypR

Tyr

135

val

Cys

LYS

Leu

Leu

215

Thr

val

Pro

Pro

val

295

val

Glin

Gin

Gly

TYr

Cys

120

TYr

ser

Ser

ASp

Thr

200

TYr

GlIn

Asp

Ala

Lys

val

ASp

phe

ASp

Leu
360

l.eu

105

Thr

Tyr

ser

Arg

TYP

185

Ser

ser

Thr

Lys

Pro

265

Asp

Asp

Gly

Asn

Trp

Pro

Al472PCT

Gln Met Asn

Thr

Tyr

Ala

Ser

170

Phe

Gly

Leu

TYF

Thr

250

Pro

Thr

va]l

val

Ser

330

Leu

ASp

Gly

Ser

155

Thr

Pro

val

ser

Thr

235

val

val

Leu

ser

Glu

315

Thr

Asn

Arg

Met

140

Thr

ser

Glu

His

Ser

220

Cys

Glu

Ala

Met

His

300

val

rhe

Gly

Ala Pro Ile

Page 38

Ser

Thr

125

ASD

Lys

Glu

Pro

Thr

205

val

Asn

Arg

Gly

Ile

285

Glu

His

Arg

Lys

Glu
365

Leyu

110

Gly

val

Gly

Ser

val

190

Phe

val

val

Lys

Pro

270

Ser

ASp

Asn

val

Glu

350

Lys

Lys

Tyr

Trp

Pro

Thr

175

Thr

Pro

Thr

Asp

255

Ser

Arg

Pro

Ala

val

335

Tyr

Thr

sSer

Gly

Ser

160

Ala

va'l

Ala

val

val

Thr

Glu

Lys

320

Ser

Lys

Ile



Ser

Pro

385

val

Gly

Asp

Trp

His
465

<210>
<211>
<212>
<213>

Lys

Ser

Lys

Gln

Gly

Gin

450

Asn

<220>

<221>
<223>

Leu

val

Tyr

Gln

65

AsSh

Ser

Thr

Arg

Gly

Pro

Ser

435

GlIn

His

36
475
PRT
Artificial Sequence

Lys

Glu

Phe

Glu

420

Phe

Gly

Tyr

source o
/note="Description of

Gly

Glu

Phe

Asn

Thr

potypeptide™

<400> 36
Met Asp Met Arg val Pro
1 5

Arg

Lys

Thr

50

Gly

Tyr

Ile

Gly

LYS

35

Phe

Leu

Ala

ser

Ala

20

Pro

Thr

Glu

Gn

Thr
100

Arg

Gly

ASp

Trp

Lys

85

Ala

GIn

Met

390

Pro

Asn

Leu

val

G1in
470

Cys

Ala

Tyr

Met

70

Phe

Tyr

Pro

375

Thr

Ser

Tyr

Tyr

Phe

455

Lys

Ala

Glin

Ser

Tyr

55

Gly

Gln

Met

Arg Glu

LYys Asn

Asp Ile

Lys Thr

425

ser Lys
440

Ser Cys

Ser Leu

Artificial Sequence:

Gln Leu

val GIn
25

val Lys
40

Met Tyr
Trp Ile

Gly Arg

Glu Leu
105

AL4A72PCT

Pro Glin

Gln val
395

Ala val
410

Thr Pro

Ley Thr

ser val

Ser Leu
475

Leu Gly
10

Leu val

va'l ser

Trp val

ser Pro
75

val Thr
90

Ser Arg

val

380

Ser

Glu

Pro

val

Met

460

ser

Leu

GIn

cys

Arg

60

Asn

Met

Leu

Page 39

Tyr

Leu

Trp

Met

Pro

Thr

Thr

Glu

Leu

430

Lys

Glu

Gly

Leu

Cys

sSer

415

Asp

Ser

Ala

Lys

Synthetic

ey Leu Leu

ser

Lys

45

Glin

Ser

Thr

Arg

Gly

30

Ala

Ala

Gly

Arg

Ser
110

15

Ala

ser

Pro

Gly

ASp

95

Asp

Pro

Leu

400

Asn

ser

Arg

Leu

Trp

Glu

Gly

Gly

Thr

80

Thr

Asp



Thr

Ley

val

145

Ala

Leu

Gly

Ser

Phe

225

Thr

Pro

Pro

Cys

val

Asn

Gly

Ala

Tyr

Thr

Pro

val

Ala

Gly

210

Gly

Lys

Ccys

Lys

val

290

Tyr

Glu

His

Lys

Gin
370

val

115

Ser

val

Cys

Lys

ey

195

l.eu

Thr

val

Pro

Pro

275

val

val

GlIn

GlIn

Gly

Pro

Tyr

His

ser

Ser

Tyr

GIn

Asp

Ala

260

Lys

val

Asp

Phe

ASp

340

Leu

Arg

Tyr

TYyr

Ser

Tyr

Ser

Ser

Thr

Asp

ASp

Gly

Asn

325

Trp

Pro

Glu

Cys

Tyr

Ala

150

Ser

Phe

Gly

Leu

Tyr

230

Thr

Pro

Thr

val

val

310

Ser

Leu

Ala

Pro

val

Thr

Pro

val

Ser

215

Thr

val

val

Leu

ser

295

Glu

Thr

Asn

Pro

GIn
375

Thr

ser

Glu

His

200

ser

Cys

Glu

Ala

Met

280

His

val

Phe

Gly

ile

360

val

Gly

ASp

Lys

Glu

Pro

185

Thr

val

Asnh

Arg

Gly

Tle

Glu

His

Arg

LYS

345

Glu

Tyr

Al472pCT
Gly Tyr Ser

val

Gly

ser

170

val

Phe

val

vai

Ser

Asp

Asn

val

330

Glu

Lys

Thr

Trp

Pro

155

Thr

Thr

Pro

Thr

Asp

235

Cys

Ser

Arg

Pro

Ala

315

val

TYF

Thr

Leu

Gly

140

Ser

Ala

val

Ala

val

220

His

Cys

val

Thr

Glu

300

Lys

ser

Lys

Ile

Pro
380

Page 40

Gly

Gin

vai

Ala

Ser

val

205

Pro

LYS

val

Phe

Pro

285

val

Thr

val

Cys

Ser

365

Pro

Tyr

Gly

Phe

Leu

Ser

Pro

Glu

Leu

270

Glu

GlIn

Lys

Leu

Ser

Ala

Thr

Pro

Gln

Ser

ser

255

Phe

val

Phe

Pro

Thr

335

val

Thr

Arg

Gly

Thr

Leu

160

Cys

Ser

Ser

Asn

Ash

240

Pro

Pro

Thr

Asnh

Arg

val

Ser

LYS

Glu



Glu

385

Tyr

AsSn

Phe

Asn

Thr
465

<210>
<211>
<212>
<213>

Met

Pro

Asn

Leu

val

450

Gin

<220>

<221>
<223>

<400> 37
Met Asp Met Arg val Pro Ala
5

1

Leu

Leu

Phe

Lys

Thr

Asp

Glu

Ile

Thr

ser

Tyr

Tyr

435

Phe

Lys

37

479
PRT
Artificial Sequence

Lys

ASp

Ser

Ser

source o
/note="pescription of

Asn

Ile

405

Thr

Lys

Cys

Leu

polypeptide”

Arg

val

Thr

50

Gly

Thr

Asp

ASDp

ser

Gly

Leu

AsD

Ser

Thr

115

Trp

Ala

20

Pro

Gly

Glu

Tyr

Lys

100

Ala

ser

Arg

Gly

Asn

Trp

Ala

85

Ash

val

Ser

Gin

390

Ala

Thr

Leu

Ser

Ser
470

Cys

Gly

Ala

val

70

Ala

Thr

Tyr

Tyr

val

val

Pro

Thr

val

455

Leu

Glu

Ser

Trp

55

Gly

Pro

Leuy

Phe

Tyr

Ser

Glu

Pro

val

440

Met

Ser

Artificial Seguence:

Gln

val

Leu

40

Met

Arg

val

Tyr

cys

120

Tyr

Leu

Trp

Met

425

Asp

His

Pro

Leu

Gln

25

Arg

Ser

Ile

LyS

Leu

105

Thr

TYr

AL472PCY
Thr Cys Leu

Glu
410
lLeu
Lys

Glu

Gly

Leu
10

Leu
Leu
Trp
LYS
Gly
90

Gln

Thr

395

ser

Asp

ser

Ala

Lys
475

Gly

val

Ser

val

ser

75

Arg

Met

ASp

Asn

Ser

Arg

lLeu
460

Leu

Glu

Cys

Arg

60

Lys

Phe

Asn

Arg

Tyr Gly Met
Page 41

val

Lys

Gly Gln

AsSp

Tr‘p
445

His

Gly
430

Gin

Asn

Gly
Pro
415
ser

GIn

His

Synthetic

Leu

ser

Ala

45

Glin

Thr

The

Ser

Thr

125

Asp

Leu

Gly

30

Ala

Ala

ASp

Ile

L.eu

110

Gly

val

Leu

15

Gly

Ser

Pro

Gly

Ser

95

Lys

Tyr

Trp

Phe
400
Glu
Phe

Gly

Tyr

Trp

Gly

Gly

Gly

Gly

80

Arg

Thr

Ser

Gly



Gln

145

val

Ala

ser

val

Pro

225

Lys

va'l

Phe

Pro

va'l

305

Thr

val

Cys

Ser

Pro

385

val

130

Gly

Phe

Leu

Trp

Leu

210

Ser

Pro

Glu

Leu

Glu

290

Gin

Lys

Leu

LYysS

370

Ser

Lys

Thr

Pro

Gly

Asn

195

Gln

Ser

Ser

Cys

Phe

275

val

phe

Pro

Thr

val

355

Thr

Arg

Gly

Thr

Leu

Cys

180

ser

Ser

Asn

Asn

Pro

260

Pro

Thr

Asn

Arg

val

340

Ser

Lys

Glu

Phe

val

Ala

165

Leu

Gly

Ser

rhe

Thr

245

Pro

Pro

Cys

Trp

Gly

325

val

Asn

Gly

Glu

Tyr

Thr

150

Pro

val

Ala

Gly

Gly

Lys

Cys

Lys

val

Tyr

310

Glu

His

Lys

Gin

Met

390

Pro

135

val

cys

Lys

Leu

Leu

215

Thr

val

Pro

Pro

val

295

val

GIn

Gln

Gly

Pro

375

Thr

ser

Ser

ser

Asp

Thr

200

Tyr

Glin

ASp

Ala

Lys

val

ASp

Phe

Asp

Leu

360

Arg

Lys

Asp

Ser

Arg

Ser

Thr

Lys

Pro

265

Asp

AsSp

Gly

Asn

Glu

ASnh

Ite

A1472PCT

140

Ala ser Thr

ser

170

rhe

Gly

Leu

Tyr

Thr

250

Pro

Thr

val

val

Ser

330

Leu

Ala

Pro

Gln

155

Thr

Pro

val

Ser

Thr

235

val

val

Leu

ser

Glu

315

Thr

Ash

Pro

val
395

Ser

Glu

His

Ser

220

Cys

Glu

Ala

Met

His

300

val

Phe

Gly

Ile

val

380

Ser

Ala val Glu
Page 42

Lys

Glu

Pro

Thr

205

val

Asn

Arg

Gly

Ile

285

Glu

His

Arg

Lys

Glu

365

TYr

Leu

Trp

Gly

ser

val

190

Phe

val

va'l

Lys

Pro

270

Ser

ASp

Asn

val

Glu

350

Lys

Thr

Thr

Glu

Pro

Thr

175

Thr

Pro

Thr

Asp

255

Ser

Arg

Pro

Ala

val

335

Tyr

Thr

Leu

Cys

Ser

Ser

160

Ala

val

Ala

val

His

240

Cys

val

Thr

Glu

LYS

sSer

LYyS

Pro

Leu
400

Asn



405

Gly 6¢1n Pro Glu Asn Asn Tyr
420

Asp Gly Ser Phe Phe Leu Tyr
435

trp Gln Gln Gly Asn val Phe
450 455

His Asn His Tyr Thr GIn Lys
465 470

<210> 38

<211> 479

<212> PRT

<213> Artificial Seqguence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

polypeptide”
<400> 38

Met Asp Met Arg val Pro Ala
1 5

Leu Arg Gly éla Arg Cys Glu
0

teu val Lys Pro Gly Gly Ser
35

Phe Thr phe Gly Asn Ala Trp
50 55

Lys Gly Leu GTu Trp val Giy
65 70

Thr Thr Asp Tyr g;a Ala Pro

Asp Asp Ser Lys Asn Thr Leu

Glu Asp Thr ala val Tyr Tyr
115

Ile Ser Trp Ser Ser Tyr Tyr
130 135

Gin Gly Thr Thr val Thr val
145 150

Lys

Ser

440

Ser

Ser

Thr

425

Lys

Cys

Leu

Al472PCT

410

Thr Pro Pro

Leu Thr val

Ser val Met

460

Ser Leu Ser

475

Gln Leu Leu Gly Leu
10

val

Leu

40

Met

Arg

val

Tyr

Cys

120

Tyr

Ser

Gln
25

Arg
Sar
ITe
Lys
Lay
105
Thr

Tyr

Ser

Leu

t.eu

Trp

Lys

Gly

90

Gln

Thr

Tyr

val

ser

val

Ser

75

Arg

Met

Asp

Gly

Ala ser

155

Glu

cys

Arg

60

LYS

Phe

Ash

Arg

Met

140

Thr

Page 43

415

Met Leu Asp Ser

430

Asp Lys
445

ser

Arg

His Glu Ala Leu

Pro Gly

LYS

Synthetic

Leu Leuy

ser Gly
30

Ala Ala
45

GIn Ala

Thr Asp

Thr Ile

Ser Leu
110

Thr Gly
125

Asp val

Leu

15

Gly

Ser

Pro

Gly

ser

95

LysS

Tyr

Trp

pro

Trp

Gly

Gly

Gly

Gly

80

Arg

Thr

sSer

Gly

ser
160



val

Ala

Ser

val

Pro

225

Lys

val

Phe

Pro

val

305

Thr

val

Cys

Ser

Pro

385

val

Phe

lLeu

Trp

Leu

210

ser

Pro

Glu

Leu

Glu

290

GIn

LYS

Leu

Lys

Lys

370

ser

Lys

Gln

Pro

Gly

Asn

195

Gln

Ser

Ser

cys

Phe

275

val

Phe

Pro

Thr

val

355

Thr

Arg

Gly

Pro

Leu

Cys

180

Ser

Ser

Asn

Asn

Pro

260

Pro

Thr

Ash

Arg

val

340

ser

Lys

Glu

Phe

Glu
420

Ala

165

l.ey

Gly

Ser

Phe

Thr

245

Pro

Pro

Cys

Trp

Glu

325

val

AsSn

Gly

Glu

Tyr

405

Asn

Pro

val

Ala

Gly

Lys

Cys

Lys

val

TYr

310

Glu

His

Lys

Gin

Met

390

Pro

Asn

Cys

LYS

Leu

Leu

215

Thr

val

Pro

Pro

va'l

295

val

Gln

Gln

Gly

Pro

375

Thr

ser

Tyr

Ser

ASp

Thr

200

TV

Gin

Asp

Ala

Lys

val

ASp

Phe

Asp

Leu

360

Arg

LYsS

Asp

Lys

Arg

Tyr

i85

Ser

Ser

Thr

Lys

Pro

265

Asp

ASp

Gly

Asn

Trp

Pro

Glu

Asn

Ile

Thr
425

Al472pCT

Ser Thr Ser

170

phe

Gly

Leu

Tyr

Thr

250

Pro

Thr

val

val

Ser

330

Leu

Ala

Pro

GIn

Ala
410

Pro

val

Ser

Thr

235

val

val

Leu

Ser

Glu

315

Thr

Asn

Pro

Gn

val

395

val

Glu

His

Ser

220

Cys

Glu

Ala

Met

His

300

val

phe

Gly

Ile

val

380

ser

Glu

Thr Pro Pro

Page 44

Glu

Pro

Thr

205

va'l

Ash

Arg

Gly

Iie

285

Glu

Arg

Lys

Glu

365

Tyr

Leuy

Trp

Met

ser

val

196

Phe

val

val

Lys

Pro

270

ser

Asp

Asn

val

Glu

350

LyS

Thr

Thr

Glu

Leu
430

Thr

175

Thr

Pro

Thr

Asp

Cys

255

Ser

Arg

Pro

Ala

val

335

Tyr

Thr

Leu

Cys

ser

415

ASp

Ala

val

Ala

va'l

His

240

Cys

val

Thr

Lys

Ile

Pro

Leu

400

Ash

ser



Asp Gly Ser Phe Phe Ley Tyr

Trp GIn GIn Gly Asn val Phe
450

435

455

His Asn His Tyr Thr Gln Lys

465

<210> 39

<211> 478
<212> PRT
<213> Artificial Sequence

<220>

<221> source

470

<223> /notre="Description of
holypeptide”

<400> 39
Met Asp Met Arg
1

Leu Arg

val val

Phe Thr

50

tys Gly

Tyr Ser

Ser Lys

Thr Ala

ser Gly

Gly Thr

phe Pro

Gly

Gin

35

Phe

Leu

val

Asn

val

115

Tyr

Thr

Leu

Ala

20

Pro

Ser

Glu

Asp

Thr

100

Tyr

Tyr

val

Ala

val Pro Ala
5

Arg

Gly

Ser

Trp

Ser

85

Leu

Tyr

His

Thr

Pro
165

Cys

Arg

Phe

val

70

val

Phe

Cys

Tyr

val

150

Cys

Gln

Ser

Gly

55

Ala

LysS

Leu

Ala

Lys

ser

Ser

Al472PCT

Ser Lys Leu Thr val

440

Ser Cys Ser val Met

460

Ser Leu Ser Leu Ser

Artificial seguence:

GIn

val

Leuy

40

Met

val

Gly

Gin

Arg

Tyr

ser

Arg

Leu

GIn

25

Arg

His

Iie

Arg

Met

105

AsSp

Tyr

Ala

Ser

Leu

10

Leu

Leu

Trp

Ser

Phe

90

Asn

Arg

Gly

ser

Thr
170

475

Gly

val

Ser

val

Phe

75

Thr

Ser

Leu

Leu

Thr

155

ser

Leu

Glu

Cys

Arg

60

ASp

Ile

Leu

Asn

Ala

140

Lys

Glu

Page 45

ASp Lys Ser Arg

445

His Glu Ala Leu

Pro Gly Lys

synthetic

Leu Leu Leu

ser

Ala

45

Glin

Gly

Ser

Arg

Tyr

125

val

Gly

Ser

Gly

30

Ala

Ala

ser

Arg

Ala

110

Tyr

Trp

Pro

Thr

15

Gly

Ser

Pro

AsSp

95

Glu

Asp

Gly

ser

Trp

Gly

Gly

Gly

Lys

Asn

ASp

Ser

Gln

val

160

Ala



Leu

Trp

Leu

Ser

225

Pro

Glu

Leu

Glu

Gin

305

Lys

Leu

Lys

Lys

ser

385

Lys

Gin

Gly

Gly

Asn

Gin

210

Ser

Ser

Cys

Phe

val

290

Phe

Pro

Thr

va'l

Thr

370

Arg

Gly

Pro

Ser

Cys

Ser

195

Ser

Asn

Asnh

Pro

Pro

275

Thr

Asn

Arg

val

Ser

355

Lys

Glu

Phe

Glu

Phe
435

Leu

180

Gly

Ser

Phe

Thr

Pro

260

Pro

Cys

Trp

Glu

val

340

AsSn

Gly

Glu

Tyr

Asnh

420

rhe

val

Ala

Gly

Gly

Cys

Lys

val

Tyr

Glu

325

His

LYyS

Gln

Met

Pro

405

Asn

Leu

Lys

Leu

Leu

Thr

230

val

Pro

Pro

val

va'l

310

Gin

GIn

Gly

Pro

Thr

390

ser

Tyr

Tyr

ASp

Thr

Asp

Ala

Lys

val

295

Asp

Phe

ASp

Leu

Arg

Lys

ASp

Lys

Ser

Tyr

Ser

200

ser

Thr

Lys

Pro

Asp

280

ASp

Gly

Asnh

Trop

Pro

360

Glu

Asn

Tle

Thr

Lys

Phe

185

Gly

Leu

Tyr

Thr

Pro

265

Thr

val

val

ser

Leu

345

Ala

Pro

Gln

Ala

Thr

425

Leu

AL1472pPCT

Pro Glu Pro

val

ser

Thr

val

250

val

L.eu

Ser

Glu

Thr

330

AsSh

Pro

Gln

va'l

val

410

Pro

Thr

His

Ser

Cys

235

Glu

Ala

Met

His

val

315

phe

Gly

Ile

val

Ser

395

Glu

Pro

val

Thr

val

220

Asn

Arg

Gly

Ile

Glu

300

Arg

LYS

Glu

380

Leu

Trp

Met

ASp

Page 46

val

Phe

205

val

vai

Lys

Pro

Ser

285

Asp

Asn

val

Glu

Thr

Glu

Leu

Lys
445

Thr

190

Pro

Thr

ASD

Cys

ser

270

Arg

Pro

Ala

val

Tyr

350

Thr

Leu

Cys

ser

val

Ala

val

His

cys

255

val

Thr

Glu

Lys

Ser

335

Lys

Ile

Pro

Leu

Asn

415

Ser

Arg

Ser

val

P1ro

Lys

val

Phe

Pro

val

Thr

320

val

Cys

ser

Pro

val

400

Gly

Asp

Trp



GIn GIn Gly Asn val Phe Ser

450

455

Asn His Tyr Thr GIn Lys Ser

465

<210> 40
<211> 47

9

<212> PRT
<213> artificial sequence

<220>

<221> source
<223> /note="bescription of

polypeptide"

<400> 40

470

Met Asp Met Arg val Pro
1 5

lLeu Arg

Leu val

Tyr Thr

50

Tyr Tyr

Ala Lys

Thr Ala

Tyr Ser

130

Gin Gly
145

val phe

Ala Leu

Gly

Lys

35

Phe

teu

Ala

Ash

val

115

Ile

Thr

Pro

Gly

Ala

20

Pro

Ser

Glu

Asp

Ser

100

Tyr

Ser

Thr

Leu

Cys

Arg

Gly

Thr

Trp

Ser

85

Leu

Tyr

Trp

val

Ala

165

Leu

Cys

Gly

Tyr

val

70

val

TYV

Cys

Tyr

Thr

150

Pro

val

Ala

Glu

Ser

ser

55

Ser

Lys

Leu

Ala

ASp

val

cys

LYS

A1472PCT

Cys Ser val Met His Glu Ala Leu His

Leu Ser Leu Ser Pro Gly Lys

475

Artificial Seqguence: Synthetic

GlIn

val

Leu

40

Met

Ser

Gly

Gin

Ser

Ser

ASD

Leu

Gln

25

Arg

Asn

Ile

Arg

Met

105

Glu

Tyr

ser

Arg

Tyr
185

Leu

10

Leu

Leu

Trp

ser

Phe

90

ser

Gly

Tyr

Ala

Ser

170

Phe

Gly Leu

val Glu

Ser Cys

val Arg
60

ser ser
73

Thr Ile

Ser Leu

val Ser

Gly Met

140

Ser Thr
155

Thr Ser

Pro Glu

Page 47

Leu

ser

Ala

45

Gin

Ser

ser

Arg

Gly

ASp

Lys

Glu

Pro

lL.eu

Gly

30

Ala

Ala

Ser

Arg

Ala

110

Ser

val

Gly

Ser

val
190

l.ey

15

Gly

ser

Pro

Tyr

Asp

95

Glu

Ser

Trp

Pro

Thr

175

Thr

Trp

Gly

Gly

Gly

Arg

80

Asn

AsSp

Pro

Gly

Ser

160

Ala

val



Ser

val

Pro

225

LyS

val

Phe

Pro

val

305

Thr

val

Cys

Ser

Pro

385

val

Gly

Asp

Trp

Trp

Leu

210

Ser

Pro

Glu

Leu

Glu

290

Gln

Lys

Leu

Lys

Lys

370

Ser

Lys

Gin

Gly

Gin
450

Asn

195

Gin

Ser

Ser

Cys

Phe

275

val

Phe

Pro

Thr

val

355

Thr

Arg

Gly

Pro

ser

435

Glin

ser

ser

Asn

Asn

Pro

260

Pro

Thr

Asn

Arg

val

340

Ser

Lys

Glu

Phe

Glu

420

Phe

Gly

Gly

Ser

Phe

Thr

245

Pro

Pro

cys

Trp

Asn

Gly

Glu

Tyr

405

ASn

rhe

Asn

Ala

Gly

Lys

Cys

Lys

val

Tyr

310

Glu

His

Lys

GIn

Met

390

Pro

Asn

Leu

val

Leu

Leu

215

Thr

val

Pro

Pro

val

295

val

G1in

Gln

Gly

Pro

375

Thr

Ser

Tyr

Tyr

Phe
455

Thr

200

Tyr

GlIn

ASp

Ala

Lys

val

Asp

Phe

AsSp

Leu

360

Arg

Lys

AsSp

Lys

Ser

440

ser

Ser

ser

Thr

LYS

Pro

265

Asp

ASp

Gly

Asn

345

Pro

Glu

AsSn

Ile

Thr

425

Lys

Cys

ALA72PCT
Gly val His

Leu

Tyr

Thr

250

Pro

Thr

val

val

Ser

330

Leu

Ala

Pro

Gln

Ala

410

Thr

Leu

ser

ser

Thr

235

val

va'l

L.eu

Ser

Glu

315

Thr

Asn

Pro

GIn

va'l

395

val

Pro

Thr

val

Ser

220

Cys

Glu

Ala

Met

His

300

val

Phe

Gly

Ile

val

380

Ser

Glu

Pro

val

Met
460

Page 48

Thr

205

val

Asn

Arg

Gly

Ile

285

Glu

His

Arg

Lys

Glu

365

Tyr

Leu

Trp

Met

Phe

val

val

Lys

Pro

270

Ser

Asp

Asn

val

Glu

350

LyS

Thr

Thr

Glu

Leu

430

Lys

Glu

Pro

Thr

ASDP

Cys

255

ser

Arg

Pro

Ala

val

335

Tyr

Thr

Leu

Cys

Ser

415

Asp

Ser

Ala

Ala

val

His

240

Cys

val

Thr

Glu

Lys

Ile

Pro

Leu

400

Asn

ser

Arg

Leu



His Asn His Tyr Thr Gln Lys

465

<210>
<21l>
<212>
<213>

<220>

<221>
<223>

<400>

41

474
PRT
Artificial Sequence

source o
/note="pescription of

polypeptide”

41

Met Asp Met Arg
1

Leu

va'l

Phe

Ser

Thr

Ley

Thr

145

Pro

val

Ala

Gly

Arg

val

Thr

50

Gly

Tyr

LYyS

Ala

Tyr

130

val

Cys

LYys

Leu

Leu

Gly

Glin

35

Phe

Leu

Ala

Asn

val

115

Tyr

Ser

Ser

ASp

Thr

195

Tyr

Ala

20

Pro

Ser

Glu

Asp

Thr

100

Tyr

Tyr

Ser

Arg

Tyr

180

Ser

Ser

val
5
Arg
Gly
ser
Trp
Ser
85
Leu
Tyr
Tyr
Ala
Ser
165
Phe

Gly

Leu

470

Pro

Cys

Arg

Tyr

val

70

val

Tyr

Cys

Gly

ser

150

Thr

Pro

val

Ser

Ala

Gin

Ser

Gly

55

Ala

Lys

Leu

Ala

Met

135

Thr

Ser

Glu

His

Ser

Artificial Sequence:

GlIn

val

Leu

40

Met

val

Gly

Glin

Arg

Asp

LYS

Glu

Pro

Thr

200

val

Leu

Glin

25

Arg

His

Ile

Arg

Meat

105

Ala

val

Gly

ser

val

185

Phe

val

Al472PCT
Ser Leu Ser Leu Ser Pro Gly Lys

Leu

10

Leu

Leu

Trp

Trp

Phe

90

Asn

Gly

Trp

Pro

Thr

170

Thr

Pro

Gly

val

Ser

val

TYr

75

Ile

Ser

Gly

Gly

Ser

155

Ala

val

Ala

Leu

Glu

cys

Arg

60

ASp

Ile

Leu

GIn

140

val

Ala

ser

val

Thr val Pro
Page 49

synthetic

Leu Leu Leu

Ser

Ala

45

Gln

Gly

Ser

Arg

Ala

125

Gly

Phe

Leu

Trp

Leu

205

ser

Gly

30

Ala

Ala

ser

Arg

Ala

110

Ala

Thr

Pro

Gly

Asn

190

GIn

ser

15

Gly

Ser

Pro

AsSn

Asp

95

Glu

Ala

Thr

Leu

Cys

175

ser

ser

Asn

Trp

Gly

Gly

Gly

ASpP

Gly

val

Ala

160

Leu

Gly

sSer

Phe



Gly

LYyS

Cys

LYS

val

His

Lys

GIn

Met

385

Pro

Asn

l.eu

val

Gln
465

<210> 42

210

Thr

val

Pro

Pro

val

290

val

Gin

Gln

Gly

Pro

370

Thr

Ser

Tyr

Tyr

Phe

450

LYyS

Glin

Asp

Ala

Lys

275

val

ASp

Phe

Asp

Ley

355

Arg

Lys

ASD

Lys

ser

435

ser

Ser

Thr

Lys

Pro

260

ASp

Asp

Gly

AsSh

Trp

340

Pro

Glu

AsSn

Ile

Thr

420

LYS

Cys

Leu

Tyr

Thr

245

Pro

Thr

val

val

Ser

325

Leu

Ala

Pro

GIn

Ala

405

Thr

Leu

Ser

ser

Thr

230

val

val

Leu

Ser

Glu

310

Thr

Asn

Pro

GIn

val

390

val

Pro

Thr

val

Leu
470

215

Cys

Glu

Ala

Met

His

295

val

phe

Gly

Ile

va'l

375

Ser

Glu

Pro

val

Met

455

Ser

Asn

Arg

Gly

Ile

280

Glu

His

Arg

Lys

Glu

360

Tyr

Leu

Trp

Met

ASp

440

His

Pro

Al472pCT

220

val Asp His Lys

Lys

Pro

265

ser

Asp

Asn

val

Glu

345

Lys

Thr

Thr

Glu

Leu

425

Lys

Ghu

Gly

Cys

250

Ser

Arg

Pro

Ala

val

330

Tyr

Thr

Leu

Cys

Ser

410

Asp

ser

Ala

LyS

235

Cys

val

Thr

Glu

Lys

Ile

Pro

L.eu

395

Asn

ser

Arg

Leu

val

Phe

Pro

val

300

Thr

val

Cys

Ser

Pro

380

val

Gly

Asp

Trp

His
460

Page 50

Pro

Glu

Leu

Glu

285

Gin

Lys

l.eu

Lys

Lys

ser

Lys

GTn

Gly

Gln

445

Asn

Ser

Cys

Phe

270

val

Phe

Pro

Thr

val

350

Thr

ATg

Gly

Pro

ser

430

cln

His

ASn

Pro
255

Pro

“Thr

Asn

Arg

val

335

Ser

Lys

Glu

Phe

Glu

415

Phe

Gly

Tyr

Thr

240

Pro

Pro

Cys

Trp

Glu

320

val

Asn

Gly

GHu

Tyr

400

ASh

Phe

Asn

Thr



<211>
<212>
<213>

<220>

<221>
<223>

<400>

Al472PCT
i3
PRT
Artificial Seguence

source o o
/note="Description of Artificial Sequence: Synthetic
peptide”

42

Sar Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr val ser
1 5 10

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

43

7

PRT

Artificial Sequence

saurce
/note="Description of Artificial Sequence: Synthetic
peptide”

43

Asp Asn Asnh Lys Arg Pro Ser
1 5

<210>
<21l>
<212>
<213>

<220>

<221>
<223>

<400>

44
11
PRT
Artificial Sequence

source o o )
/note="Description of Artificial Sequence: Synthetic
peptide”

44

Gly Thr Trp Asp Ser Arg lLeu Ser Ala val val
1 5

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220
<221>
<223>

10

45

13

PRT

Artificial Sequence

source
/note="pescription of Artificial Sequence: Synthetic
peptide™

45

Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Tyr val Tyr
5 10

46

7

PRT

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide”

Page 51



Al1472PCT

<400> 46
Arg Ser Asn Glin Arg Pro Ser
1 5

<210> 47

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide”

<400> 47
Ala Ala Trp Asp Asp Ser Leu Ser Gly Tgp val
1 5 1

<210> 48

<211> 11

<212> PRT

<213> Artificial Seguence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide”

<400> 48
?rg Ala ser Gln §1y Ile Arg Asn Asp &Su Gly

<210> 49
<211> 7

<212> PRT

<213> Artificial seguence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide”

<400> 49
Ala Ala ser Ser Leu Gln Ser
1 5

<210> 50

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide”

<400> 50
Lteu Gln Tyr Asn ITe Tyr Pro Trp Thr
1 5

<210> 51
<2131> 11
Page 52

synthetic

synthetic

Synthetic

Synthetic



Al472PCT
<212> PRT
<213> artificial sSequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 31
g?n Gly Asp Ser %eu Arg Ser Phe Tyr Ala Ser
10

<210> 52

<21ll> 7

<212> PRT

<213> Artificial Seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"”

<400> 52
Gly Lys Asn Asn Arg Pro Ser
1 5

<210> 53

<21i> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 53
Asn Ser Arg Asp Ser Ser val Tyr His igu val
1 5

<210> 54

<211> 16

<212> PRT

<213> Artificial seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 54
Lys Ser Ser Gln Ser Leu Leu His Ser Ala Gly Lys Thr Tyr igu TYF
1 5 10

<210> 55

<211> 7

<212> PRT

<213> Artvificial Sequence

<220>

<221> source

<223> /note="Description of artificial Sequence: Synthetic
peptide”

Page 53



Al472PCT
<400> 55
Glu val Ser Asn Arg Phe Ser
1 5

<210> 56

<211> 9

<212> PRT

<213> artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 56
Met GIn Ser Phe Pro Leu Pro Leu Thr
1 5

<210> 57

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 57 )
Arg ser ser GIn Ser Leu Leu His Ser ige Gly Tyr Asn Tyr Egu Asp
1 5

<210> 58
<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 58
Leu Gly Ser Asn Arg Ala Ser
1 5

<210> 59

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 59
Met Glin Ala Leu csﬂn Thr Pro Phe Thr
1

<210> 60
<211> 16
<212> PRT
pPage 54



Al472PCT
<213> Artificial Sequence :

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
neptide”

<400> 60 )
Lys Ser Ser Gln Ser Leu Leu His Ser Asp Gly Lys Thr Tyr Leu Tyr
1 5 10 15

<210> 61

<21l> 7

<212> PRYT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
neptide”

<400> 61
Arg Asn Asn GIn Arg Pro Ser
1 5

<210> 62

<211> 13

<212> PRT

<213> Artificial Seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400 62
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr val Asn
1 5 10

<210> 63
<211> 7

<212> PRT

<213> Artificial sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 63
Ihr Asn Asn GIn érg Pro Ser

<210> 64
<211> 11
<212> PRT
<213> artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<4Q0> 64
Page 55



Al472PCT
éia Ala Arg Asp g]u Ser Leu Asn Gly XS? val

<210> 65

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> B5
Lys Ser Ser GlIn Ser Leu Leu His Ser Asp Gly Arg Asn Tyr Leu Tyr
1 5 10 15

<210> 66

<211> 11

<Z212> PRT

<213> Artificial sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 66
érg Ala Ser Gln gTy Ile Arg Lys Asp igu Gly

<210> 67

<211> 7

<212> PRT

<213> Artificial Seguence

<220>

<221> source

<223> /note="pescription of Artificial sequence: Synthetic
peptide”

<400> 67
Gly Ala Ser Ser Leu Gln Ser
1 5

<210> 68

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 68
Leu GIn Tyr Asn Ser Phe Pro Trp Thr
1 5

<210> 69
<211> 12
<212> PRT
<213> artificial Sequence
Page 56



Al472PCT

<220>
<221> source

<223> /note=""Description of Artificial Seguence:

peptide”

<400> 69
Arg Ala Ser GIn Ser val Ser Ser Gly Tyr Leu Thr
1 5 10

<210> 70
<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Descriprion of Artificial Sequence:

peptide”

<400> 70
Gly Aala Ser Ser Arg Ala The
1 5

<210> 71

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide”

<400> 71
GIn GIn Tyr Gly ésn Ser Leu Cys Arg
1

<210> 72

<211> 9

<212> PRT

<213> artificial sequence

<220>
<221> source

<223> /note="pDescription of Artificial Seguence:

peptide”

<400> 72
GIn GIn Tyr Gly Asn Ser Leu Ser Arg
1 5

<210> 73

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide”

<400> 73 .
Ser Phe Gly Met His
Page 57

synthetic

synthetic

Synthetic

Synthetic

synthetic



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

Al472PCT

74

17

PRT

Artificial Sequence

source o o '
/note="Description of Artificial Sequence: Synthetic
peptide”

74

val ITe Ser phe Asp Gly Ser Ile Lys Tyr Ser val Asp Ser val Lys
1 5 10 15

Gly

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

75

21

PRT

Artificial sequence

source o o )
/note="Description of Artificial Sequence: Synthetic
peptide”

75

Asp Arg Leu Asn Tyr Tyr Asp Ser Ser Géy Tyr Tyr His Tyr Lys Tyr
1 5 1 15

Tyr Gly Met Ala val

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>
1
<210>
<211>
<212>
<213>
<220>

<221>
<223>

<400>

20
76
5
PRT .
Artificial Sequence
source o o _
/note="Description of Artificial Sequence: Synthetic

peptide"
76

Asn Ala Trp Met Ser
5

77

18

PRT

Artificial sequence

source
/note="pescription of Artificial Sequence: Synthetic
peptide”

77

Arg Ile Lys Ser Thr Thr Asp Gly Gly Thr Thr Asp Tyr Ala Ala Pro
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0
val Lys Gly

<210> 78

<211> 20

<212> PRT

<213 Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 78
Asp Arg Thr Gly Tyr Ser Ile Ser Trp Ser Ser Tyr Tyr Tyr Tyr Tyr
1 5 10 15

Gly Met Asp val
20

<210> 79

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 79
ier Tyr Ala mMet ger

<210> 80

<Z211> 17

<212> PRT

<213> Artificial Seqguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 80
Ala Ile ser Gly ger Gly Gly Arg Thr T%r Tyr ala Asp Ser v§1 Lys
1 1 1

Gly

<210> 81

<211> 21

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
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peptide”

<400> 81
Asp GIn Arg Glu val Gly Pro Tyr Ser igr Gly Trp Tyr Asp Tyr Tyr
1 5 15

Tyr Gly Met Asp val
20

<210> B2

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="pescription of Artificial Sequence: Synthetic
peptide"

<400> 82 .
Gly Tyr Tyr Met ?15
1

<210> 83

<211> 17

<212> PRT

<213> artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 83
Trp Ile Asn Pro ésn Ser Gly Gly Thr Agn Tyr Ala GlIn Lys phe Gln
1 1 15

Gly

<210> 84

<211> 21

<212> PRT

<213> Aartificial Seguence

<220>

<221> source

<223> /note="pDescription of Artificial Sequence: Synthetic
peptide”

<400> 84
Asp GIn Met Ser Ile Ile Met Leu Arg E&y val Phe Pro Pro Tgr Tyr
1 5 1

Tyr Gly Met Asp val
2Q

<210> 85
<211> 5
<212> PRT
<213> Artificial Sequence
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<220>

<221> source

<223> /note="Description of Artificial Seguence: Synthetic
peptide”

<400> B85
ier Tyr Gly Met gis

<210> 86

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 86 !
val Ile Ser Tyr Asp Gly Ser His Glu Ser Tyr Ala Asp Ser val Lys
1 5 15

Gly

<210> 87

<211> 20

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: synthetic
peptide"

<400> 87
Glu Arg Lys Arg val Thr Mmet Ser Thr Leu Tyr Tyr Tyr Phe Tyr Tyr
1 5 10 15

Gly met Asp val
20

<210> 88

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 88
?sp Tyr Ala Met ger

<210> 89
<211> 19
<212> PRT
<213> Artificial Seguence
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<220>

<221> source

<223> /note="Description of aArtificial Sequence: synthetic
peptide”

<400> 89
phe IT1e Arg Ser Arg Ala Tyr Gly Gly {Sr Pro Glu Tyr Ala Ala Ser
1 5 15

val Lys Gly

<210> 90

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 90
Gly Arg Gly Ile §1a Ala Arg Trp Asp Tyr
1 10

<23i0> 91

<211> 19

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Seguence: Synthetic
peptide”

<400> 91
Arg Ile Lys Ser %ys Thr Asp Gly Gly Thr Thr Asp Tyr Thr Ala Pro
1 10 15

val Lys Gly

<210> 92

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 92
Asp Tyr Tyr Met gyr
1

<210> 93
<211> 17
<212> PRT
<213> Artificial Seguence
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<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 93
Irp Ile Ser Pro ?sn Ser Gly Giy Thr ign Tyr Ala Gln Lys Pge Gin
1

Gly

<210> 94

<211> 18

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 94
Gly Gly Tyr Ser Gly Tyr Ala Gly Leu Tgr ser His Tyr Tyr Gly Met
1 5 1 15

Asp val

<Z210> 95

<211> 19

<Z212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 95
Arg Ile Lys Ser %ys Thr Asp Gly Gly Tgr Thr asp Tyr Ala Ala Pro
i 1 15

val Lys Gly

<210> 96
<211> 21
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 96 ,
Asp Arg Leu Asn Tyr Tyr Asp Ser Ser Gly Tyr Tyr His Tyr Lys Tyr
1 5 10 15
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Tyr Gly Leu Ala val

20
<210> 97
<211> 5
<212> PRT
<213> artificial sequence
<220>

<221> source .. e . .
<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 97
Thr Tyr Ser Met Asn
1 5

<210> 98

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 98
%er Ile Ser Ser ?er Ser Ser Tyr Arg E%r Tyr Ala Asp Ser V§1 Lys
1

Gly

<210> 99

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<221> source o
<223> /note="pescription of Artificial Sequence: Synthetic

peptide”
<400> 99
Glu Gly val ser g?y Ser Ser Pro Tyr Sgr Ile Ser Trp Tyr Agp Tyr
1 1 1

Tyr Tyr Gly ggt Asp val

<210> 100

<211> 5

<212> PRT

<213> Artificial Seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<400> 100
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Ser Tyr Gly met His
1

<210
<Z211>
<212>
<213>

<220>
<221>
<223>
<400>

1

Gly

<210>
<211>
<212>
<213>

<220>

<221>
«223>

<400>

AL472PCT
5

101

17

PRT

Artificial seguence

source o o
/note="Description of Artificial Sequence: Synthetic
peptide”

101

val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val Lys
5 10 15

102

17

PRT

Artificial Seguence

source o o
/note="Description of Artificial Sequence: synthetic
peptide”

102

?1a Gly Gly Ile §1a Ala Ala Gly Leu I%r TYyr Tyr Tyr Gly Mgt Asp
1

val

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

103
11
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: synthetic
peptide”

VARTANT
(8)..(8
/replace="Lys"

misc_feature

(8)..(8
/note="Residue given in the seqguence has no preference with
respect to that in the annotation for said position”

i03

Arg Ala Ser Gln §1y 1le Arg Asn Asp Lgu Gly
1 1
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<210> 104

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<220>

<221> VARIANT

<222> (1. . (1D

<223> /replace="Gly"

<220>

<221> misc_feature

<222> (..

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<400> 104
Ala Ala Ser ser Leu Gin Ser
1 5

<210> 105

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide™

<220>

<2231> VARIANT

<222> (5)..(5)

<223> /replace="ser"

<220>

<221> VARIANT

<222> (6)..(6)

<223> /replace="Phe"

<220>

<221> misc_feature

<222> (5)..(6)

<223> /note="Residues given in the sequence have n¢ preference with
respect to those in the annotations for said positions”

<400> 105
Leu GIn Tyr Asn Ile Tyr Pro Trp Thr
i 5

<210> 106

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
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peptide”

<220>

<221> VARIANT

<222> (8)..(8)

<223> /replace="Cys"

<220>

<221> misc_feature

<222> (8)..(8)

<223> /note="Residue given in the seguence has no preference with
respect to that in the annotation for said position”

<400> 106
%Tn Gln Tyr Gly ésn Ser Leu Ser Arg

<210> 107

<211> 12

<212> PRT

<213> Artificial seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (5)..(5)

<223> /replace="Gly"

<220>

<221> VARIANT

<222> (6)..(86)

<223> /replace="ITe"

<220>

«<221> VARIANT

<222> (7)..(7)

<223> /replace="Arg"

<220>

<221> VARIANT

<222> (8)..(8)

<223> /replace="Asn" or "Lys

<220>

<221> misc_feature

<222> {5)..(8)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<220>

<221> VARIANT

<222> (10)..(10)
<223> /replace="Asp"

<220>

<221> misc_feature

<222> (10)..(10)

<223> /note="Residue given in the sequence has no preference with
respect to that in the ahnotation for said position"

(1}

<220>
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<221> VARIANT
<222> (12)..(12)
<223> /replace="Gly"

<220>

<221> misc_feature

<222> (12)..(12)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<400> 107
Arg Ala Ser GIn Ser val ser Ser Gly T%r Leu Thr
1 5 1

<210> 108

<211> 7

<212> PRT

<213> Artificial Seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<220>

<221> VARIANT

<222> (1)..(0)

<223> /replace="ala"

<220>

<221> misc_feature

<222> (1)..(1)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

<222> (5)..(5)

<223> /replace="Leu"

<220>

<221> VARIANT

<222> (6)..(6)

<223> /replace="GIn"

<220>

<221> VARIANT

<222> (73..(7)

<223> /replace="ser"”

<220>

<221> misc.feature

<222> (53..(7)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<400> 108
§1y Ala ser Ser %rg Ala Thr

<210> 109

<211> 9

<21Z2> PRT

<213> Artificial Sequence
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<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (1)..(D)

<223> /replace="Leu"

<220>

<221> misc_feature

<222> (..

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

<222> (4)..(4)

<223> /replace="Asn"

<220>

<221> VARIANT

<222> (5)..(5)

<223> /replace="Thr"

<220>

<221> VARIANT

<222> (6)..(6)

<223> /replace="Tyr" or "phe"

<220

<221> VARIANT

<222> (7)..(7]

<223> /replace="pro"

<220>

<221> VARIANT

<222> (8)..(8)

<223> /replace="Trp" or "Ser

<220>

<221> VARIANT

<222> (9)..(9

<223> /replace="Thr"

<220>

<221> misc_feature

<222> (4)..(9)

<223> /note="Residues given in the sequence have no preference with
respect te those in the annotations for said positions”

<400> 109
Glin Glin Tyr Gly Asn Ser Leu Cys Arg
1 5

<210> 110
<211> 16
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial sequence: Synthetic
peptide”
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<220>

<221> VARIANT

<222> (10)..(10)
<223> /replace="Ala"

<220>

<221> misc_feature

<222> (10)..(10)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

<222> (12)..(12)
<223> /replace="Lys"

<220>

<221> VARIANT

<222> (13)..(1
<223> /replace="Thr"

<220>

<221> misc. feature

<222> (12)..(13

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

<400> 110 )
Lys Ser Ser Gln Ser Leu Leu His Ser Agp Gly Arg Asn Tyr Leu Tyr
1 5 1 15

<210> 111
<211l> 16
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (1)..(0)

<223> /replace="Lys"

<220>

<221> misc_feature

<Z222> (1)..(1)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

<222> (10)..(10)

<223> /replace="Asp” or "Ala"

<220>

<221> misc_feature

<222> (10)..(10)

<223> /note="Residue given in the sequence has no preference with
respect to those in the annotations for said position”

<220>
<221> VARIANT
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
(12)..¢12)
/replace="Arg" or "iLys

r

VARIANT
1.1
/replaces="Thr"

misc_feature

(12)..(13

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(16)..(16)
/replace="Tyr"

misc_feature

(16)..(16)

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

111

Arg Ser Ser GIn Ser Leu Leu His Ser Phe Gly Tyr Asn Tyr lLeu Asp
1 10 15

<210>
<211l>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<220>
<221>
<222>
<223>

5

112

7

PRT

Artificial seguence

source o o ]
/note="Description of Artificial Sequence: Synthetic
peptide"”

VARIANT
(1>.. (1)

/renlace="Glu"

VARTANT
(2)..(2)

/replace="val"

misc_feature

(D). o _
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT

(6)..(6)
/replace="prhe"

misc_feature

(6)..(6) ] . .
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”
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ALT472PCT
112

Leu Gly Ser Asn Arg Ala Ser
1 5

<2 10>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

113

9

PRT

Artificia’l Sequence

source

/note="Description of Artificial Seguence:

peptide”

VARIANT
(3)..(3)

/replace="ser"

VARIANT
(4)..(4)

/replace="prhe"

VARIANT
(5)..(5)

/replace="Pro"

VARTIANT

(6)..(6)
/replace="Leu"

misc._ Teature

(3)..(6)

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(8)..(8)
/repiace="1Leu"

misc_fteature

(8)..(8

/note="Residue given in the sequence has no preference with

synthetic

respect to that in the annotation for said position”

113

Met GIn Ala Leu GIn Thr pPro Phe Thr
1 5

<210>
<211>
<212>
<213>

<220>
<221>

114

7

PRT

Artificial Seqguence

source

<223> /note="Description of Artificial Sequence: Synthetic

heptide"”
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<220>

<221> VARIANT

<222> (2)..(2)

<223> /replace="Ser"

<220>

<221> misc_.feature

<222> (2)..(2)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<400> 114
Arg Asn Asn Gin érg Pro Ser
1

<210> 115

<211> 13

<212> PRT

<213> Artificial sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARTIANT

<222> (9)..(9)

<223> /replace="Ser"

<220>

<221> misc_feature

<222> (9)..(9)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

<222> (11)..(11D)
<223> /replace="Thr"

<220>

<221> misc_feature

<222> (11>..(1D

<223> /note="Residue given in the seguence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

<222> (13)..(13)

<223> /replace="Asn" or "Tyr"

<220>

<221> misc_feature

«222> (13)..(13)

<223> /note="Residue given in the sequence has no preference with
respect to those in the annotation for said position”

<400> 115
Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr val Ser
1 5 10

<210> 116
<211> 7
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<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
«<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

Al472PCT
PRT
Artificial Sequence

source
/note="bescription of Artificial Sequence: Synthetic
peptide"

VARTANT

(..
/replace="Thr" or "Arg"

VARIANT
(2)..€2)

/replace="ser"

misc_feature

(.- L :
/note="Residues given in the sequence have no preference with
respect te those in the annotations for said positions”

VARIANT
(4)..(4

/replace="G1n"

misc_feature

(0..(4) ] ] i
/note="Residue given in the sequence has no preference with
respect to that in the annotaticn for said position”

116

Asp Asn Asn Lys Arg Pro Ser
5

117
11
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
(D..2

/replace="Ala"

VARIANT

(3)..(3)
/replace="Arg"

misc_feature

(.23 o .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”
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<220>
<221> VARIANT
<222> (5)..(%)
<223> /replace="asp"

<220>

<221> VARIANT

<222 (6)..(6)

<223> /replace="ser"

<220>

<221> misc_feature

<222> (5)..(6)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<220>

<221> VARIANT

<222> (8)..(8)

<223> /replace="Asn"

<220>

<221> VARIANT

<222> (9)..(9)

<223> /replace="Gly"

<220>

<221> misc_feature

<222> (8).. (D

<223> /note="Residues given in the seguence have no preference with
respect to those in the annotations for said positions”

<400> 117
Gly Thr Trp Asp Ser Arg Leu Ser Ala val val
1 5 10

<210> 118

<211> 13

<212> PRT

<213> Artificial sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: synthetic
peptide”

<220>

<221> VARIANT

<222> (1)..(1)

<223> /replace="GIn"

<220>

<221> misc_feature

<222> (15..(1)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARTIANT
<222> (3)..(3)
<223> /replace=

<220>

<221> VARIANT

<222> (4)..(4)

<223> /replace="Asp"

" n
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AL472PCT

<220>

<221> misc_feature

<222> (3)..(4)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions"

<220>

<221> VARIANT
<222> (6)..(6)
<223> /replace=

<220>

<221> VARIANT

<222> (7)..(7)

<223> /replace="Leu"

<220>

<221> VARIANT

<222> (8)..(8)

<223> /replace="Arg"

<220>

<221> VARIANT

<222> (9)..(9)

<223> /replace="ser"

<220>

<221> VARIANT

<222> (10 ..(10)
<223> /replace="rhe"

woon

<220>

<221> VARIANT

<222> (11)..(11)
<223> /replace="Thr"

<220>

<221> VARIANT

<222> (12)..(12)
<223> /replace="ATa"

<220>

<221> VARIANT

<222> (13)..(13)

<223> /replace="Asn" or "Tyr"

<220>

<221> misc_feature

<222> (6)..(13)

<223> /note="Residues given 1in the sequence have no preference with
respect to those in the annotations for said positions”

<400> 118
ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr val Ser
1 5 10

<210> 119

<211> 7

<212> PRT

<213> Artificial Seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: sSynthetic
peptide"

Page 76



<220>
<221>
<222>
<223>

<220>
<2721>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

Al472PCT

VARTANT
(1)..(1L
/replace="Gly" or "Thr" or "Arg"

VARIANT
(2)..(2)

/replace="Lys" or "ser”

misc_feature

(1..@ . ,
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(4)..(4

/replace="asn" or "GIn"

misc_feature

(4)--(§) . . . .
/note="Residue given in the sequence has no preference with
respect to those in the anncotations for said position”

119

AsSp Asn Asn Lys Arg Pro Ser
5

120
11
PRT
Artificial Sequence

source o o
/note="Descripticn of Artificial Sequence: Synthetic
peptide”

VARIANT
(L..D

/replace="asn" or "Ata"

VARTIANT
(2)..(2)

/replace="ser" or "Ala"

VARIANT
(..
/reptace="Arg"

misc_feature

(1.3 ) . )
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(5)..(5)
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Al472pPCT

1

<223> /replace="Asp’

<220>

<221> VARIANT
<222> (6)..(6)
<223> /replace="ser

<220>

<221> VARIANT

<222> (73..(7)

<223> /replace="val"

<220>

<221> VARIANT

<222> (8)..(8)

<223> /replace="Tyr" or "Asn"

<220>

<221> VARIANT

<222> (9)..(9)

<223> /replace="His" or "Gly"

<220>

<221> VARIANT

<222> (10)..(10)
<223> /replace="leu"

1

<220>

<221> misc_feature

<222> (5)..C10)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<4Q0> 120
Gly Thr Trp Asp Ser Arg Leu Ser Ala 181 val
1 5

<210> 121

<211> 5

<212> PRT

<213> Artificial Seguence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (1)..(L)

<223> /repliace="Asp"

<220>

<221> misc_feature

<222> (L).. (L

<223> /note="Residue given in the sequence has no preference with
respect to that in the annctation for said position”

<220

<221> VARIANT

<222> (5)..(5)

<223> /replace="Tyr"

<220>
<221> misc_feature
<222> (5)..(5)
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. o A1472PCT
<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position™

<400> 121
Gly Tyr Tyr Met His
1 5

<210> 122

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (3)..(3

<223> /replace="ser"

<220>

<221> misc_feature

<222> (3)..(3)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<400> 122
Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala GlIn Lys Phe Gln
1 5 10 15

Gly

<210> 123

<21l 21

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (1)..(2)

<223> /replace="Gly"

<220>

<221> VARIANT

<222> (3)..(3)

<223> /replace="Tyr"

<220>

<221> misc._Teature

<222> (1)..(3)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<220>
<221> VARIANT
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Al472pCT
<222> (5)..(5)
<223> /replace="Gly"

<220>

<221> VARIANT

<222> (6)..(6)
<223> /replace="Tyr'

<220>

<221> VARIANT

<222> (7)..(7)

<223> /replace="Ala"

<220>

<221> VARIANT
<222> (8)..(9)
<223> /replace=

T

it VE

<220>

<221> misc_feature

<222> (5)..(%9)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<220>

<221> VARIANT

<222> (1L)..(11)
<223> /replace="Leu"

<220>

<221> VARIANT

<222> (12)..(12)
<223> /[replace="Tyr"

<220>

<221> VARIANT

<222> (13)..(13)
<223> /replace="ser"

<220

<221> VARIANT

<222> (14)..(14)
<223> /replace="His"

<220>

<221> misc_feature

<222> (11)..(14)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<220>

<221> VARIANT
<222> (17)..017)
<223> /replace=" "

<220>

<221> misc_feature

<222> (17)..(17)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<400> 123
Asp GIn Met Ser Ile Ile Met Leu Arg Gly val phe Pro Pro Tyr Tyr
1 5 10 15
Tyr Gly Met Asp val
20
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<210>
«<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT

124
19
PRT
Artificial Sequence

source o o )
/note="Description of Artificial Sequence: Synthetic
peptide"

VARIANT
(5)..05)
/replace="1hr"

misc_feature

(5)..(5) . _
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

VARIANT
(14)..(14)
/replace="ala"

misc_feature

(14)..(14)

/note— Residue given in the sequence has no preference with
respect to that in the annotation for said position"

124

Arg Ile Lys Ser Lys Thr Asp Gly Gly Thr Thr Asp Tyr Thr Ala Pro
1 5 10

15

val Lys Gly

<210>
<211>
<21é>
<213>

<220>
<221>
<223>

<220>
<221>
<222
<223>

<220>
<221>
<222>
<223>

<220>
<221>

125

5

PRT

Artificial seguence

source o o )
/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
(1..(1)

/replace="ser"

misc_feature

(1)..(D

/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

VARIANT
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

A1472pPCT
(3)..03>
/replace="aAla"

misc_feature

(3..03) ) ] )
/note="Residue given in the sequence has no preference with
respect to that -+in the annotation for said position”

VARTANT
(5)..(5)

/replace="ser"

misc_feature

(5.7 .
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

125

Thr Tyr Ser Met Asn

1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

«<220>
221>
<222>
<223>

5

126

17

PRT

Artificial Seguence

Source - - - 3 3 -
/note="Description of Artificial Sequence: Synthetic
peptide”

VARIANT
(..M
/replace="ala"

misc_feature

W@ |
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

VARIANT
(4)..(4
/replace="Gly"

misc_ feature

(4..4) . . )
/note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

VARIANT
6)..("NH
/replace="Gly

71

VARIANT

{8)..(8
/replace="Arg"
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Al472BCT
<220>
<221> VARIANT
<222> (9)..(9)
<223> /replace="Thr"

<220>

<221> misc_feature

<222> (6)..(9)

<223> /note="Residues given in the seqguence have no preference with
respect to those in the annotations for said positions”

<400> 126
Ser ITe Ser Ser Ser Ser Ser Tyr Arg Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 127

<211> 22

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="pescription of Artificial Sequence: Synthetic
peptide”

<220>

<2Z21> VARIANT

<222> (L)..(D

<223> /replace="Asp"

<220>

<221> VARIANT

<222> (2)..(2)

<223> /replace="G1n"

<220>

<221> VARIANT

<222> (3)..(3)

<223> /replace="Arg"

<220>

<221> VARIANT

<222> (4)..(4)

<223> /replace="Glu"

<220>

<221> VARIANT

<222> (5)..(5)

<223> /replace="val"

<220>

<221> VARIANT

<222> (6)..(6)

<223> /replace="Gly"

<220>

<221> VARIANT
«222> (7)..0D
<223> /replace=

<220>
<221> misc_feature

Ve L]
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Al472PCT
<222 (1..(7)
<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<220>

<Z221> VARIANT

<222> (11)..(11D)
<223> /replace="ser”

<220>

<221> VARIANT

<222> (12)..(12)
<223> /replace="Gly"

<220>

<221> misc_feature

<222> (11)..(12)

<223> /note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

<400> 127
Glu Gly val ser Gly Ser Ser Pro Tyr Ser Ile Ser Trp Tyr Asp Tyr
1 5 10 15

Tyr Tyr Gly ggt Asp val

<210> 128

<211> 5

<212> PRT

<213> artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial sequence: synthetic
peptide”

<220>

<221> VARIANT

<222> (2)..(2)

<223> /replace="Tyr"

<220>

<221> misc_feature

<222> (2)..(2)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position"

<400> 128
ier Phe Gly Met gis

<210> 129

<211> 17

<212> PRT

<213> Artificial sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptida"

<220>
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A1472PCT
<221> VARIANT
<222> (4)..(4)
<223> /repiace="Tyr"

<220>

<221> misc_feature

<222> (4)..(4)

<223> /note="Residue given in the seguence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

222> (8)..(®)

<223> /replace="His"

<220>

<221> misc_feature

<222> (8)..(8)

<223> /note="Residue given in the sequence has no preference with
respect to that in the annotation for said position”

<220>

<221> VARIANT

<222> (11)..(11)
<223> /replace="Tyr"

<220>

<221> VARIANT

<222> (12)..012
<223> /replace="ala"

<220

<221> misc_feature

<222> (A1) ..(1A2)

<223> /note="Residues given in the seguence have no preference with
respect to those in the annotations for said positions"

<400> 129
val Ile Ser Phe Asp Gly Ser Ile Lys T%r Ser val Asp Ser val Lys
1 5 1 15

Gly

<210> 130

<211> 21

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide”

<220>

<221> VARIANT

<222> (1)..(D

<223> /replace="GTu"

<220>

<221> misc_feature

<222> (1)..(1)

<223> /note="Residue given in the seguence has no preference with
respect to that in the annotation for said position®
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
223>

<220>
<221>
<2272>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<2272>
<223>

<220>
<221>
<222>
<223>

A1472PCT

VARIANT
(33..03)

/replace="Lys"

VARIANT
(4)..(4)
/replace="Arg"

VARIANT
(5)..(5)

/replace="val"

VARIANT
(6)..(6)
/replace="Thr"

VARIANT
(7)..(7)

/replace="Met"

misc_feature

(3).°() o .
/note="Residues given in the seqguence have no preference with
respect to those +in the annotations for said positions”

VARIANT
{(9)..(P
/replace="Thr"

VARIANT
(10)..(C10)
/replace="Leu"

misc_feature

(9)..(%0) ) ) ) )
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARTANT
(13)..4(13)
/replace="Tyr"

VARIANT
(14)..(14%8)
/replace=" "

VARIANT
(15)..¢15)
/replace="pPhe"

misc_feature

(13)..(15)

/note="Residues given in the seguence have no preference with
respect to those in the annotations for said positions”
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

AL472PCT

VARIANT
(19)..{19)
/replace="Leu"

VARIANT
20)..20)
/replace="Asp"

misc_feature

(18)..020)

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

130

Asp Arg Leu Asn Tyr Tyr Asp Ser Ser Gly Tyr Tyr His Tyr Lys Tyr
1 5 10 15

Tyr Gly Met Ala val
20

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<7222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

131

5

PRT

Artiticial Sequence

source
/note="Description of Artificial Sequence: Synthetic
peptide”

VARTANT
(..

/replace="ser"

VARIANT
(2)..(2)

/replace="Tyr" or "phe"

VARTANT

{3)..(3)
/replace="Ala" or "Gly"

misc_feature

(.3 o .
/note="Residues given in the sequence have no preference with
respect to those 'in the annotations for said positions”

VARIANT
(5)..(5

/replace="His"

misc_Teature

(5..G5) . . )
/note="Residue given in the sequence has no preference with
respect te that in the annotation for said position”
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<400>

AL472PCT
131

Asn Ala Trp Met Ser
1 5

<210>
<211l>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

132
19
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: synthetic
peptide"

VARIANT
(1)..(1)

/replace="ATa" or "val"

misc_feature

(.. | , ) i
/note="Residue given in the sequence has no preference with
respect to those in the annotations for said position”

VARIANT
(3)..(3)

/replace="Ser"” or "Trp

VARIANT

(4)..(4)
/replace="Gly" or "Phe" or "Tyr"

VAREANT
(5)..(3)
/replace="Thr" or

1t ir

VARIANT
(6)..06)

/replace=

it it

VARIANT
(7.7

/replace="ser"

misc_feature

(3.1 o _
/note="Residues given 1in the sequence have no preference with
respect to those in the annotations for said positions”

VARIANT
(9)..(9

/replace="ser™

VARTANT
(10)..C10)
/replace="Arg" or "Ile" or "Asn" or "His"
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«220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

VARTANT
(1.
/replace="Lys"

VARIANT
(12)..(12)
/replace="Tyr"

VARIANT
(13)..(13)
/replace="Ser"

VARIANT
(14)..(14)
/replace="Ala" or "vail"

VARIANT
(15)..(15)
/replace="Asp"

VARIANT
(16)..(16)
/replace="sepr"

misc_feature

(9)..(16)

Al1472PCT

/note="Residues given 1in the sequence have no preference with
respect to those in the annotations for said positions”

132

Arg Ile Lys Ser Lys Thr Asp Gly Gly Thr Thr Asp Tyr Thr Ala Pro
1 5 10 15

val Lys Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

133
21
PRT
Artificial Sequence

source

/note="pescription of Artificial Sequence:

peptide”

VARTANT
(L)..(

/replace="Ala" or "Glu"

VARIANT

(2)..(2)
/replace="GIn" or "Gly"

VARTANT
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

(3)..03)
/replace="Arg"

VARTANT
(4.. (D
/replace="G1u"

VARIANT
(5)..(5
/replace="val"

VARIANT

(6)..(6)
/replace="Gly"

VARIANT
(7)..(7)

/replace="pPro'

1

VARTIANT
(8)..(8)
/replace="Tyr"

VARIANT
(9)..(9

/replace="ser"

VARIANT
(10)..C10)
/replace="Gly"

VARTANT
(11)..(1D)
/replace="Gly

e

VARIANT
(12)..(12)
/replace="Tyr'

1

VARIANT
(13)..(13)
/replace="His"

VARIANT
(14)..(14)
/repiace="Asp'

L

VARTIANT
(15)..(15)
/replace="Lys"

VARIANT
(i6)..(17)
/replace=" "

or

or

or

or

or

or

ar

ar

or

or

or

or

"Leu

"Asn

llA‘l all

"Tyr

T

"Asp

i1} iL)

"Thr‘“

"Leu

"Ley

L2 1

1 1L

!Iphell

or

or

or

or

or

or

AL472pPCT
"G‘Iy" O["‘ "Lﬂys

L)

"I—Ee" or‘ "Ar‘g"

"Ala" or "Thr™

"aAla" or "Met”

wooar

"Tyr
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<Z220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<Z221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

A1472PCT

misc_feature

(0. an . _
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

VARTANT
(19)..(19)
/replace="Leu"

VARTANT
(20)..(20)
/replace="ATa"

misc. feature

(19)..(20)

/note="Residues given in the sequence have no preference with
respect tc those in the annotations for said positions”

133

Asp Arg Thr Gly Tyr Ser Ile Ser Trp Ser Ser Trp Tyr Tyr Tyr Tyr
1 5 10 15

Tyr Gly Met Asp val
20

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

134

5

PRT

Artificial Sequence

source o o .
/note="Description of Artificial Sequence: Synthetic
peptide”

VARTIANT
(1)..(H
/replace="Gly" or "Asp” or "Ser" or "Ala"

VARIANT
(2)..(2)

/replace="pPhe" or "Tyr"

VARIANT
£3}..(3)
/replace="Tyr"” or "Ala" or "Gly"

VARIANT
(4)..(4)

/replace="Leu"

VARTIANT
{5)..(5) )
/replace="His"
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Al472PCT
<221> misc_feature
<22Z2> (1. (5)
<223> /note— Residues given in the seguence have no preference with
respect to those in the annotations for said positions”

<400> 134
Asn Ala Trp Met Ser
1 5

<210> 135

<211> 19

<212> PRT

<213> artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: synthetic
peptide”

<220>

<221> VARIANT

<222> (L)..(L)

<223> /replace="Trp" or "Ala" or "val” or "Sser

<220>

<221> misc_Tfeature

<222> (1). (1)

<223> /note_ Residue given in the sequence has no preference with
respect to those in the annotations for said position”

<220>

<221> VARIANT

<222> (3)..(3)

<223> /replace="Asn" or "ser™ or "Trp" or "Arg"

<220>

<221> VARIANT

<222> (4)..(4)

<223> /replace="Pro" or "Gly" or "phe" or "Tyr"

<220>

<221> VARIANT

<222> (5)..(5)

<223> /replace="Thr" or "Arg" or " "

LS

or "phe"

<220>

<221> VARIANT

<222> (6)..(6)

<223> /replace="Ala" or

<220>

<221> VARIANT

<222> (7)..(7)

<223> /replace="Asn" or "His

<220>

<221> VARIANT

<222> (8)..(9)

<223> /replace="ser"

<220>

<221> VARIANT

<227> (1. . (10

<223> /replace="Gly" or "aArg" or "Ile" or "Asn" or "His" or "Tyr"

<220>

" "

v

or "ser” or "Tyr"
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<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Al472PCT
VARTANT
(11)..(11)

/replace="Lys" or "Arg" or "Pro"

VARIANT
(12)..(12)
/replace="Asn" or "Tyr

1

or "Gglu"

VARIANT
(13)..(13)
/reptace="ser"

VARIANT
(14)..(14)
/replace="ATa" or "val"

VARIANT
(15)..(15)
/replace="Gln" or "Asp

VARIANT
(16)..(16)
/replace="Lys"” or "ser

VARTIANT
(17)..(17)

/reptace="phe"

VARTIANT
(18)..(18)
/replace="GlIn"

misc_Ffeature

(3)..(18) o .
/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions®

135

érg Ile Lys ser %ys Thr asp Gly Gly {Sr Thr Asp Tyr Thr éga Pro

val Lys Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>

136
21
PRT
Artificial Sequence

source o o i
/note="Description of Artificial Sequence: Synthetic
peptide"

VARIANT
(L..(D
Page 93



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

i

/replace="Gly

VARIANT
(25..(2)
/replace="Gly"

VARIANT
(3)..(®

/replace="Met"

VARTANT
(4)..(4)

/repliace="5ser"

VARIANT
(5)..(5%)
/replace="17e"

VARIANT
(6)..(6)
/replace="ITe"

VARIANT
(7)..(7)

/reptace="mMet"

VARTIANT
(8)..(8)

/replace="Leu"

VARIANT
(9)..(9

/replace="Arg"

VARIANT
ao.. (o,
/replace="Gly"

VARIANT
{(1D..0D
/replace="val"

VARIANT
(12)..(12)
/replace="Tyr"

VARIANT
(13)..(13)
/replace="prg"

VARIANT
(14)..(14)
/replace="pro"

or

or

ar

or

or

or

or

or

or

or

or

or

or

or

!IA“[ aﬂ

IlG'] nﬂ

"Tyr

IEG"]un

I'G] yl!

"Tyr

"A1 a"

"Tyr

T

”Ser‘

"Ley

"Leu

"Trp

"

"Ser‘

or

or

or

or

ar

or

or

or

or

or

or

Al472PCT

“G‘] ul’!

1

"Af‘g

"Asﬂ

llva'i i

I!G'Iyll'

"Pro

L] Tk

"Tht""

"G-F yIl

1 It

"His

ar

or

or

or

or

or

or

"Asp or “"His" or

113

"Leu

or "Ggly"” or "Lys

III'IeIl' or "Ar‘g"

”A]a"

"aAla" or "Thr"

“Asp

1] ”

"

"Tyr

113 T
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<221>
<222>
<223>

<Z220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
ASp Ar
1

Tyr G1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>
Gin se
1

Lys Va
Tyr va
Ile Ty

50

Gly se

Al472PCT
VARIANT
(15)..(15)
/replace="Lys" or "Phe

113

VARTANT
(16)..(17)
/replace=" "

misc_feature

(D.-(17) o .
/note="Residues given in the sequence have no preference with
respect to those +in the annotations for said positions”

VARIANT
(19)..(19)

/replace="Leu"

VARIANT
(20)..(C20)
/replace="Ala"

misc_feature

(19..020

/note="Residues given in the sequence have no preference with
respect to those in the annotations for said positions”

136
g Thr Gly Tyr Ser Ile Ser Trp igr Ser phe Tyr Tyr Tgr Tyr
5 1

y Met Asp val
20

137
110
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polypeptide”

137
r val Leu Thr GIn Pro Pro Ser val Ser Giu Ala Pro Ggy Gin
5 i

1 Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Ashn
20 25 30

1 Ser Trp Tyr Gin GIn Leu Pro Gly Thr Ala Pro Lys Leu Leu
35 40 45

r Asp Asn Asn Lys Arg Pro Ser Gly Ile 280 Asp Arg Phe Ser
55

r Lys Ser Gly Thr Ser Ala Thr Leu Gly Ile Thr Gly Leu GlIn
Page 95



65

70

Thr Gly Asp Glu g;a AsSp Tyr

Ser Ala val val Phe Gly Gly
100

<210> 138
<211> 110
<212> PRT

<213> artificial sequence

<220>
<221> source

<223> /note="Description of
polypeptide"”

<400> 138
g?n Ser val

Arg val Thr

Tyr val Tyr
35

Ile Phe Arg
50

Gly Ser Lys
65

ser Glu Asp

Ser Gly Trp

<210> 139
<211> 107
<212> PRT

Leu

Ile

20

Trp

ser

Ser

Glu

val
100

Thr

5

Ser

Tyr

Asn

Gly

Ala

85

Phe

Gln Pro

Cys Ser

Gln Gln

Gln Arg

55

Thr ser
70

Asp Tyr

Gly Gly

<213> artificial Sequence

<220>
<221> source

<223> /note="Description of
polypeptide"”

<400> 139

isp Ile Gin Met ghr Gin Ser

Asp Arg val ggr Tle Thr Cys

AL472PCT
75

80

Tyr Cys Gly Thr Trp Asp Ser Arg Leu
90 95

Gly Thr Lys Leu Thr
105

Artificial sequence:

val

Leu
110

Synthetic

Pro Ser Ala Ser Gly Thr pro Gly GIn

10

Gly Ser Ser Ser Asn
25

teu Pro Gly Ala Ala
40

Pro ser Gly val pPro
60

Ala ser Leu Ala Ile
75

Tyr Cys Ala Ala Trp
90

Gly Thr Lys Leu Thr
105

Artificial Sequence:

Ile

Pro

45

ASD

Ser

Asp

val

Gly

30

Lys

Arg

Gly

Asp

Leu
110

15

Ser Asn
Leu Leu
Phe Ser
Leu Arg

80

Ser Leu
95

Synthetic

Pro Ser Ser Leu Ser Ala Ser val Gly

15

Arg Ala Ser GlIn Gly Ile Arg Ash Asp
25 30
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Leu Gly Trp Phe
35

Tyr Ala Ala Ser
50

Ser Gly ser Gly
65

Glu Asp Leu Ala

Thr pPhe Gly Gin
100

<210> 140
<211> 108
<212> PRT

Gin

Ser

Thr

Thr

85

Gly

Gln

Leu

Glu

70

Tyr

Thr

Lys

Gln

53

Phe

Tyr

Lys

<213> Artificial sequence

<220>
<221> source

<223> /note="Description of
polypeptide”

<400> 140
Ser Ser Glu Leu
1

Thr val Lys Ile
20

ser Trp Tvr Gln
35

Gly Lys Asn Asn

ser ser Gly Asn
65

Asp Glu Ala Asp

Leu val Leu Gly
100

<210> 141

<21l> 112

<212> PRT

Thr Gin Asp
5

Thr

Gln

Arg

Thr

Tyr

85

Gly

cys

Lys

Pro

Ala

70

Tyr

Gly

GIn

Pro

Ser

35

ser

cys

Thr

<213> Artificial Sequence

<220>
<Z221> source

<223> /note="Description of

Pro

40

ser

Thr

Cys

val

Artificial Seguence:

Pro

Gly

Gly

40

Gly

Leu

Asn

Lys

artificial Sequence:

AL472PCT
Gly Lys Ala Pro

Gly val Pro Ser
60

Leu Thr Ile Sser
Leu GIn Tyr Asn
90

Glu Ile Lys
105

Thr val Ser val
10

Asp Ser Leu Arg
25

Gln ala pro val

Ile Pro Asp Arg
60

Thr ITe Thr Gly
75

Ser Arg Asp Ser
20

teyw Thr val Leu
105

Page 97

Lys Arg Leu
45

Arg Phe ser

Ser Leu GIn

Ile Tyr Pro
95

Synthetic

Ala Leu Gly
15

Ser pPhe Tyr
30

l.eu val Phe
45
Phe Ser Gly

Ala GIn Ala

Ser val Tyr
95

synthetic

Ite

Gly

Pro

80

Trp

Gin

Ala

Tyr

Ser

Glu

80

His



polypeptide”

<400> 141
%sp Ile Ile Leu

Gln Ala ser

20

Pro

Ala 6ly Lys Thr

Gln
50

Pro Leu Leu

Asp Phe Ser

65

Arg

Ser Arg val Glu

Phe Pro

100

Pro Leu

<210
<211>
<212>
<213>

<220>
<221>
«<223>

142
110
PRT

source

Ala Gln Thr

5

Ile Ser Cys

Tyr Leu Tyr

Glu
55

ITe Tyr

ser
70

Gly Gly

Ala Glu

85

Asp

Leu Thr phe

Artificial Sequence

/note="Description of

polypeptide"

<400> 142
GIn Ser val Leu
i

Ile
20

Lys val Thr

val ser

35

Tyr Trp

ITe Tyr Asp Asn

Gly
65

Ser Lys Ser

Thr Gly Asp Glu

val
100

Ser Ala val

ghr Gln Pro

Ser Cys Ser

Tyr Gin Gln

Asn Lys Arg

55

Thr
70

Gly ser

Ala
85

Asp Tyr

Phe Gly Gly

Pro

Lys

Trp

40

val

Ser

val

Gly

AartiTicial Sequence:

Pro

Gly

Leu

40

Pro

Thr

Tyr

Gly

Leu

ser

25

Tyr

Ser

Gly

Gly

Ser

ser

25

Pro

Ser

Thr

Cys

The
105

Al472PCT

Ser
10

Leu Ser

Ser Gln Ser

Leu GIn Lys

Phe
60

Asn Arg

Thr Asp Phe

75

Ile
90

Tyr Tyr

Gily Thr Lys

val ser Ala
Ser Ser Asn
Gly Thr Ala

Ile Pro
60

Gly
Leu

Gly Ile
75

Gly
30

Thr Trp

Lys Leu Thr

Page 98

val Thr Pro

15

Leu Ley His

30

Pro Gly GIn

45

Ser Gly val

Thr Leu Lys

Gln
95

Cys Met

Glu Ile

110

val

Synthetic

Ala Pro Gly
15

Ile Gly Asn

30

Pro
45

Lys Leu

Asp Arg Phe

Thr Gly Leu

Asp Ser Arg

95

val lLeu

110

Gly

Ser

Pro

Pro

Ile

80

Ser

Lys

Gln

Asn

Leu

Ser

Gin

80

Leu



<210> 143
<211> 112
<212> PRT

<213>

<220>
<221> source

<223>

Glu

Phe

Pro

Asp

65

Ser

Leu

polypeptide"

<400> 143
%sp Ile val Met Thr Gln ser
5

Pro Ala

Gly Tyr
35

GIn Leu
50
Arg Phe

Arg val

Gtn Thr

<210> 144
<211> 112
<212> PRT

<213>

<220>
<221> source

<223>

Ser

20

Asn

Leu

Ser

Glu

Pro
100

Ile

Tyr

Ile

Gly

Ala

85

Phe

polypeptide”

<400> 144
Asp ITe Ite Leu Thr Gin Thr
1 5

Ser

Leu

Tyr

Ser

70

Glu

Thr

Artificial sequence

/note="pescription of

Cys

Asp

Leu

55

Gly

Asp

Phe

Artificial Sequence

/note="Description of

Gin Pro Ala Ser Ile Ser Cys

Asp Gly %gs Thr Tyr Leu Tyr

Pro GIn Leu Leu Ile Tyr Glu
55

Artificial sequence:

Al472pCT

Synthetic

Pro Leu Ser Leu Pro val Thr Pro

Arg Ser
25

Trp Tyr
40

Gly ser
Ser Gly

val Gly

Gly Pro
105

Artificial Sequence:

Ser

Leu

Asn

Thr

val

90

Gly

Gln

Gln

Arg

Asp

75

Tyr

Thr

Ser

Lys

Ala

60

Phe

Tyr

Lys

Pro Leu Ser Leu Ser

Lys Ser Ser Gln Ser

25

Trp Tyr Leu GIn Lys
40

val Ser Asn Arg Phe

60

Page 99

15

Leu Leu His
30

Pro Gly Gin
45

Ser Gly val

Thr Leu Lys

Cys Met Gln
95

val Asp Ile

Synthetic

val Thr Pro
15

Leu Leu His

Pro Gly ¢ln
45

Ser Gly Glu

Gly

Ser

Ser

Pro

Ile

80

Ala

Lys

Gly

Ser

Pro

Pro



Asp Arg Phe Ser Giy Ser Gly
65 70

Ser Arg val Glu éga Glu Asp

Phe Pro Leu Pro Leu Thr Phe

<210> 145
<Z211> 110
<212> PRT

100

<213> artificial seguence

<220>
<221> source

<223> /note="pescription of
polypeptide"

<400> 145
gin Ser val

Lys val Thr

Tyr val ser
35

Ile Tyr Asp
50

Gly Ser Lys
65

Thr Gly Asp

ser Ala val

<210> 146
<211> 110
<212> PRT

Ley

Ile

20

TTrp

Asn

Ser

Glu

val
100

Thr

5

Ser

Tyr

AsSh

Gly

85

Phe

G1n

Cys

Gln

Lys

Thr

70

Asp

Gly

Pro

Ser

Gin

Arg

55

Ser

Tyr

Gly

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of

polypeptide”

<400> 146

Gin Ser val Leu Thr Gln Ser

1

5

Arg val Thr gge Ser Cys Ser

Al472pCT
Ser Gly Thr Asp Phe Thr Leu Lys Ile
75 80

val Gly Thr Tyr Tyr Cys Met Gln Ser
90 95

Gly Gly Gly Thr Lys val Glu ITe Lys
105 110

Artificial Sequence: Synthetic

pro Ser val Ser Ala Ala Pro Gly GlIn
10 15

Gly Ser Ser Ser Asn Ile Gly Asn Asn
25 30

phe Pro Gly Thr Ala Pro Lys Leu Leu
40 45

Pro Ser Gly Ile Pro Asp Arg Phe Ser
60

Ala Thr Leu Gly Ile Thr Gly Leu Gln
75 80

Tyr Cys Gly Thr Trp Asp Ser Arg Leu
90 95

Gly Thr Lys Leu Thr val Leu
105 110

Artificial Sequence: Synthetic

Pro Ser Ala Ser Gly Thr pPro Gly GlIn
10 15

Gly Ser Ser Ser Asn Ile Gly Ser Asn
25 30
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Tyr val
Ile Leu

50
Gly ser
65

Ser Glu

Ser Gly

Tyr

35

Arg

LYS

Asp

Trp

<210> 147
<211> 110
<212> PRT
<213> artificial Seqguence

<220>

<221> source

Trp

Asn

ser

Glu

val
100

Tyr Gln
Asn Gln
Gly Thr

70
Ala Asp
85

Phe Gly

Gin
Arg
55

Ser

Tyr

<223> /note="Description of
polypeptide”

<400> 147
Gln ser val Leu
1

Arg val

Thr val

ite Tyr
50

Gly ser
65

Ser Glu

Asnh Gly

Thr

Asn

35

Thr

Lys

ASp

val

<210> 148
<211> 110
<212> PRT
<213> Artificial Sseqguence

<220>

<221> source

Ile

20

Trp

Asn

sSer

Glu

val
100

Thr GIn
5

ser Cys

Tyr Gin

Asn Gln

Gly Thr
70

Ala Asp
85

Phe Gly

Pro

sSer

Gin

Arg

55

Ser

Phe

Gly

Al472pCT

Leu Pro Gly Ala Ala
40

Pro Ser Gly val Pro
60

Ala Ser Leu Thr Ile

75

Tyr Cys Ala Ala Trp
90

Gly Thr Lys Leu Thr

Artificial Sequence:

Pro

Gly

Leu

40

Pro

Ala

Tyr

Gly

105

sSer

Ser

25

Pro

Ser

Ser

Cys

Thr
105

Ala

19

ser

Gly

Gly

Leu

Ala

90

Lys

saer

Ser

Thr

val

Ala

75

Ala

Leu

Gly

Asnh

Ala

Pro

60

Ile

Arg

Thr

Page 101

Pro

45

ASp

Ser

ASp

val

Lys

Arg

Gly

ASD

Ley
110

Leu

Phe

Leu

ser
95

synthetic

Thr Pro Gly

Ile

Pro

45

ASD

Ser

ASp

val

Gly

30

Lys

Arg

Gly

Glu

Leu
119

15

Ser

Leu

Phe

Leu

ser
95

Leu

Ser

Arg

80

Leu

Gln

Asn

Leu

Ser

Gln

&0

Leu



. Al472pCT
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide™
<400> 148
GIn Ser val Leu Thr GIn Pro Pro Ser Aga Ser Gly Thr pPro Gly Gln
1 5 1 15

Arg val Thr iie Ser Cys Ser Gly Ser Ser Ser Asn ITe Gly Ser Asn
0 25 30

Tyr val Tyr Trp Tyr GIn GIn Leu Pro Gly Ala Ala Pro Lys Leu Leu
35 40 45

Ile pPhe Arg Asn Asn GIn Arg Pro Ser Gly val ggo Asp Arg Phe Ser
50 55

Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Arg
65 70 75 80

Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu
85 90 95

Ser Gly Trp val phe Gly Gly Gly Thr Lys rteu Thr val Leu

100 105 110
<210> 149
<211> 112
<212> PRT
<213> Artificial Seguence
<220>

<221> source o . .
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 149
Asp ITe Thr Leu Thr GIn Thr Pro Leu Ser Leu Ser val Ser Pro Gly
1 5 10 15

GIn Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu His Ser
20 25 30

Asp Gly Arg Asn Tyr Leu Tyr Tgp Tyr teu Gin Lys Pro Gly Glin Pro
35 4 45

Pro GIn Leu Leu Ile Tyr Glu val Ser Asn Arg Phe Ser Gly Leu Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp val Gly Ile Tyr Tyr Cys Met GlIn Ser
85 90 95

Phe Pro Leu Pro Leu Thr pPhe Gly Gly Gly Thr Lys val Glu Ile Lys
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<210> 150
<211> 110
<212> PRT

100

<213> Aartificial Seguence

<220>
<221> source

<223> /note="Description of
polypeptide”

<400> 150

GIn Ser val Leu Thr 61In Pro
1 5

Lys val Thr

Tyr val Ser
35

ITe Tyr Asp
50

Gly Sser Lys
65

Thr Gly Asp

ser Ala val

<210> 151
<211> 107
<212> PRT

Ile

20

Trp

Asn

Ser

Glu

val
100

ser

Tyr

Asn

Gly

Ala

85

Phe

Cys

Gin

Lys

Thr

70

Asp

Gly

Ser

Gn

Arg

55

ser

Tyr

Gly

<213> Artificial Segquence

<220>
<Z221> source

<223> /note="pescription of
polypeptide™

<400> 151

Asp Ile G1n Met Thr GIn ser
1 5

Asp Arg val Thr Ile Thr Cys

20

Leu Gly Trp Tyr GIn GIn Lys
35

Tyr géy Ala Ser Ser Leu Gln

55

Artificial Sequence:

105

Al472PCT

110

Synthetic

Pro Ser val Ser Ala Ala Pro Gly

Gly

Leu

40

Pro

Ala

Tyr

Gly

Artificial Sequence:

ser

25

Pro

ser

Thr

Cys

Thr
105

i0

Ser

Gly

Gly

Leu

Gly

90

LyS

Ser

Thr

Ile

Gly

75

Thr

Leu

Ash

Ala

Pro

60

Tle

Trp

Thr

Pro Ser Ser Leu Ser

10

Arg §1a ser Glin Gly
5

Pro Gly Lys Ala Pro
40

ser Gly val Pro Ser

60

Page 103

Ile

Pro

45

Asp

Thr

ASp

va'l

Gly

30

Lys

Arg

Gly

sSer

Leu
110

15

Asn

Leu

Phe

Leu

Arg
95

Synthetic

Ala ser val

ITe Arg Lys
30

Lys Arg Leu
45

Arg Phe ser

Gln

Asn

Leu

Ser

GIn

80

Leu

Gly

AsSp

Ile

Gly



ggr Gly ser Gly Thr Glu Phe

70

Glu Asp Phe Ala ghr Tyr Tyr
5

Thr Phe Gly Gln Gly Thr Lys
100

<210>
<211>
<212>
<213>

152
108
PRT

<220>
<221>
<223>

source

polypeptide”

<400> 152

Glu Ile val Leu Thr
1 5

Glu Arg Ala

Leu Thr

Tyr
35

Ile Tyr Giy
50

Gly Ser Gly

65

Pro Glu Asp

Cys Arg Phe

<210> 153
<211> 108
<212> PRT

Thr

20

Trp

Ala

ser

Phe

Gly
100

Leu

Tyr

Ser

Gly

Ala

85

Gin

Artificial sequence

/note="Description of

Gln ser

Ser Cys

Gin Gln

ser Arg

55

Thr
70

Asp
val

Tyr

Gly Thr

<213> Artificial Sequence

<220>
<221> source

<223> /note="pescription of

polypeptide™

<400> 153

Glu 1le val Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys

Al472PCT

Thr Leu Thr Ile Ser Ser Leu Gln Pro
Cys Leu GIn Tyr Asn Ser Phe Pro Trp
90 95

val Glu Ile Lys
105

Artificial sequence: Synthetic

Pro Gly Thr Leu Ser Leu Ser Pro

10 15

Gly

val ser
30

Ala Glin

25

Arg Ser Ser ser Gly

Lys Pro Gly Gln Ala Leu

40

Pro Arg
45

Leu

Ala Thr Gly Ile Pro Phe ser

60

Asp Arg

Glu
80

Thr Ile

75

phe Thr Leu Ser Arg Leu

Gin Gin

90

Gly Asn Ser Leu

95

TYr Cys TYyr

Leu Glu

105

Lys Lys

Artificial sSequence: Synthetic

Pro Gly Thr Leu Ser

Leu Ser Pro Gly
10 15

Arg Ala Ser GlIn Ser
Page 104

val ser ser Gly



20

Ley Thr
35

Tyr Trp

Ile Ala

Tyr Gly
50

Gly
65

ser Gly Ser

Pro Glu Asp Phe

ser Arg Phe Gly

100

<210> 154
<211> 113
<212> PRT

Tyr

ser

Gin

Ser

Gly Thr
70

Ala
85

GIn

val

Gly

Gln

Asp

Tyr

Thr

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of
polypeptide”

<400> 154
Asp Ile val Met
1

Thr
20

Glu Arg Ala

Asn
35

Ser Asnh Asp

Pro
50

Pro Lys Leu

Pro Phe

65

ASp Arg

Ile Ser Ser Leu

Thr
100

Tyr Tyr Asn

RYES

<210> 155
<211> 1067

Thr

5

Ile

Asn

Leu

ser

GlIn

85

Pro

Glin

Asn

Tyr

Iie

Gly

70

Ala

Phe

Ser
Cys
Leu
Tyr
55

Ser

Glu

Thr

Lys

Ala

Phe

Tyr

Lys

Artificial Sequence:

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

AlA72ZPCT
25

Pro Gly Gln Ala

Thr Gly Ile Pro

60

Thr Leu Thr Ile

GIn GIn Tyr
90

Cys

Leu

Glu Ile Lys
105

Asp Ser Leu Ala

10

ser Ser Gin

25

Ser

Trp Tyr Glin GlIn

Ala Ser Thr Arg

60

Thr
75

ser Gly Asp

Ala val

90

val Tyr

Gly pPro Gly Thr

Page 105

30

Pro Arg Leu
45

Asp Arg Phe
Ser Arg Leu

Gly Asn Ser
95

Synthetic

val Ser Leu
15

Ile Leu

ASp
30

Lys Pro Gly

Glu Ser Gly

Phe Thr Leu

Gin
95

Tyr Cys

val
110

LYys ASp

Leu

Ser

Glu

80

Leu

Gly

Ser

GIin

val

Thr

80

Gln

Ile



<212> PRT
<213> Artificial sequence

<220>
<221> source

<223> /note="Description of

Asp

Leu

Tyr

Ser

65

Glu

Thr

polypeptide”

<400> 155
ésp ITe Gin Met Thr Gin
5

Arg val

Gly Trp
35

val Ala
50
Gly ser

Asp Phe

Phe Gly

<210> 156
<211> 108
<212> PRT

<Z213>

<220>
<221> source

<223>

1

Thr

20

Tyr

Ser

Gly

Ala

Gly
160

Tle

Gln

Ser

Thr

Thr

85

Gly

polypeptide”
<400> 156

Thr

Gln

Leuy

Glu

70

Tyr

Thr

Ser

Cys

Lys

Gln

55

Phe

Tyr

LyS

Artificial Sequence
/note="Description of

Glu ITe val Met Thr Gln Ser
5

Glu Arg Ala ggr Ley Ser Cys

Leu Ala ggp Tyr GIn GIn Lys

His Asp Ala Ser Pro Arg Thr
50

55

ser Gly ser Gly Thr Glu phe

65

70

Al472pPCT

Artificial Sequence: Synthetic

Pro

Arg

Pro

40

Ser

Thr

cys

val

Artificial Seauence:

Ser

Ala

25

Gly

Gly

Leu

Leu

Glu
105

Ser

10

Ser

Lys

val

Thr

GlIn

90

Ile

Leu Ser

GIn Gly

Ala Pro

Pro Ser

60

ITe ser
75

Tyr Asn

LyS

Pro Ala Thr Leu Ser

i0

Arg Ala Sser GlIn Sser
25

Pro Gly G1n Ala pPro
40

Ala Gly ITe pPro aAla

60

Thr teu Thr Ile Asn

Page 106

Ala Ser val
15

Ile Arg Asn
30

Lys Arg Leu

Arg Phe ser

Ser Leu Gln

Thr Tyr Pro
95

Synthetic

val Sser Pro
15

val Arg ser
30

Arg Leu Leu

45

Arg Phe Ser

Ser Leu GiIn

Gly

ASp

Ile

Gly

Pro

80

teu

Gly

AsSnh

Ile

Gly

Ser
80



Glu Asp Phe Ala val Tyr Tyr
85

Ile Thr pPhe Gly GIn Gly Thr

<210> 157
<211> 116
<212> PRY

100

<213> Artificial Ssegquence

<220>
<221> source

<223> /note="Description of
polypeptide"”

<400> 157
Glin ser val
1

Lys val Thr

Tyr val Sser
35

Ile Tyr Asp
50

Gly Ser Lys
65

Thr Gly Asp
ser val Trp

<210> 158
<Z211> 130
<212> PRT

Leu

Ile

20

Trp

Asn

Ser

Glu

val
100

Thr Gln Pro
5

Ser

Tyr

Asn

Gly

Ala

85

Phe

Cys

Glin

Lys

Thr

70

Asn

Gly

Ser

GIn

Arg

55

ser

Tyr

Gly

<21i3> Artificial Sequence

<220>
<221> source

<223> /note="Description of
polypeptide”

<400> 158

GIn val ¢In Leu val Glu ser
1 5

Ser Leu Arg Leu Ser Cys Ala
20

Gly Met gés Trp val Arg Gln

Al1472PCT
Cys GlIn GIn Tyr Asn Tyr Trp Thr Pro
90 95

Arg Leu Glu Ile Lys
105

Artificial Sequence: Synthetic

Pro Ser Met Ser Ala Ala Pro Gly Glin
10 15

Gly Ser ser Ser Asn Ile Gly Asn Asn
25 30

Leu Pro Gly Thr Ala Pro Lys Leu Leuy
40 45

Pro Ser Gly Ile Pro Asp Arg Phe Ser
60

Ala Thr Leu Gly Ile Thr Gly Leu Gin
75 80

Cys Cys Gly Thr Trp Asp Ile Gly Leu
90 95

Gly Thr Lys Leu Thr val Leu
105 110

Artificial sequence: Synthetic

Gly Gly Gly val val Gln Pro Gly Arg
10 15

Ala ggr Gly Phe Thr pPhe Ser Ser Phe

Ala Pro Gly Lys Gly Leu Glu Trp val
40 45
Page 107



Ala

Ala

Lys

Ser

val ITe ser Phe Asp Gly
50 55

Gly Arg Phe Thr Ile Ser
70

GIn Met Asn ger Leu Arg
5

Arg Asp Arg Leu Asn Tyr

Tyr Tyr Gly Met Ala val
115

ser
130

<210> 159
<211> 131
<212> PRT
<213> Artificial sequence

<220>
<221> source
<223> /note="Description of

polypeptide”

<400> 159

Glu
1
Ser

Trp

Pro
65
Leu

Tyr

Tyr

val GIn Leu gaW Glu ser

Leu Arg Leu Ser Cys Ala
20

Met Ser Trp val Arg Gln
35

Arg Ile Lys ser Thr Thr
50 55

val tys Gly Arg Phe Thr
70

Tyr Leu Gin ggt Asn Ser

Cys Thr Thr Asp Arg Thr
100

Tyr Tyr Tyr Gly Met Asp
115

Ser

Arg

Ala

Tyr

Trp

Artificial Sequence:

Ile

Asp

Glu

Al472PCT

Lys Tyr Ser
60

Asn Ser Lys
75

Asp Thr Ala

90

Ser ser Gly

GIn Gly Thr

Gly Gly Gly
10

Ala

Ala

40

Asp

Ile

Leu

Gly

val
120

Ser

25

Pro

Gly

Ser

LYS

Tyr

105

Trp

Gly

Gly

Gly

Arg

The

90

Ser

ey

Phe

Lys

Thr

Asp

75

Glu

Ile

val

Thr

Gly

Thr

60

ASp

ASp

Ser

Gly G1n Gly

Page 108

val

Asn

val

Tyr

Thr
125

Asp

Thr

Tyr

Tyr

110

val

ser

Leu

95

His

Thr

Synthetic

Lys Pro Gly
15

Phe

Leu

45

Asp

Ser

Thr

Trp

Thr
125

Ser

30

Glu

Tyr

Lys

Ala

Ser

110

Thr

Asn

Trp

Ala

Asn

val

95

Ser

val

val
Phe
80

Cys

Tyr

val

Gly

Ala

val

Ala

Thr

80

Tyr

Tyr

Thr



val ser
130

ser

<210> 160
<211> 130
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 160
Giu val GIn Leu

1

ser Leu

Ala Met

Ser Ala

50

Lys Gly

Lteu GIn

Ala Lys

Tyr Tyr

Ser Ser
130

Arg

ser

35

Ile

Arg

Met

ASp

Tyr
115

<210> 161
<211> 130
<?212> PRT
<213> Artificial Sequence

<220>

<221> source

Leu

20

Trp

Ser

Phe

AsSn

Gln

100

Gly

Leu Glu Ser
5

Ser

val

Gly

Thr

Ser

85

Arg

Met

Cys

Arg

Ser

Ile

70

Leu

Glu

ASp

Ala

Gln

Gly

55

Ser

Arg

val

val

Al472PCT

Artificial sequence: Synthetic

Gly Gly Gly Leu val
10

Ala

Ala

40

Gly

Arg

Ala

Gly

Trp

ser

25

Pro

Arg

Asp

Glu

Pro

105

Gly

Gly

Gly

Thr

Asn

Asp

90

Tyr

G1n

Phe

Lys

Tyr

Ser

75

Thr

Ser

Gly

Thr

Gly

TYrPR

60

Lys

Ala

Ser

Thr

Gin Pro Gly
15

Phe

Leu

45

Ala

Asn

val

Gly

Thr
125

sSer

30

Glu

Asp

Thr

Tyr

110

val

sSer

Trp

Ser

Leu

Tyr

95

Tyr

Thr

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 161

1

Gin val GIn Leu ga? GIn Ser Gly Ala G
1

Tyr

val

val

Tyr

Cys

Asp

val

Tu val Lys Lys Pro Gly Ala
0 15

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr phe Thr Gly Tyr
Page 109



Tyr Met

Gly Trp
50

Glin Gly
65

Met Glu
Ala Arg

Tyr Tyr

Ser Ser
130

His

35

ITe

Arg

Leu

ASp

Tyr
115

<210> 162
<211> 129
<212> PRT
<213> Artificial Sequence

<220>

20

Trp

Asnh

val

Ser

Glin

100

Gly

<221> source
<223> /note="Description of
polypeptide”

<400> 162
Gin val GlIn Leu val Glu Ser
1 5

Ser Leu

Gly Met

Ala vail
50

Lys Gly
65

teu GIn

Ala Arg

Arg

His

35

Ile

Arg

Met

Glu

L.eu

20

Trp

Ser

Phe

Asn

Arg
160

val

pPro

Thr

Arg

85

Met

Met

ser

val

TYyr

Thr

Ser

85

Lys

Arg

Asn

Met

70

Leu

ser

AsSp

Cys

Arg

Asp

Ile

70

Leu

Arg

Gln

Sar

55

Thr

Arg

Ile

val

Ala

Gln

Gly

55

Ser

Arg

val

Ala

40

Gly

Arg

ser

Ile

Artificial Sequence:

Gly

Ala

Ala

40

ser

Arg

Ala

Thr

25

Pro

Gly

Asp

ASp

Met

105

Gly

Gly

ser

25

Pro

His

ASDP

Glu

Met
105

AL472PCT

Gly G1n Gly

Thr Asn Tyr
60

Thr Ser Ile
75

Asp Thr Ala
90
Leu Arg Gly

G¢In Gly Thr

Gly val val

10

Gly Phe Thr

Gly Lys Gly

Glu Ser Tyr
60

Ile Ser Lys

75

Asp Thr Ala
90

Ser Thr teu

Page 110

Leu

45

Ala

ser

val

val

Thr
125

30

Glu

Gin

Thr

Tyr

Phe

119

val

Trp

Lys

Ala

Phe

95

Pro

Thr

Synthetic

Glin

Phe

Leu

45

Ala

Asn

val

Tyr

Pro

Ser

30

Glu

ASpP

Thr

Tvyr

Tyr
110

Gly
15

Ser
Trp
Ser
Leu
Phe
95

Tyr

Met

rhae

Tyr

80

Cys

Pro

val

Arg

Ty

val

va'

Tyr

80

Cys

Phe



AL472PCT

Tyr Tyr Gly Met Asp val Trp Gly GIn Gly Thr Thr val thr val ser
115 120 1

Ser

<210> 163
<211 121
<212> PRT
<213> Artificial sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 163
Glu val GIn Leu val Glu

1

ser Leu

Ala Met

Gly Phe
50

ser val
65
Ala Tyr

Phe Cys

Gln Gly

Arg

Ser

35

Ile

Lys

Leu

Ala

Thr
115

<210> 164
<211> 131
<212> PRT
<213> Artificial Sequence

<220>

Leu

20

Trp

Arg

Gly

Gln

Arg

Leu

<221> source o )
<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 164
Glu val Gin Leu gaT Glu Ser Gly Gly Ggy Leu val Lys Pro Gly Gly
1 1 15

5

Ser

Phe

ser

Arg

Met

85

Gly

val

Cys

Arg

Arg

Phe

70

Asn

Arg

Thr

Ser

Thr

Gin

Ala

55

Thr

Ser

Gly

val

Artificial Sequence: synthetic

Gily Gly Gly Leu val
10

Ala

Ala

40

TYr

Ile

Leu

Ile

Ser
120

ser

25

Pro

Gly

ser

LYS

Ala

105

Ser

Gly

Gly

Gly

Arg

Thr

90

Ala

Phe

Lys

Thr

Asp

75

Glu

Arg

Thr

Gly

Pro

60

Asp

Asp

Trp

page 111

LYS

phe

Leu

45

Glu

Ser

Thr

ASp

Pro

Gly

30

Glu

Tyr

Lys

Ala

Tyr
110

Gly

15

Asp

Trp

Ala

Thr

val

95

Trp

Arg

Tyr

Ile

Ala

Ile

80

Tyr

Gly



Ser

Trp

Gly

Pro

65

L.eu

Tyr

Tyr

val

Leu

Met

Arg

>0

val

Tyr

Cys

Tyr

ser
130

Arg

Ser

35

ITe

Lys

Leu

Thr

Tyr

115

ser

<210> 165
<211> 127
<212> PRT
<213> Artvificial sequence

<220>
<221> source
<223> /note="Description of
polypeptide”

<400> 165

1

Ser

Tyr

Gly

GIn

63

Met

val

val

Met

Trp

50

Gly

Glu

Arg

Lys

Tyr

35

Ile

Arg

Leu

Gly

Leu

20

Trp

Lys

Gly

Gln

Thr

100

Tyr

val

20

Trp

ser

val

Ser

Gly

Ser

val

Ser

Arg

Met

&5

ASp

Gly

Ser

val

Pro

Thr

Arg

85

TYr

Cys

Arg

Lys

Phe

70

Ash

Arg

Met

Cys

Arg

Asn

Met

70

Leu

Ser

Ala

Gin

Thr

55

Thr

Ser

Thr

Asp

Gin val GIn Leu val Gin ser
5

Lys

Gln

Ser

55

Thr

Arg

Gly

Ala

Ala

40

Asp

Ile

Leu

Gly

val
120

Artiticial Seguence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Tyr

Ser
25

Pro
Gly
Ser
Lys
Tyr
105

Trp

Ala

Ser

25

Pro

Gly

ASp

ASp

Ala

Ald72pPCT
Gly Phe Thr

Gly Lys Gly

Gly Thr Thr
60

Arg Asp Asp
75

Ala Glu Asp
90

Ser Ile Ser

Gly GIn Gly

Glu val Lys
10

Gly Tyr Thr
Gly Gin Gly

Thr Asn Tyr
60

Thr ser Ile
75

Asp Thr Ala
90

Gly Leu Tyr
Page 112

Phe

Leu

45

Asp

Ser

Thr

Trp

Thr
125

Ser

30

Glu

Tyr

Lys

Ala

Ser

110

Thr

Asn

Trp

The

Asn

val

95

Ser

val

Synthetic

LYsS Pro Gly
15

Phe

Leu

45

Ala

Ser

val

Ser

Thr

30

Giu

Gln

Thr

Tyr

His

ASp

Trp

Lys

Ala

Ala

val

Ala

Thr

80

Tyr

Tyr

Thr

Ala

TYr

Met

Phe

Tyr

8C

Cys

Tyr



100

Gly met Asp val Trp Gly GIn
115

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

166
131
PRT
Artificial Sequence

source o
/note="Description of

polypeptide”

166

Glu val Gln Leu

1

Ser

Trp

Gly

Pro

65

Leu

Phe

TYr

val

<210>
<211>
<212>
<213>

Leu

Met

Arg

50

val

Tyr

Cys

Tyr

ser
130

<220>

<221>
<223>

<400>
Glu val GIn Leu val Glu Ser Gly Gly %y Leu val Lys Pro ggy Gly

1

Arg

ser

35

Ile

Lys

Leu

Thr

TYr

115

Ser

167
131
PRT
Artificial Sequence

source o o i
/note="bescription of Artificial Sequence: Synthetic

Leu

20

Trp

Lys

Gly

GIn

Thr

100

Tyr

val
5
Ser
val
Ser
Arg
Met
85

ASp

Gly

polypeptide”

167

5

Glu

Cys

Arg

Lys

Phe

70

Asn

Arg

Met

Ser

Ala

GlIn

Thr

55

Thr

Ser

Thr

ASD

105

Al472PCT

110

Gly Thr Thr val Thr val ser Ser

120

125

Artificial Sequence: Synthetic

Gly Gly Gly
10

Ala

Ala

40

Asp

Ile

Leu

Gly

val
120

Ser

25

Pro

Gly

ser

Lys

Tyr

105

Trp

Gly

Gly

Gly

Arg

Thr

90

Ser

Gly

Leu

Phe

Lys

Thr

ASD

75

Glu

Ile

Gln

val

Thr

Gly

Thr

60

ASp

Asp

Ser

Gly

Page 113

Lys

Phe

Leu

45

Asp

Ser

Thr

Trp

Thr
125

Pro

Gly

30

Glu

Tyr

Lys

Ala

sSer

110

Thr

Gly
15

ASh
Trp
Ala
Asn
val
95

Ser

val

Gly

Ala

val

Ala

Thr

80

Tyr

Tyr

Thr



Ser

Trp

Gly

Pro

65

Leu

Tyr

Tyr

va'l

Leu

Met

Arg

50

val

Tyr

Cys

Tyr

Ser
130

Arg

Ser

35

Ile

Lys

Leu

Thr

Tyr

115

Ser

<210> 168
<211> 130
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of
polypeptide”

<400> 168
GIn val GIn Leu

1

Ser

Gly

Ala

LYS

65

Leuy

Leu
Met
val
50

Gly

Gln

Arg

His

35

Ile

Arg

Met

Leu

20

Trp

Lys

Gly

Gln

Thr

100

Tyr

Leu

20

Trp

Ser

Phe

Asn

Ser
val
Ser
Arg
Met
85

ASp

Gly

val
5

Ser
val
Phe
Thr

Ser
85

Cys

Arg

Lys

Phe

70

ASn

Arg

Met

Glu

Cys

Arg

Asp

Ile

70

Leu

Ala

Gln

Thr

55

Thr

ser

Thr

Asp

sSer

Ala

Gln

Gly

35

Ser

Arg

Ala

Ala

40

ASp

Ile

Leu

Gly

val
120

Artificial Sequence:

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

25

Pro

Gly

Ser

LysS

TYyr

105

Trp

Gly

Ser

25

Pro

ile

ASp

Glu

Al472pCT

Gly
Gly
Gly
Arg
Thr
90

ser

Gly

Gly
10

Gly
Gly
Lys
Asn

Asp
90

Phe Thr

Lys Gly

Thr Thr
60

AsSp Asp

75

GTu Asp

ITe Ser

Gln Gly

val val
Phe Thr
Lys Gly

Tyr Ser
60

ser Lys
75

Thr Ala

Page 114

Phe

Leu

45

ASD

ser

Thr

Trp

Thr
125

Gly

30

Glu

Tyr

Lys

Ala

ser

iio

Thr

Asn

Trp

Ala

Asn

val

95

Ser

val

Synthetic

Gin Pro Gly

Phe

Leu

45

val

Asn

val

Ser

30

Glu

ASD

Thr

Tyr

15

sSer

Trp

ser

Leu

Tyr
95

Thr
80
Tyr

TYr

Thr

Arg

Phe

val

val

rhe

80

Cys



Al472PCT
Ala Arg Asp Arg Leu Asn Tyr Tyr Asp Ser Ser Gly Tyr Tyr His Tyr
100 105 110

Lys Tyr {{g Gly Leu ATa val Trp Gly GIn Gly Thr Thr val Thr val

Ser

<210>
<211
<212>
<213>

Ser
130

<220>

<221>
<223>

<400>

169
131
PRT
Artificial Sequence

source o o
/note="pescription of Artificial Sequence:

polypeptide”

169

Glu val Gln Leu

1

Ser

sSer

ser

Lys

l.eu

Ala

AsSp

val

Leu

Met

Ser

50

Gly

GIn

Arg

Tyr

ser
130

Arg

ASn

35

Ile

Arg

Met

Glu

Tyr

115

Ser

<210> 170
<211> 126
<212> PRT
<213> Artificial Sequence

<Z220>
<221> source
<223> /note="bDescription of Artificial Seguence: Synthetic
polypeptide™

Leu

20

Trp

Ser

Phe

Ser

Gly

100

Tyr

ga1 Glu Sser

Ser

val

Ser

Thr

Ser

85

val

Gly

Cys

Arg

Ser

Ile

70

Leu

Ser

Met

Ala

Gin

Ser

55

Ser

Arg

Gly

Asp

120

Gly Gly Gly Leu val
10

Ala

Ala

40

Ser

Arg

Ala

Ser

val
120

Ser

25

Pro

Tyr

Asp

Giu

Ser

105

Trp

Gly

Gly

Arg

Asn

Asp

90

Pro

Gly

Tyr

Lys

Tyr

Ala

75

Thr

Tyr

Glin

Thr

Gly

Tyr

60

LYS

Ala

Ser

Gly

Page 115

125

synthetic

Lys

Phe

Leu

45

Ala

AsSn

val

Ile

Thr
125

Pro

sSer

30

Glu

AsSp

Ser

TYyr

ser

110

Thr

Gly
15

Thr
Trp
Ser
Leu
Tyr
95

Trp

val

Gly

Tyr

val

val

TYyr

80

Cys

Tyr

Thr



<400>

170

Gln val Gin
1

Ser Leu Arg

Gly Met His

35

Ala val Ile
50

Lys Gly Arg

Leu Gln Met

Ala Arg Ala

Met Asp val

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

115

171
118
PRT

Leu

Leu

20

Trp

Trp

Phe

ASn

Gly

Trp

val

Ser

val

Tyr

Ile

Ser

85

Gly

Gly

Glu

Cys

Arg

ASD

Ile

70

Leu

Ile

Glin

Ser

Ala

Gln

Gly

55

Ser

Arg

Ala

Gly

Artificial Sequence

source X
/note="Description of
polypeptide”

171

Gin val Gln Leu

1

ser val Lys

Tyr Leu His

35

Gly Trp Ite
50

Gin Gly Arg
65

Met Glu Leu

val

20

Trp

Asn

val

ser

ga? Gln Ser

Ser

val

Pro

Thr

Arg

85

Cys

Arg

His

Met

70

Leu

Lys

Glin

Ser

55

Thr

Arg

Gly

Ala

Ala

40

Ser

Arg

Ala

Ala

Thr
120

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Gly

ser

25

Pro

ASn

Asp

Glu

Ala

105

Thr

Ala
ser
25

Pro

Gly

ASp

Asp

Al472PCT

Gly val val

10

Gly

Gly

Lys

Lys

ASD

90

Gly

val

Glu

10

Gly

Gly

Thr

Thr

Asp
90

Phe

Lys

Tyr

Ser

75

Thr

Leu

Thr

val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

val

Lys

Tyr Thr

Gln

Gly

Asn Tyr
60

ser
75

Ile

Thr Ala

page 116

Gin Pro

Phe Ser
30

Leu Glu
45

Ala Asp

Asn Thr

val Tvyr

Tyr Tyr

110

ser ser
125

Gly

15

Ser

Trp

Ser

Leu

Tyr

Tyr

Synthetic

Lys Pro

Phe Thr
30

Leu Glu

45

Ala Gln

Ser Thr

val phe

Gly
15

Ala
Trp
Lys
Ala

Tyr
85

Arg

Tyr

val

val

TYr

80

Ccys

Gly

Ala

Tyr

Met

Phe

Tyr

80

Cys



A1472pPCT

Ala Arg Gly Arg GIn Trp Leu Gly Phe Asp Tyr Trp Gly G1n Gly Thr
100 105 110

Leu val Thr val Ser Ser

115

<210> 172
<211> 117
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of

potypeptide”

<400> 172
Gin val GIn Leu

1

Thr Leu

Tyr Trp

Gly Glu

50

Ser Arg
65
Lys Leu

Arg Gly

val Thr

Ser

Ser

35

Ile

val

Ser

ASp

val
115

<210> 173
<211> 120
<212> PRT
<213> Artificial Sequence

<220>

<221> source

Leu

20

Trp

Asn

Thr

Ser

val

100

ser

gln Gln Trp

Ser

Ile

His

Ile

val

85

val

ser

Cys

Arg

Ser

ser

70

Thr

Gly

Ala

Gln

Gly

55

val

Ala

Phe

Artificial Sequence: Synthetic

Gly

val

Pro

40

Gly

ASp

Ala

Phe

Ala

Tyr

25

Pro

Thr

Thr

Asp

Asp

Gly
10

Gly
Gly
Lys
Ser
Thr

S0

Tyr

Leu

Gly

Lys

Tyr

Lys

75

Ala

TeEp

Leu

Ser

Gly

Asn

60

Asn

Lys

Phe

Leu

45

Pro

Gln

val Tyr

Gly

Gln

Pro

Gly

30

Glu

Ser

Phe

Phe

Gly
110

Ser
15

Gly
Trp
Leuy
Ser
Cys
95

Thr

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 173
Gin val Gln Leu val GIn Ser Gly Ala Glu val Lys Lys Ser Gly Ala
1 5 10 135

Glu

Tyr

Ile

Lys

Leu

80

Ala

Leu

Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
Page 117



Tyr

Gly

Gln

65

Met

Ala

Gly

<210>
<211>
<212>
<213>

Met

Trp

50

Gly

Glu

Arg

Thr

<220>

<221>
<223>

<400>

His

35

Ile

Arg

Leu

Asn

Leu
115

174
118
PRT
Artificial Sequence

source o
/note="Description of

20

Trp

Asn

val

Ser

Glu

100

val

val

Pro

Thr

Arg

85

Tyr

Thr

polypeptide”

174

Arg

Asn

Met

70

Leu

Ser

val

GIn

Ser

55

Thr

Arg

Ser

Ser

Gin ITe Thr Leu Lys Glu Ser
1 5

Thr

Gly

Trp

Leu

65

val

Cys

ey

Leu

val

Leu

50

LyS

Leu

Ala

val

Thr

Gly

35

Ala

Ser

Arg

His

Thr
115

Ley

20

val

Leu

Arg

Met

Arg

100

va]l

Thr

Ala

Ile

Leu

Thr

85

Pro

Ser

Cys

Trp

Tyr

Thr

70

Asn

Gly

ser

Thr

Ile

Trp

55

Ile

Met:

Gly

Ala

40

Gly

Arg

ser

Ala

ser
120

Artificial Seguence:

Gly

Phe

Arg

40

Thr

Thr

Asp

Trp

25

Pro

Gly

ASp

Asp

Trp
105

Pro

Ser

25

Gln

Asp

LYS

Pro

Phe
105

AL472PCT

Gly
Thr
Thr
Asp
90

Pro

Thr
10

Gly
Pro
Asp
Asp
Leu
90

AsD

Gin Gly Leu

Asn

ser
75

Tyr
60

Ile

45

val

Ser

Thr Ala val

Leu

Leu

Phe

Pro

Lys

Thr

75

ASp

Pro

Gly

val

Ser

Gly

Arg

60

Sey

Thr

Trp

Page 118

Tyr

30

Glu

Gin

Thr

Tyr

Trp
110

Trp

Lys

Ala

Tyr

95

Gly

Synthetic

Lys Pro Thr

Leu

Tyr

Lys

Ala

Gly

sSer

30

Ala

Ser

Asn

Thr

Gln
110

15

Thr

Leu

Pro

Gln

TYF

95

Gly

Met

Phe

cys

Gin

GIn

sSer

ser

val

80

Phe

Thr



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

Al472PCT

175
321
DNA
Artificial Sequence

source
/note="Description of Artificial Sequence: synthetic
polynucleotide”

175

gacatccaga tgacccagtc tccatcctece ctgtctgeat ctgtaggaga cagagtcacc

atcacttgcc gggcaagrca gggcattaga aatgatttag getggtttca geagaaacca

gggaaagcce ctaagegect gatctatgct geatccagtt tgcaaagtgg ggtcccatca

aggttcagcg gcagtggatce tgggacagaa ttcactctca caatcagcag cctgcagect

gaagatttag caacttatta ctgtctacag tataatattt acccgtggac gttcggecaa

gggaccaadg tggaaatcaa a

<210>
<211>
<212Z2>
<213>

<220>

<221>
<223>

<400>

176
321
DNA
Artificial Sequence

source
/note="Description of Artificial Seguence: Synthetic
polynucleotide”

176

gacatccaga tgacccagic tccatcctcc ctgtctgecat ctgtaggaga cagagtcacc

atcacttgece gggcaagtca gggcattaga aaggatttag gctggtatca gcagaaacca

gggaaagccc ctaagcgect gatctatgga gcatccagrt tgcaaagtgg ggtcccatca

aggttcagcyg gcagtggatc tgggacagaa ttcactctca caatcagcag cctgcagect

gaagattttg caacttatta ctgtctacag tataatagtt tcccgtggac gttcggecaa

gggaccaagg tggaaatcaa a

<210>
<211>
«<212>
<213>

<220>

<221>
<223>

<400>

177
359
DNA
Artificial seguence

source
/note="Description of Artificial Sequence: Synthetic
polynucteotide"

177

aggtgcagct ggtgcagtct ggggctgagg tgaagaagtc tggggectca gtgaaggtct

cctgcaagge ttctggatac accttcaccg gcetactatat gcactgggty cgacaggecce

ctggacaagg gcttgagtgg atgggatgga tcaaccctaa cagtggtgdgc acaaactatg

tacagaagtt tcagggcagg gtcaccatga ccagggacac gtccatcage acagectaca

Page 119

60
120
180
240
300
321

60
120
180
240
300
321

60
120
180
240



Al472PCT
tggagctgag caggctgaga tctgacgaca cggecgtgta ttactgtgeg agaaatgagt

atagcagtgce ctggeccttg gggtattggg gccagggaac cctggtcace grctctagt

<210> 178
<211> 336
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note=" Descr1pt1on of Artificial Sequence Synthetic
polynucleotide"

<400> 178
gatattgtga tgactcagtc tccactctoc ctgeocgtea cccctggaga gocggecteco

atctcctgca ggtctagtca gagectectg catagttttg ggtacaacta tttggattgg
tacctgcaga agccagggca gtctccacag ctcctgatct atttgggtte taatcgggec
teeggggtee ctgacaggtt cagtggcagt ggatcaggca cagattttac actgaaaatc
agcagagtgg aggctgagga tgttggggtt tattactgea tgcaagetet acaaactcca

ttcactttcg gecctgggac caaagtggat atcaaa

<210> 179
<211> 336
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note=" Descr1pt1on of Artificial Seguence: $Synthetic
potynucleotide”

<400> 179
gatattatac tggcccagac tccactitet ctgtecgtca cccctggaca gocggecteo

atctecetgea agtctagtea gagectcctg cacagtgety gaaagaccta tttgrtattgg
tacctgcaga agccaggeca gectccacag ctcctgatct atgaagtttc caaccggttc
tctggagtoc cagataggtt cagtggcagc gggtcaggga cagatttcac actgaaaatc
agccgggtgg aggctgagga tgttgggatt tattactgca tgcaaagttt tccgcttecg

ctcacttteg geggagggac caaggtggag atcaaa

<210> 180
<211> 336
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /notem"Descr1pt1on of Artificial Sequence: Synthetic
polynucleotide”

<400> 180
gatattattc tgacccagac tccactttct ctgtccgteca cccctggaca gocggectec

atctcctgea agtctagtca gagectcctg cacagtgatg gaaagaccta titgtattgg
Page 120

300
359

60
120
180
240
300
336

60
120
180
240
300
336

60
120



Al472PCT

tacctgcaga agcccggeca gectecacag ctcctgatct atgaagtttc caaccggrtc

tctggagagc cagataggtt cagtggcage gggtcaggga cagatttcac actgaaaatc

agcegggtygyg aggetgagga tgttgggact tattattgca tgcaaagttt tccgettocg

ctcactttcg gcggagggac caaggtggag atcaaa

<210>
<211>
<212>

181
336
DNA

<213> Artificial Sequence

<220>
<221>
<223>

source o o )
/note="Description of Artificial Sequence: synthetic

polynucleotide”

<400> 181
gatattacac

atctcctgea
tacctgcaga
tctggactge
4gccgggtgg
ctcactttcg

tgacccagac
agtctagtca
agecaggeea
cagataggtt
aggctgagga
gcggagggac

<210>
<21i>
<212>

182
324
DNA

tccactttct
gagcctcctg
gcctecacag
cagtggcagce
tgttgggatt
caaggtggag

<213> Artificial Seqguence

<220>
<221>
<223>

source
polynucleotide”

<400> 182
gaaattgtgt tgacgcagtc

ctcrectgea gggecagica
cctggecagg ctcccagget
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
caggggacca agctggagat
<210>

<211>
<212>

183
324
DNA

tccaggeacc
gagtgttagc
cctcatctat
gtctgygaca
ttactgtcag

Caaa

<213> Artificial sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

polynucieotide”

ctgtccgtct cccctggaca
cacagtgatg gaaggaacta
ctectgatct atgaagtgtce
gggtcaggga cagatttcac
tattactgca tgcaaagrtt

atcaaa

ctgrctttygt ctccagggga
agcggctact taacctggta
ggtgcatcca geagggecac
gacttcactc tcaccatcag

cagtatggta actcactgtyg

Page 121

gccggectee
tctgtattgg
caaccggtte
actgaaaatc

tccgertecg

/note="Description of Artificial Sequence: Synthetic

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
caggtttggce

synthetic

180
240
300
336

60
120
180
240
300
336

60
120
180
240
360
324



<400> 183
gaaattgtgt

ctctectgea
cctggecagg
gacaggttca
cctgaagatt
caggggacca
<210> 184

<211> 324
<212> DNA

tgacgcagtc
gggccagtca
ctcccagact
gtggcagtgy
ttgcagtgta
agctggagat

tccaggeacce
gagtgttagc
cctecatetat
gtctgggacyg
ttactgtcag

Caad

<213> Artificial Sequence

<220>

<221> source o L i
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 184

Al472PCT

ctgtctttgt
agcggcetact
ggtgcatcca
gacttcactc

cagtatggta

ctccagggga
taacctggta
gcagggcecac
tcaccatcag

actcactgag

gaaatagtga tgacgcagtc tccagccacc ctgtctgtgt ctccagggga

ctctcctgta
ggccaggetc
aggttcagty
gaagattttg
caagggacac
<210>
<211>

<212>
<213>

185
339
DNA

<220>
<221>
<223>

gggccagtca
ccaggetect
gcagtggatc
cagtttatta

gactggagat

source o L )
/note="pescription of Artificial Sequence: Synthetic

polynucleotide”

<400> 185
gacatcgrga

atcaactgea
tggtaccage
gaatccgggg
atcagcagcec
ccattcactt
<210> 186

<211> 330
<212> DNA

tgacccagtc
agtccageca
agaaaccagg
tccctgaccg
tgcaggctga

tcggecctyy

gagtgttcgc agcaatttag cctggtacca

cattcatgat gcatccccca ggaccgotgg

tgggacagaa ttcactctca ccatcaacag

ctgtcagcag tataattact ggactccgat

taaa

Artificial Sequence

tccagactcc
gagtatttta
acagccetect
attcagtggce
agatgtggca

gaccaaagtyg

<213> Artificial Sequence

<220>

ctggctgtot
gacagctcca
aaactgctca
agcgggrety
gtttattact

gatatcaaa

ctctgggega
acaatgataa
tttactgggc
ggacagattt

gtcagcaata

Page 122

aagagccace
ccagcagaaa
tggcatccca
cagactggag
caggtttggc

a3agagccace
gcagaaacct
tatcccagec
cctgeagtct

caccttcgge

gagggecacc
ctacttagcet
atctacccgg
cactctcacc

ttataatact

60
120
180
240
300
324

60
120
180
240
300
324

60
120
180
240
300
339



<221> source

ALAT72PCT

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 186
cagtctgtgt tgacgcagece
tcectgetetg gaagcagetc
ccaggaacag cccccaaact
gaccgattct ctggctccaa
actggggacg

ttcggcggag

aggccgatta

ggaccaagct

<210>
<211>
<212>
<213>

<220>
<221>
<223>

187
330
DNA

source
polynucieotide”

<400> 187

geectcagtg tetgaggece caggacagaa

caacattggg aataattatg tatcctggta

cctcatttat gacaataata agcgaccctc

gtctggeacyg tcagecaccce tgggeatcac

ttactgcgga acatgggata gccgoctgag

gaccgtecta

Artificial Sequence

ggtcaccatc
ccagcagetce
agggattecct
cggactccag

tgctgtggtt

/note=""Description of Artificial Seguence: Synthetic

cagtctgtgt tgacgcagocc gecctcagtg tctgcggece caggacagaa ggtcaccatce

tcctgctctyg gaagcagetc caacattggg aataattatg tatcctggta ccagcagctce

ccaggaacag cccccaaact cctcatttat gacaataata agcgaccctc agggattect

gaccgattct ctggctccaa gtctggcacg tcaaccacce tgggceatcac cggactccag

actggggacg aggccgatta ttactgegga acatgggata gccgectgag tgoetgtggtt

tteggeggay ggaccaaget

<210>
<211>
<212>
<213>

«<220>
<221>
<223>

188
330
DNA

source
polynucleotide"

<400> 188
cagtctgtgt tgacgcagec

tectgetcetyg gaagcageto
ccaggaacag cccccaaact
gaccgattct ctggctccaa
actggggacg aggccgatta
ttcggeggag ggaccaaget

<210> 189
<211> 330

gaccgtccta

Artificial sequence

gecetcagty
caacattggg
cctcatttat
gtctggcacg
ttactgcgga

gaccgtccta

tetgeggece
aataattatg
gacaataata
tcagecacee

acatgggata

caggacagaa
tatcctggta
agcgaccctce
tgggcatcac

gcegectgag

Page 123

/note="Description of Artificial Sequence: Synthetic

ggtcaccatc
ccageagttce
agggattcct
cggactccag

tgctgtggtt

60
120
180
240
300
330

60
120
180
240
300
330

60
120
180
240
300
330



<212>
<213>

<220>

<221>
<223>

<400>

A1472PCT
DNA
Artificial Seguence

source
/note="Description of Artificial Sequence: Synthetic
polynucleotide”

189

cagtctgtgt tgacgcagcc gecctcagtg tcetgecggece caggacagaa ggtcaccatc

tcctgetety gaagcagctc caacattggg aataattatg tatcctggta ccagcagetc

ccaggaacCag ccccCcaaact cctcatttat gacaataata agcgaccctc agggattect

gaccgattct ctggctccaa gtctggeacg tcagccacce tgggcatcac cggactccag

actggggacg aggccgatta ttactgcecgga acatgggata gecgectgag tgctgtggtt

ttcggcggag ggaccaaget gaccgtccta

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

190
330
DNA
Artificial Sequence

Source ] L] x - » 3
/note="Description of Artificial Sequence: Synthetic
paltynucleotide”

190

cagtctgtgt tgacgcagecc gccctcaatg tctgeggece caggacagaa ggtcaccatce

tcctgototy gaagcagetc caacattggg aataattatg tatcctggta ccagcagctc

ccaggaacag cccccaaact cctcatttat gacaataata agcgacccte agggattoct

gaccgattct ctggctccaa gtctggeacg tcagecacce tgggeatcac cggactccag

actggggacg aggccaatta ctgctgogga acatgggata tcggectgag tgtttgggtg

ttcggcggag ggaccaaact gaccgiccta

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

191
330
DNA
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polynucleotide"

191

cagtctgtge tgactcagce accctcageg totgggacce ccgggcagag ggtcaccatc

tcttgttcty gaagcagttc caatatcgga agtaatactg tgaactggta ccagcagete

ccaggaacygg cccccaaact cctcatctat actaataatc agcggeccte aggggtecct

gaccgattct ctggctccaa gtctggcacce tcagectcce tggecatcag tggactccag

tctgaggaty aggcetgattt ttactgtgca gogegggatg agagcctgaa tggtgtggta

ttcggeggag ggaccaaget gaccgtecta

Page 124

60
120
180
240
360
330

60
120
180
240
300
330

60
120
180
240
300
330



Al472PCT

<210> 192
<211> 330
<212> DNA
<213> Artificial Seguence

<220>

<221> source

<223> /note="Description of Artificial sequence: Synthetic
polynucleotide”

<400> 192
cagtctgtgc tgactcagcc accctcagey tctgggacce ccgggeagag agtcaccatce

fcttygttetg gaageagete caacatcgge agtaattatg tatactggha ccagcagetc

ccaggagcgg cccccaaact cctcatcitt aggaataatc ageggecctc aggggtecct

gaccgctict ctggctecaa gtctggeace tcagectocc tggecatcag tgggetecgy

tccgaggatg aggctgatta ttactgtgca geatgggatg acagcctgag tggttgogtg

ttcggeggag ggaccaaget gaccgtecta

<210> 193

<211> 330

<212> DNA

<213> Artificial Sequence

<220>

<221> source o

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 193
cagtctgtge tgactcagee accctcagcg tctgggacce ccgggcagag agtcaccatce

tctigttctg gaagcagotc caacatcgge agtaattatg tatactggta ccagcagcete

CCagyagegy cooccaaact ccteatottt aggagtaatc agcggooctc aggggtcoct

gaccgattct ctggcrccaa gtctggcace tcagociccce tggcecatcag tgggctocgy

tccgaggatg aggctgatta ttactgtgca gcatgggatg acagectgag tgottgggtg

ttcgygcggag ggaccaagct gaccgtccta

<210> 194

<21l> 330

<212> DNA

<213> Artificial Sequence

<220>

<221> source _ ) ) .

<223> /note="Description of Artificial Seguence: Synthetic
polynucleotide”

<400> 194
cagtctgtge tgactcagtc accctcageg tctgggacce ccgggcagag agtcaccate

tcttgttctg gaagecagcte caacatcgge agtaattatg tatactggta ccagcagete
ccaggagegg cccccaaact cctcatcctt aggaataatc ageggeccte aggggtccet

gaccgattct ctggctecaa gtotggcace tcagectcee tgaccatcag tgggetoogg
Page 125

60
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180
240
300
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60
120
180
240



Al472PCT

tccgaggatg aggctgacta ttattgtgea gcatgggatg acagcctgag tggttgggtg

ttcggcggag ggaccaaget gaccgtecta

<210> 195
<211> 324
<212> DNA
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence: synthetic

polynucleotide"”

<400> 195

tcttetgage tgactcagga ccctactgtg tetgtggect tgggacagac agrtcaaaatc

acatgccaag gagacagcct cagaagttit tatgcaagct ggtaccagea gaagecagga

caggcccctg tacttgtctt ctatggtaaa aacaaccgge cctcagggat cccagaccga

ttctctggct ccagetcagg aaacacaget tecttgacca tcactgggge tcadgcggaa

gatgaggctg actattattg taattcccgg gacagcagtg tttaccatct ggtactcgge

ggagggacca agctgaccgt ccta

<210> 196
<211> 390
<212> DNA
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial sequence: Synthetic

polynucleotide”

<400> 196
caggtgcagt tyggtgcagtc tggggctgag gtgaagaagc

tcctgcaagg cttoetggata caccttcace ggetactata
cctggacaag ggcttgagtyg gatgggatgg atcaacccta
gcacagaagt ttcagggcag ggtcaccatg accagggaca
atggagctga gcaggctgag atctgacgac acggecgtgt
atgagtatta ttatgcttcg gggagttttt cccecttact
ggccaaggga ccacggtcac cgtctctagt

<210> 197

<211> 381

<212> DNA

<213> Artificial Seguence

<220>
<221> source

ctggggectce
tgcactgggt
acagtggtgg
cgtccatcag
attrctgtge

attacggtat

agtgaaggtc
gcgacaggcc
cacaaactat
cacagcctac
gagagatcaa

ggacgtctgg

<223> /note="Description of Artificial sequence: Synthetic

polynucleotide”

<400> 197

caggtgcagc tggtgcagtc tgggactgag gtgaagaagce ctggggectc agtgaaggtc
Page 126

300
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240
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180
240
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60



tcctgcaagg
cctggacaag
gcccagaagt
atggagctga
tatagtgget
accacggtca
<210>
<211>
<212>»
<213>
<220>

<221>
<223>

198
354
DNA

Al472PCT

cttctggata caccttcace gactactata tgtactgggt gcgacaggec

ggcttgagtg
ttcagggcag
gtaggctgag
acgctgggct

ccgtetctag

source o o )
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 198
caggtgcage

tcctgeaagg
cctggacaag
gcacagaagt
atggagctga
cagtggetgy
<210>
<211>
<212>
<213>
<220>

<221>
<223>

199
321
DNA

tggtgcagtc
cttctggata
ggcttgagtg
ttcagggceag
gcaggctgad
gctttgacta

source o o ]
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 199

gatgggatgg atcagcccta atagtggtgg cacaaactat

ggtcaccatyg accagggaca cgtctatcag cacagectac

atctgacgac acggccgtgt attactgtgt gagaggagga

ctactcccac tactacggra tggacgtctg gggccaaggg

t

artificial seguence

tggggctgag
caccttcacc
gatgggatgg
ggtcaccatg

atctgacgac

ctggggccag

Artificial Sequence

gtgaagaagc
gcctactatt
atcaaccctc
accagggaca
acggeegtgt

ggaaccctgy

ctggggectc
tacactgggt
acagtggtgg
cgtccatcag
tctactgtyge

tcacegtetc

gacatccaga tgacccagtc tccatcctee ctgtctgeat ctgtaggaga

attacttgcc gggcaagtca gggcattaga aatgatttag gctggtatca

gggaaagccc

aggttcageg

ctaagcgect

gcagtggatc

gatctatgtt gcatccagtt tgcaaagtyg

tgggacagaa ttcactctca caatcagcag

gaagattttg caacttatta ctgtctacag tataacactt acccgctcac

gggaccaagd

<210>
<211>
<212>
<213>

<220>

200
393
DNA

tggagatcaa

9

Artiticial Sequence

Page 127

agtgaaggtc
gcgacaggcec
cacaaactat
cacagcctac
gagaggaagg
tagt

cagagttacc
geagaaacca
ggtcccatca
cctgcagect

ttteggegga
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180
240
300
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300
354
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<221> source o
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 200
gaggtacagc

tcetgtgeag
ccagggaagg
gactacgctg
ctgtatctge
gatcggaccg

tggggccaad

<210>
<211>
<212>
<213>

<220>
<221>
<223>

201
393
DNA

tggtggagtc
cctctggatt
ggctggagtg
cacccgtgaa
aaatgaacag
ggtatagcat

ggaccacggt

source o o
/note="pescription of Artificial Sequence: Synthetic

polynucleatide”

<400> 201

tgggggaggc
cacttteggt
ggttggccgt
aggcagattc
cctgaaaacc
cagctggtct

caccgicict

Artificial sequence

gaggtgcage tggtggagtc tgggggaggc

tcetgtgeag
€cagggaagg
gactacacty
ctgtatctge
gatcggaccg

tggogccaag

<Z210>
<211>
<212>
<213>

<220>
<221>
<223>

202
393
DNA

cctctggatt
ggctggagty
cacccgtgaa
aaatgaatag
ggtatagcat

ggaccacggt

source o o
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 202

cactrttcagt
ggttggeegt
aggcagattc
cctgaaagec
cagcrggtet

cacecgtetcet

Artificial Sequence

Al472PCT

ttggtaaage
aacgcctgga
attaaaagca
accatctcaa
gaggacacag
agttactact

agt

ttggtaaagc
aacgcctgga
attaaaagca
accatctcaa
gaggacacag
agttactact

agt

gaggtacagc tggtggagtc tgggggaggc ttggtaaage

tcetgtgeag
ccagggaagg
gactacgctg
ctgtatctge

gatcggaccyg

cctctggatt
ggctggagtg
cacccgtgaa
aaatgaacag

ggtatagcat

cactrtcggt
ggttggeegt
aggcagattc
cctgaaaacc

cagctggtet

aacgcctgga
attaaaagca
accatctcaa
gaggacacag

agttactract

ctggggggtc
tgagcetgggt
aaactgatgg
gagatgattc
ccgtgtattt

actactacgg

ctggggggtc
tgagctgggt
aaactgatgg
gagatgattc
ccgtgtatta

actactacgg

€tggggggtc
tgagctgggt
aaactgatgg
gagatgattc
ccgtgtatta

actactacgg

page 128

cctcagactc
cegecagget
tgggacaaca
aaaaaacacg
ctgtaccaca

tatggacgtc

ccttagactce
ccgeecagget
tgggacaaca
aaaaaacacg
ctgtaccaca

tatggacgtc

ccttragactc
ccgeecagget
tgggacaaca
aaaaaacacyg
ctgtaccaca

tatggacgtc

60
120
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60
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360



A1472PCT

tggggccaay ggaccacggt caccgtctct agt

<210> 203
<211> 393
<212> DNA

<213> artificial seguence

<220>
<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 203
gaggtgcagce

tectgtgeag

tggtggagtc
cctetggatt

ccagggaagg
gactacgctg

ggctggagtg
cacccgrgaa

ctgtatctgc aaatgaacag

gatcggaccg gatatagcat

tggggccaag ggaccacggt

<210>
<211>
<212>
<213>

<220>
<221>
<223>

204
393
DNA

source
polynucTeotide”

<400> 204
gaggtgcagc tggtggagtc

tcctgtgcag cctctggata
ccagggaagg ggctggagtg
gcagactcag tgaagggecg
ctgcaaatga gtagcctgag
gtgtctggeca gttegeegta
tggggecaag ggaccacggt

<210>
<211>
<212>
<213>

<220>
<221>
<223>

205
390
DNA

source
polynucieotide”

<400> 205

tgggggaggce
cactttcagt
ggttggeegt
aggcagattc
cctgaaaacc
cagctggtcet

caccgtctct

Artificial Sequence

tgggggaggc

caccttcagt
ggtcteatcec
attcaccatc
agccgaggac
tagcatcagce

caccgtctcet

Artificial Sequence

ttggtaaagc
aacgcctgga
attaaaagca
accatcrcaa
gaggacacag
agttactact

agt

ctggtcaage
acctatagca
attagtagta
tcecagagaca
acggctgtgt
tggtacgact
agt

ctggggggtc
tgagctgggt
caactgatgg
gagatgattc
ccgtgtatta

actactacgg

ctggggggrc
tgaactgggt
gtagtagtta
acgccaagaa
attactgtge

actattacgg

ccttagactce
ccgecagget
tgggacaaca
aaaaaacacg
ctgtaccaca

tatggacgtc

/note="Description of Artificial Sequence: Synthetic

cctgagactce
ccgcecagget
cagatattac
ctcactgtat
gagagaaggg
tatggacgtc

/note="Description of Artificial Sequence: synthetic

gaggtgcagc tattggagic tgggggaggce ttggtacagc ctggggagic cctgagactc
Page 129
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tcctgtgeag
ccagggaagg
gcagactecy
ctgcaaatga
agggaggtag
ggccaaggga

<210>
<211>
<212>
<213>

<220>
<221>
<223>

206
387
DNA

cctetyggtt
ggctggagtg
tgaagggceeg
atagcctgag
ggccgtatag

ccacggtcac

sgurce
/note="Dpescription of Artificial Sequence: Synthetic

polynucleotide"

<400> 206

cacctttage
ggtctcaget
gttcaccatc
agccgaggac
cagtggctgg
cgtctctagt

Artificial Sequence

caggtgcagc tggtggagtc tgggggaggc

tcctgtgeag
ccaggeaagg
gcagactccg
ctgcaaatga
aaacgggtta
caagggacca
<210>
<211l>
<212>
<213>
<220>

<221
<223>

207
390
DNA

cctctggatt
ggctggagty
tgaagggccy
acagcctgag
cgatgtctac

cggtcaccgt

source o L
/note="Pescription of Artificial Sequence: synthetic

polynucleotide"

<400> 207

caccttcagt
ggtggcagtt
attcaccatc
agctgaggac
cttatattac

ctctagt

Artificial Seguence

caggtgcagce tggtggaatc tgggggaggc

tcctgtgeag
ccaggcaagy
gtagactccg
ctgcaaatga

ctcaattact

ggccaaggga

<210> 208
<211> 390

cctectggatt
ggctggagtg
tgaagggccg
acagccetgey
atgatagtag

ccacggtcac

caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
tggttattat

cgtctctagt

Al472PCT

agctatgeca

attagtggta

tgagctgggt
gtggtggtcg

ccgecaggcet

cacatactac

tccagagaca attccaagaa cacgetgtat

acggccgtat

tacgactact

attactgtgce

actacggtat

gaaagatcaa

ggacgtctog

gtggtccage ctgggaggtc cctgagactce

agctatggca
atttcatatg
tccagagaca
acggctgtge

tacttctact

gtggtccagce
agctttggea
atatcatttg
tccagagaca
acggctgtgt

cactacaaat

tgcactgggt
atggaagtca
tttccaagaa
atttctgtge

acggtatgga

ctgggaggte
tgcactgggt

atggaagtat
attcaaagaa
attactgtge

actacggtat

Page 130

ccgecagget
tgaatcctat
cacgctgtat
gagagagagqg
cgtctggggc

cetgagacte
ccgecagget
taagtattct
cacgctgttt
gagagatcgg
ggccgretgg
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Al472pPCT
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 208
caggtgcagc tggtggaatc tgggggaggc gtggtccage ctgggaggte cotgagacte

tcctgtgcag cctctggatt caccttcagt agetttggea tgcattgggt ccgccagget

ccaggcaagg ggctggagtyg ggtggceagrt atatcatitg atggaagtat taagtactct

gtagactccyg tgaagggccg attcaccatc tccagagaca attcaaagaa cacgetgttt

ctgcaaatga acagcctgcg agccgaggac acggetgigt attactgtgc gagagatcgg

ctcaattact atgatagtag tggttattat cactacaaat actacggtct ggocgtcetgg

ggcecaaggga ccacggtcac cgtctctagt

<210> 209

<211> 363

<212> DNA

<213> Artificial Sequence

<220>

<221> source i )

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 209
gaggtgcage tggtggagtc tgggggagge ttggtaaage cagggcggte cctgagacte

tcctgtacag cttctggatt cacctttggt gattatgcta tgagctggtt ccgecaggcet

ccagggaagg ggctggagtg gataggittc attragaagca gagcettatgg tgggacacca

gaatacgccey cgtctgtgaa aggcagattc accatctcaa gagatgattc caaaaccatc

gcctatctge aaatgaacag cctgaaaacc gaggacacag ccgtgtattt ctgtgctaga

ggacggggta ttgcageteg ttgggactac tgggoccagg gaaccctggt caccgtctet

agt

<210> 210

<21l> 378

<212> DNA

<213> Artificial Seguence

<220>

<221> source o .

<223> /note="Description of Artificial sequence: Synthetic
polynucleotide”

<400> 210
caggtgcagc tggtggagtc tgggggagge gtggtccage ctgggaggtc cctgagactce

tcctgtgcag cgtctggatt caccttcagt agctatggea tgcactgggt ccgecagget
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat

gcagactccg tgaagggecg attcatcatc tecagagata aatccaagaa cacgctgtat
Page 131
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Al472PCT

ctgcaaatga acagcctgag agccgaggac acggcetgtgt attactgtgc gagagegggy

ggtatagcag cagctggect ctactactac tacggtatgg acgtctgggg ccaagggacc

acggtcaccy

<210>
<211>
<212>
<213>

<220>
<221>
<223>

211
351
DNA

tctctagt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 211
caggtgcagt

agctgegetyg
ccagggaagg
ccgtcececctea
aagctgagcet
gtaggtttct
<210> 212

<211> 354
<212> DNA

tacagcagtg
tctatyggtgg
ggctggagtg
agagtcgagt
ctgtgaccgc

ttgactattg

Artificial Sequence

gggcgcagga
gtectteggt
gattggggaa
caccatatca
cgcggacacg

gggccaggga

<213> Artificial Sequence

<220>

<221> source o o .
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 212

ctgttgaagc
ggttactact
atcaatcata
gtagacacgt
gctgtgtatt

accctggtea

cttcggagac
ggagctggat
gtggaggcac
ccaagaacca
tctgtgegag

ccgtctctag

cctgtcoectc
cegeeagecce
caagtacaac
gttctcecty
aggcgatgta
t

cagatcacct taaaggagtc tggtcctacg ctggtgaaac ccacacagac cctcacgetg

acctgcacct
cagcceceecg
tacagtccat

gtccttagaa

ccaggggget ggttcgaccce

<210> 213
<211> 13

<212> PRT
<213>

<220>
<221>
<223>

tctctgggtt
gaaaggccct
ctctgaagag

tgaccaacat

Source - 3 0 3 » 3
/note="Description of Artificial Sequence: Synthetic

peptide”

<400> 213

ctecactcage
ggagtggctt
caggctcacc

ggacccttty

ctggggccag

Artificial Sequence

actagtggtg
geactcattt
atcaccaagg
gacacagcca

ggaaccctygg

tgggtgtggc
attggactga
acacctccaa
ctratttctg

tcaccgtete

Gly Gly Gly Gly Gly val Asp Gly Gly Gly Gly Gly val
Page 132

ctggatcegt
tgataagegce
gaaccaggtg
tgcacacaga

tagt

300
360
378
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1 5

<210> 214

<211> 148

<212> PRT

<213> Rattus sp.

<400> 214

mMet Ala Pro Gly Leu Arg Gly

1 5

Leu Afa His His Leu Phe Met

20
Gly Thr Leu Ile GIn Glu Leu
35

Glu Thr ITe Gly Lys Thr Leu
50 55

Ser Tyr Gly Glu Leu Thr His

65 70

Gly Cys Phe Trp Pro Asn Pro

85
His His Arg Tyr Phe Ser Lys
100
AsSp Pro Pro Asn Ser Ile Leu
115

val Thr Leu Leu Met Thr Ala
130 135

Glu Gly Ile val

145

<210> 215

<211> 148

<212> PRT

<213> Macaca fascicularis

<400> 215

1

mMet Ala Arg Ala %eu Cys Arg

Leu ATa His His Leu Phe Met

Gly Ala Leu Leu GIn Glu Leu

35

Glu Ala val Gly Glu Thr Leu

Leu

val

cys

40

Try

Cys

Glu

Cys

Cys

Leu

Leu

Ala

Cys

40

Trp

Pro

Thr

25

Leu

Cys

Thr

val

Pro

105

Pro

val

Pro

Thr

25

Leu

Cys

A1472PCT
10

Arg Arg
10

Ala Cys
Ser Arg
Asp Trp
Lys Leu

75

AsSp Lys
90
val ser

Phe Ile

val Trp

Gln Arg
10

Ala Cys
Thr GlIn

AsSp Trp

Gly

Arg

Phe

Gly

60

val

Phe

Gly

val

Gly

GIn

Phe

Gly

Page 133

Leu

ASp

Lys

Ala

phe

Arg

Leu

125

Ser

Leu

Glu

GlIn

45

Arg

Trp

Pro

30

Glu

Thr

Asn

Ile

Ala

110

Pro

Lys

Trp

Ala

30

val

Thr

Leu

15

ASD

Asp

Ile

LYS

Ala

95

Leu

Ile

Arg

Leu

15

Asn

Asp

Ile

Leu

Tyr

Met

Gly

Ile

80

val

Arg

Thr

Thr

Leu

Tyr

Met

Gly



Ser

65

Gly

His

ASp

val

Glu
145

50

Tyr

Cys

Gly

Pro

Thr

130

Gly

Arg

Phe

His

Pro

115

Leu

Ile

<210> 216
<Z211> 148
<212> PRT
<213> Macaca mulatta

<400> 216
Met Ala Arg Ala Leu Cys
1 5

Leu

Gly

Glu

ser

65

Gly

His

ASD

val

Ala

Ala

Ala

50

Tyr

Cys

Gly

Pro

Thr
130

His

Leu

35

val

Arg

Phe

His

Pro

115

Ley

Glu

Trp

Tyr

100

Gly

Leu

val

His

20

Leu

Gly

Glu

Trp

Tyr

100

Gly

Leu

Leu

Pro

85

pPhe

ser

val

Leu

Gln

Glu

Leu

Pro

85

Phe

Ser

val

Ala

70

Ash

Arg

val

Thr

Phe

Glu

Thr

Ala

70

Ash

Arg

val

Thr

35

Asp

Ala

Ala

Leu

Ala
135

Arg

Met

Leu

Leu

55

ASp

Ala

Ala

Leu

Ala
135

Cys

Glu

Cys

Tyr

120

Leu

Leyu

Ala

Cys

40

Trp

cys

Glu

Cys

Tyr

Leu

Thr

val

Pro

105

Pro

val

Pro

Thr

25

Leu

Cys

Thr

val

Pro

105

Pro

val

Al472PCT
60

Trp His Met

Asp

G0

Ile

Phe

va'l

Gln

10

Ala

Thr

Asp

Trp

Asp

90

Ile

Phe

75

Alrg

Ser

Ile

Trp

Arg

Cys

Gln

Trp

His

75

Arg

ser

ITe

Phe

Gly

val

Gln
140

Gly

Gln

Phe

Gly

60

Met

Phe

Gly

val

val Trp GlIn

146

Page 134

Ala

Phe

Arg

val

125

Ser

Leu

Glu

Gln

45

Arg

Ala

rhe

Arg

val

125

Ser

Giu

Leu

Ala

110

Pro

LYS

Trp

Ala

30

val

Thr

Gluy

Leu

Ala

110

Pro

LYS

Lys

Ala

95

val

Ile

His

Leu

15

Asn

Asp

Iile

Lys

Ala

95

val

Ile

His

Leu

80

val

Arg

Thr

Thr

L.eu

TYyr

Met

Gly

Leu

80

val

Arg

Thr

Thr



Glu Gly 1le val

145

<210>
<211>
<212>
<213>

<220>

<221>
<223>

Leu

Gly

Glu

ser

65

Gly

His

Asp

val

Glu
145

217
148
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

<400> 217
get Ala Arg ala geu Cys

Ala

Thr

Ala

50

Tyr

Cys

Gy

Pro

Thr

130

Gly

His

Leu

35

val

Arg

Phe

Arg

Pro

115

Leu

Ite

<210> 218
<211> 148
<212> PRT
<213> artificial Sequence

<220>

<221> source

His

20

Leu

Gly

Glu

Trp

Tyr

100

Gly

Leu

val

Leu

Arg

Glu

Leu

Pro

85

Phe

Ser

val

Phe

Glu

Thr

Ala

70

Ash

Arg

Ile

Thr

Arg

Met

Leu

Leu

55

Asp

Ala

Ser

Leu

Ala
135

Artificial Seguence:

AL472PCT

Leu Pro Arg

Thr

Cys

40

Trp

Cys

Glu

cys

Tyr

120

l.eu

Thr

25

Leu

Cys

Thr

val

Pro

105

Pro

val

10

Ala

Thr

Asp

Trp

Asp

90

Ile

Phe

val

Arg

Cys

Gln

Trp

His

75

Arg

Ser

Ile

Trp

Gly

Arg

rhe

Gly

60

Met

Phe

Gly

val

Gin
140

Synthetic

Leu Trp Leu

Asp

Gln

45

Arg

Ala

Phe

Arg

val

125

Ser

Pro

30

val

Thr

Glu

L.eu

Ala

110

Pro

Lys

15

ASp

ASp

Ile

Lys

Ala

95

val

Ile

Arg

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 218
Met Ala Arg Ala Leu Cys Arg Leu Prg Arg Arg Gly Leu Trp Leu lLeu
page 135

Leu

Tyr

Met

Arg

Leu

80

val

Arg

Thr

Thr



Leu

Gly

Glu

ser

65

Gly

His

Asp

val

Glu
145

<210>
<211>
<212>
<213>

Ala

Ala

Thr

50

Tyr

Cys

Gly

Pro

Thr

130

Gly

<220>

<221>
<223>

<400>

His

Leu

35

Ile

Arg

Phe

Arg

Pro

115

Leu

Ile

219
148
PRT
Artificial Sequence

His
20

Leu
Gly

Glu

Trp

Leu

va'l

source o
/note="Description of

Leu

Arg

Lys

Leu

Pro

&5

Phe

Ser

val

polypeptide”

219

Phe

Glu

Thr

Ala

70

Asn

Arg

Ile

Thr

Met

Leu

feu

55

ASp

Ala

Ser

Leu

Ala
135

ﬁet Ala Arg Ala %eu Cys Arg

Leu Ala His His Leu Phe

Gly Ala %gu Leu Arg Glu

Glu Ala val Gly Glu Thr
50

ger Tyr Gly Glu Leu Thr
5

70

Met

Leu

Leu

55

His

Thr

Cys

40

Trp

Cys

Glu

Cys

Tyr

120

Leu

Artificial sequence:

Thr

25

Leu

cys

Thr

val

Pro

105

Pro

val

Al472PCT
10

Ala Cys GIn

Thr

Asp

Trp

Asp

90

Ile

Phe

val

Arg

Trp

His

75

Arg

ser

Ile

Trp

Phe

Gly

60

Met

Phe

Gly

val

Gin
140

Leu Pro Arg Arg Gly
19

Thr Thr Ala Cys Gin

25

Cys teu Thr Gln phe
4G

Trp Cys Asp Trp Gly
60

Cys Thr Lys Leu val
75

Page 136

Glu Ala
30

Ltys Glu

Arg Thr

Ala Glu

Phe Leu

Arg Ala

110

val Pro
125

Ser Lys

15

Asn

Asp

Ile

Lys

Ala

95

val

ile

Arg

Synthetic

Leu Trp

Glu Ala
30

GIn val
45

Arg Thr

Ala Asn

Leu

15

Asn

AsSp

Ile

Lys

Tyr

Met

Arg

Leu

80

val

Arg

Thr

Thr

Leu

Tyr

Met

Arg

Leu
80



Gly

His

ASp

val

Glu
145

Cys Phe

Gly Arg

Pro Pro
115

Thr Leu
130

Gly Ile

<210> 220
<Z211> 464
<212> PRT

<213>

<400> 220
Met Met Asp Lys
1

AsSn

ASp

Tyr

Cys

65

Gly

Pro

Arg

AsSn

Thr
145

Met Ala

Leu Gly
35

Gln Lys
50

Asn Arg

Thr GTu

ser Glu

His Pro
115

ser Thr
130

Ile Tie

Trp
Tyr
100
Gly

Leu

val

Rattus sp.

L.eu

20

val

Ile

Thr

Ser

LyS

106

AsSp

His

Gly

Pro
85
Phe

ser

val

LysS
5
Ile
Thr
Met
Trp
Met
85
val
Ser

Glu

His

Asn

Arg

Ile

Thr

Cys

Ala

Arg

Gln

Asp

70

Gin

Thr

Asn

Lys

Gly

Ala

Ser

Leu

Ala
135

Thr

Ala

Asn

Asp

55

Gly

Tyr

Lys

Arg

va'l

135

Leu

Glu

cys

Tyr

120

Leu

Leu

Glu

LyS

Pro

Trp

Cys

Ile

Thr

120

Lys

ser

val

Pro

105

Pro

val

Cys

Ser

25

Ile

Ile

l.eu

Pro

Cys

105

Trp

Thr

Ile

Al472PCT

Asp Arg Phe
90

Ile

Phe

val

Phe

10

Glu

Met

Gln

Cys

ASp

S0

Asp

Thr

Ala

Ala

Ser

Ile

Trp

Leu

Glu

Thr

Gln

rp

75

Tyr

G1in

Ash

Leu

Ser
155

Gly

val

Gin
140

Phe

Gly

Ala

Gly

60

Asn

Phe

ASD

Tyr

Asn

140

Leu
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Phe

Arg

val

125

Ser

Leu

Ala

Gin

45

Glu

ASp

Gln

Gly

Thr

125

Leu

Ile

Leu
Ala
110

Pro

Lys

Leu

Asn

30

Tyr

Gly

val

Asp

Asn

110

Lau

Phe

Ile

Ala

95

val

Ile

Arg

Leu

15

GlIn

Glu

Leu

Ala

Phe

95

Trp

Cys

Tyr

ser

val

Arg

Thr

Thr

Leu

Thr

cys

Tyr

Ala

80

Asp

Phe

Asn

Leu

Leu
160



ile

Ile

Pro

Cys

225

Ile

Phe

Ala

His

Asn

305

Lys

Ala

Pro

Met

Cys

385

Gln

Arg

Ile

Lys

His

val

210

AsSn

val

Leu

Arg

Leu

290

Leu

val

Thr

Trp

His

370

Phe

Tyr

Ser

Phe

Asn

Leu

195

ser

Tyr

val

Gly

Ser

275

L.eu

Phe

Thr

L.eu

Arg

355

Ile

Phe

Lys

Ala

Phe

Leu

180

Thr

Cys

Phe

Ala

Trp

260

Leu

Tyr

Phe

His

Ile

340

Pro

L.eu

Asn

Ile

ser
420

Tyr

Phe

Ala

LYS

Trp

val

245

Gy

Tyr

Ile

Leu

G1In

325

l.eu

Glu

Met

Gly

Glin

405

Tyr

Phe

Phe

val

val

Met

230

Phe

Phe

Tyr

Ile

Leu

310

Ala

val

Gly

His

Glu

390

Phe

Thr

Lys

Ser

Ala

Ser

215

Leu

Ala

Pro

Asn

His

295

Asn

Glu

Pro

Lys

Tyr

375

val

Gly

val

ser

Phe

Asnh

200

Gln

cys

Glu

Leu

280

Gly

Ile

ser

Leu

val

360

Gln

GIn

AsSn

Ser

Leu
val
185

Asn

Phe

Lys

Leu

265

Asn

Pro

val

Asn

Leu

345

Ala

Gly

Ala

Gly

Thr
425

A1472PCT
Ser Cys Gln

170

cys

Gln

Ile

Gly

GiIn

250

Pro

Cys

Ile

Arg

Leu

330

Gly

Glu

Leu

Ile

Phe
410

Asn

Ala

His

Ile

235

His

Ala

Trp

Cys

val

315

Tyr

Ile

Glu

Leu

l.eu

395

Ser

Ser

Leu

Leu

220

Tyr

Leu

Cys

Ile

Ala

300

Ley

Met

Glu

val

val

380

Arg

Ile Ser Asp

Page 138

Arg

Ile

val

205

Tyr

Leu

Met

Ile

Ser

285

Ala

Ile

Lys

Phe

TYr

365

Ser

Arg

ser

val

Ile

val

190

Ala

Leu

His

Trp

His

270

ser

Leu

Thr

Ala

va'l

350

ASp

Thr

Asn

Asp

Gln
430

Thr

175

Thr

Thr

Met

Thr

Tvyr

255

Ala

ASD

Leu

Lys

val

335

Leu

TYF

Ile

Trp

Ala

415

Gly

Leu

Asn

Gly

Leu

240

Tyr

Ie

Thr

val

Leu

320

Arg

Phe

val

Phe

Asn

460

Leu

Tyr



Ser His Asp Cys Pro Thr Glu
435

Ile Glu Asn val Ala Leu Lys
450 455

<210> 221

<211> 461

<212> PRT

<213> Macaca fascicularis

<400> 221

Met Glu Lys Lys Cys Thr Leu
1 5

Metr Ile

GIn Leu

Tyr Gln
50

Cys Asn
65

Gly Thr

Pro ser

Arg His

val Asn

130
Thr Ile
145
Gly 1le
His Lys

ITe His

Pro val
210

Phe

Gly

35

Lys

Arg

Glu

Glu

Pro

115

Thr

Ile

Phe

Asnh

Leu

195

ser

val

20

val

Ile

Thr

Ser

LyS

100

Ala

His

Gly

Phe

L.eu

180

Thr

Cys

Thr

Thr

Met

Trp

Met

85

val

Ser

Glhu

His

Tyr

165

Phe

Ala

Lys

Ala

Arg

Gln

Asp

70

Gln

Thr

Asn

Lys

Phe

val

val

Glu
Asn
Asp
55

Gly
l.eu
Lys
Arg
val
135
Leu
Lys
Ser

Ala

Ser
215

His
440

Pro

Tyr

Ley

Trp

Cys

ITe

Thr

120

Lys

sSer

Ser

Phe

Asn

200

Gin

Leu

Glu

Phe

Glu

25

Ile

Ile

Leu

Pro

Cys

Trp

Thr

Ile

Leu

val

185

Asn

Phe

A1472PCT
Asn Gly Lys

Lys

Ley

10

Glu

Met

Glin

cys

Asp

90

Asp

Thr

Ala

Ala

Ser

170

Cys

Gln

Met

val

Ser

Thr

Gln

Trp

75

Tyr

Gln

Asn

Leu

sSer

155

Cys

Asn

Ala

Tyr
460

Leu

Pro

Ala

Ala

60

Asn

Phe

Asp

Tyr

Asn

140

L.eu

Gin

Ser

Leu

Ile His Leu

220

Page 139

Ser
445

Asp

Leu

Glu

Glin

45

Glu

Asn

Gin

Gly

Thr

125

Leu

Leu

Arg

val

val

205

Tyr

Ile

Leu

Pro

AsSp

30

Tyr

Gly

val

ASp

AsSn

110

Gln

Phe

Ile

ITe

val

190

Ala

Leu

Gln

val

Phe

15

Ser

Glu

val

Ala

Phe

95

Trp

Cys

Tyr

Ser

Thr

175

Thr

Thr

Met

Asp

Met

Phe

Ile

Cys

TYyr

Ala

80

Asp

Phe

Asn

Leu

Leu

i60

Leu

Ite

Asn

Gly



Cys

Ile

Phe

Ala

His

Asn

305

LyS

Ala

Pro

Met

Cys

385

GIn

Arg

Ser

Ile

<Z210>
<211>
<212>
<213>

<400>

Asrt

val

Leu

Arg

Leu

290

Leu

val

Thr

Trp

His

370

Phe

TYT

ser

His

Glu
450

Tyr

val

Gly

Ser

275

Leu

Phe

Thr

Leu

Arg

Ile

Phe

Lys

Ala

222
461
PRT
Macaca mulatta

222

Phe

Ala

Trp

260

Leu

Tyr

Phe

His

ITe

340

Pro

Leu

Asn

Ile

ser

420

Cys

val

Trp

val

245

Gly

Tyr

Ile

Leu

GIn

325

Leu

Glu

Met

Gly

Gln

405

Tyr

Pro

val

Met

230

Phe

Phe

Tyr

Ile

Leu

310

Ala

val

Gly

His

Glu

390

Phe

Thr

Ser

Ley

Leu

Ala

Pro

Asn

His

295

Asn

Glu

Pro

Lys

Phe

375

val

Gly

val

Glu

Lys
455

Cys

Glu

Leu

Asp

280

Gly

Ile

ser

Leu

Ile

360

GIn

Gln

Asn

Ser

His

440

Pro

Glu

LYS

Ile

265

Asn

Pro

val

Asn

Leu

345

Ala

Gly

Ala

ser

Thr

425

Leu

Glu

A1472PCT

Gly

Gln

250

Pro

Cys

Ile

Arg

Leu

330

Gly

Glu

l.eu

Ile

Phe

410

Ite

Asn

Asn

Ile

235

His

Ala

Trp

cys

val

315

Tyr

Ite

Glu

l.eu

Leu

395

ser

ser

Gly

Ley

Tyr
Letl
Cys
Ile
Ala
300
Leu
Met
Glu
val
val
380
Arg
Asn
Asp

Lys

TYFr
460

Page 140

Leu

Met

Ile

Ser

285

Ala

Ile

LYS

Phe

Tyr

365

Ser

Arg

ser

Gly

Ser

445

Asn

His

Trp

His

270

Ser

Leu

Thr

Ala

val

350

ASp

Thr

Asn

Glu

Pro

430

Ile

Thr

Tyr

255

Ala

Asp

Leu

Lys

val

335

Leu

Tyr

Ile

Trp

Ala

415

Gly

His

Leu

240

Tyr

Ile

Thr

val

Leu

320

Arg

Itle

Phe

Asn

400

Leu

Tyr

Asp



Met

Met

GIn

TVr

Cys

Gly

Pro

Arg

val

Thr

145

His

Ile

Pro

225

Ile

Phe

Giu

Ile

Leu

GlIn

50

Asn

Thr

Ser

His

Asn

130

Ite

Iie

Lys

His

val

210

Asn

val

Leu

Lys
Phe
Gly
35

Lys
Arg
Glu
Glu
Pro
115
Thr
Ile
Phe
Asn
Leu
195
Ser
Tyr

val

Gly

LYS

val

20

val

Ile

Thr

Ser

Lys

160

Ala

His

Gly

Phe

lLeu

180

Thr

Cys

phe

Ala

Cys

Thr

Thr

Met

Trp

Met

85

val

Ser

Glu

His

Tyr

165

Phe

Ala

Lys

Trp

val

245

Gly

Thr

Ala

Arg

Gin

Asp

70

Gln

Thr

Asn

Lys

Gly

Phe

Phe

val

val

Met

230

Phe

Phe

Leu

Glu

Asn

Asp

55

Gly

Leu

Lys

Arg

val

135

Leu

Lys

Ser

Ala

Ser

215

Leu

Ala

Pro

Tyr

Leu

LysS

40

Pro

Trp

Cys

Ile

Thr

120

Lys

ser

Ser

rhe

Asn

200

Glin

Cys

Glu

Leu

Phe

Glu

25

Ile

Ile

Leu

Pro

Trp

Thre

Ile

Leu

val

185

Asn

Phe

Glu

Lys

Ile
265

A1472PCT

Leu val
10

Leu

Leu

Glu Ser pro Glu

Met Thr

Gln Gn

Cys Trp
75

Asp Tyr
90

Asp Gln

Thr Asn

Ala Leu

Ala Ser
155

ser Cys
170

Cys Asn

Gln Ala

ITe His

Gly Ile
235

Gln His
250

Pro Ala

Ala

Ala

60

Asn

Phe

ASp

Tyr

Ash

140

l.en

GlIn

Ser

Leu

Leu

220

Tyr

Leu

Cys

Page 141

Gln

45

Glu

AsSn

GlIn

Gly

Thr

125

Leu

L.eu

Arg

va'l

val

205

Tyr

Leu

Met

Ile

Pro

AsSp

30

Tyr

Gly

val

Asp

Asn

110

GIn

Phe

Ile

Ile

val

190

Ala

Leu

His

Trp

His
270

Phe

15

ser

Glu

val

Ala

Phe

95

Trp

Cys

Tyr

Ser

Thr

175

Thr

Thr

Met

Thr

TYr

255

Ala

Phe

Ile

Cys

Tyr

Ala

80

Asp

Phe

Asn

Leu

Leu

160

Leu

Asn

Gly

Leu

240

Tyr

Ite



Ala Arg

His Leu
290

Asn Leu
305

Lys val

Ala Thr

Pro Trp

Met His

370
Cys Phe
385
Gin Tyr
Arg Ser

sSer HMis

Ite Glu
459

Ser

275

Leu

phe

Thr

Leu

Arg

Ile

Phe

Lys

Ala

<210> 223
<211> 460
<212> PRT
<213> Artificial Sequence

<220>

Leu

Tyr

phe

His

Ile

340

Pro

Leu

Asn

Ile

Ser

420

Cys

val

<221> source
<223> /note="bDescription of
polypeptide"

<400> 223
get Glu Lys Lys gys Thr Leu

Tyr

Ile

Leu

Glin

325

Leu

Glu

Met

Gly

Gin

405

Tyr

Pro

val

Tyr

Ie

Leu

310

Ala

val

Gly

His

Glu

390

Phe

Thr

sSer

Leu

Ash

His

295

Asn

Glu

Pro

Lys

Phe

375

val

Gly

val

Glu

Met Ile teu val Thr Ala Glu

Leu Gly val Thr Arg Asn Lys

Gly

Ile

Ser

Leu

Ile

360

Gln

Gln

Asn

ser

His

440

Pro

Artificial Sequence:

Asnh

Pro

val

Asn

Leu

345

Ala

Gly

Ala

Ser

Thr

425

Leu

Glu

Al472PCT
Cys Trp Ile

Ile

Arg

Ley

330

Gly

Glu

Leu

Iie

Phe

410

Ile

Asn

Asn

Cys

val

315

Tyr

Ile

Glu

Leu

Leu

395

Ser

Ser

Gly

Leu

Ala

300

Leu

Met

Glu

val

val

380

Arg

Asn

ASp

Lys

Tyr

Ser
285
Ala
Ile

LyS

Phe

Arg

Ser

Gly

Ser

445

Asn

Ser

Leu

Thr

Ala

val

350

Asp

Thr

AsSn

Glu

Pro

430

Ile

ASD

Leu

Lys

val

335

Leu

Tyr

Ite

Trp

Ala

415

Gly

His

synthetic

Thr

val

Leu

320

Arg

Ile

Ile

Phe

Asn

400

Leu

Tyr

ASp

Tyr Phe igu val Leu Leu Pro Phe Phe

15

Ser Glu Glu Gly Ala Asn gén Thr Asp

25

Ite Met Thr Ala GIn Tyr Glu Cys Tyr
Page 142



Gln

ASnh

65

Thr

Ser

His

Asn

Ile

145

Ile

LYS

His

val

Asn

225

val

Leu

Arg

Leu

Leu

Lys

50

Arg

Glu

Glu

Pro

Thr

130

Ile

Phe

Asn

Ley

Ser

210

TYyr

val

Gly

Ser

Leu
290

Phe

35

iTe

Thr

Ser

LYS

Ala

115

His

Gly

Phe

Ley

Thr

195

Cys

Phe

Ala

Trp

Leu

275

Tyr

Phe

MetT

Trp

Met

val

100

Seyr

Glu

His

TV

Phe

180

Ala

Lys

Trp

val

Ty

Ite

L.eu

Glin

ASp

Glin

85

Thr

Asn

LYsS

Gly

Phe

165

Phe

val

Met

Phe

245

Phe

Tyr

Ile

Leu

ASD

Gly

70

Leuy

Lys

Arg

val

Leu

150

Lys

Ser

Ala

1 ser

Leu

230

Ala

Pro

Asn

His

Asn

Pro
55

Trp
Cys

Ile

Thr

ser

Phe

Asn

GIn

215

Cys

Glu

Leu

ASp

Gly

Ile

40

Ile

Ley

Pro

Cys

Trp

Thr

Tle

Leu

val

Asn

200

Phe

Glu

Lys

Ile

Asn

280

Pro

val

Gln

Cys

ASD

105

Thr

Ala

Ala

Ser

Cys

185

Glin

Ile

Gly

Gin

Pro

265

Cys

ITe

Arg

A1472pCT

Gin

Trp

Tyr

90

Glin

Asn

Leu

Ser

Cys

170

Asn

Ala

His

Ile

His

250

Ala

Trp

Cys

Ala

Asn

75

Phe

ASp

TYyr

Asn

Ley

155

Glin

Ser

Leuy

Leu

Tyr

235

Leu

Cys

Ile

Ala

Glu

60

Asp

GIn

Gly

Thr

Leu

140

Leu

Arg

val

val

Tyr

Leu

Met

ITe

Ser

Ala
300

val Leu Ile
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45

Gly

val

Asp

Asn

GlIn

125

Phe

Ile

Ile

val

Ala

205

Leu

Trp

His

Ser

285

Leu

Thr

val

Ala

Phe

TP

110

Cys

Tyr

Ser

Thr

Thr

190

Thr

Met

Thr

Tyr

Ala

270

AsSp

Leu

Lys

Tyr

Ala

Asp

95

Phe

Asn

Leu

Leu

Leu

175

Ile

Asn

Gly

Leu

Tyr

255

Ile

Thr

val

Leu

Cys

Gly

80

Pro

Arg

val

Thy

Gly

His

Ile

Pro

Cys

Ile

240

Phe

Ala

His

Asn

Lys



Al1472PCT

305 310 315
val Thr His GIn Ala Glu Ser Asn Leu Tyr Met Lys Ala val
325 330
Thr Leu Ile Leu val Pro Leu Leu Gly Ile Glu Phe val Leu
340 345 350
Trp Arg Pro Glu Gly Lys Ile Ala Glu Glu val Tyr Asp Tyr
355 360 365
His Ile Leu Met His Phe GIn Gly Leu teu val Ser Thr Ile
370 375 380
Phe Phe Asn Gly Glu val GIn Ala Ile Leu Arg Arg Asn Trp
385 390 395
Tyr Lys Ile GIn Phe Gly Asn Ser Phe Ser Asn Ser Glu Ala
405 410
Ser aAla Ser Tyr Thr val Ser Thr Ile Ser Asp Gly Pro Gly
420 425 430
His Asp Cys Pro Ser Giu His Leu Asn Gly Lys Ser Ile His
435 440 445
Glu Asn val Leu Leu Lys Pro Glu Asn Leu Tyr Asn
450 455 460
<210> 224
<211> 714
<212> DNA
<213> Artificial Seguence
<220>
<221> source
<223> /note="pescription of Artificial Sequence: Synthe
polynucleotide”
<400> 224
atggacatga gggtgcccge tcagctectg gggeteoctge tgctgtgget
cgctgtcagt ctgtgttgac gcagccgecce tcagtgtctg aggocccagyg
accatctect getctggaag cagotccaac attgggaata attatgtatc
cagctcccag gaacagecce caaactectc atttatgaca ataataagcg
attcctgacc gattctctgg ctccaagtct ggcacgtcag ccaccetggg
ctccagactg gggacgagge cgattattac tgcggaacat gggatagocog
gtggttttcg gcggagggac caagctgace gtcctaggtc agcccaaggce
gitcactctgt tcccgeccte ctctgaggag ctccaagoca acaaggecac
ctgatcagtg acttctacce gggagetgtyg acagtggect ggaaggcaga

Page 144

320

Arg Ala

Ite Pro
Ile Met
Phe Cys

Glin
400

Asn

Leu
415

Arg

Tyr Ser

Asp Ile

tic

gagaggtgcg
acagaaggtc
ctggtaccag
accctcaggg
catcaccgga
cctgagtget
caaccccact
actagtgtgt

tggcageecce

60
120
180
240
300
360
420
480
540



Al472PCT
gtcaaggcgg gagtggagac caccaaaccc tccaaacaga gcaacaacaa gtacgeggec

agcagctacc tgagcctgac geccgageag tggaagtcoe acagaagcta cagcetgecag

gtcacgcaty aagggagcac cgtggagaag acagtggecc ctacagaatg ttca

<210> 225
<211> 714
<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

poelynucleotide”

<400> 225
atggacatga

cgctgtcagr
accatctctt
cagcteecag
gtecctgace
ctecggtecg
tgggtgrtcg
gtcactctgt
ctgatcagtg
gtcaaggcegag
agcagctace
gtcacgcatg
<210> 226

<211> 708
<212> DNA

gggtgceege
ctgtgctgac
gttctggaag
gagcggeccec
gattctetgg
aggatgaggc
gcggagggac
tcecgeecte
acttctraccc
gagtggagac
tgagectgac

aagggagcac

tcagetecty
tcagccacce
cagctccaac
taaactcctce
ctccaagtct
tgattattac
caagctgacc
ctctgaggag
gggagctgtg
caccaaaccc
geccgageag

cgtggagaag

<Z13> artificial Sequence

<220>

<221> source

gggctectge
tcagegtetyg
atcggcagta
atctitagga
ggcacctcag
tgtgcagceat
gtcctaggtce
ctcecaageca
acagtggect
tccaaacaga
tggaagtecce

acagtggceec

tgctgtggcet
ggaccccegg
attatgtata
gtaatcagceg
ccteectgge
gggatgacag
agcccaaggc
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

gagaggtgcg
gcagagagtc
ctggtaccag
gcecteaggg
catcagtggy
cctgagtggt
caaccccact
actagtgtgt
tggcageece
gtacgcggec
cagctgecag

ttca

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 226

atggacatga gggtgcccge tcagctecty

cgctgtgaca
gtcaccatca
aaaccaggga
ccatcaaggt
cagcctgaag

ggccaaggga

tccagatgac
cttgeeggge
aagecccectaa
tcageggeag
atttagcaac

ccaaggtgga

ccagtctcca
aagtcaggge
gcgeetgatce
tggatctggg
ttattactgt

aatcaaacgt

gggctectge
tcctcectgt
attagaaatg
ratgctgeat
acagaattca

ctacagtata

acggtggctg

tgctgtgget
ctgcatctgt
atttaggetyg
ccagtttgeca
ctctcacaat
atatttaccc

caccatctgt
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gagaggrgcg
aggagacaga
gtttcagcag
aagtggggtc
cagcagecty
gtggacgttc

cttcatcttc

600
660
714

60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420



ccgecatcty atgagcagtt gaaatctgga

Tictatccca gagaggccaa agtacagtgg

tcccaggaga gtgtcacaga gcaggacage

ctgacgctga gcaaagcaga ctacgagaaa

cagggcctga gctcgecegt cacaaagage

<210> 227
<211> 708
<212> DNA

<213> Artificial Sequence

<220>

<221> source o
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 227
atggacatga

cgctgttcty
aaaatcacat
ccaggacagg
gaccgattct
gcggaagatg
ctcggeggag
ctgttceege
agtgacttct
gcgggagtyy
tacctgagec
catgaaggga
<210> 228

<211> 723
<212> DNA

gggtgeeegc
ctgagctgac
gccaaggaga
ccectgtact
ctggctccag
aggctgacta
ggaccaagcet
ccrcetetga
acccgggage
agaccaccaa
tgacgcecga

gcaccgtgga

tcagctectg
tcaggacect
cagcctcaga
tgtcttctat
ctcaggaaac
ttattgtaat
gaccgtecta
ggagctccaa
tgtgacagtyg
accciccaaa
gcagtggaag
gaagacagtyg

<213> Artificial Sequence

<220>

<221> source o o
<223> /note="pescription of Artificial sSequence: synthetic
polynucleotide"

<400> 228

Al472PCT
actgcctctg ttgtgtgect getgaataac

aaggtggata acgccctcca atcgggtaac

aaggacagca cctacagect cagcagcacc

cacaaagict acgcctgcga agtcacccat

ttcaacaggg

gagagtgt

gggctectge tgctgtgget gagaggtgeg

actgtgtctyg
agtttttatg
ggtaaaaaca
acagcttect
Tcccgggaca
ggtcagceca
gccaacaagy
gcctggaagy
cagagcaaca
tcccacagaa

gcccctacag

tggecttgygg
caagctggta

accggeectce
tgaccatcac
gcagtgttta
aggccaaccce
ccacactagt
cagatggcag
acaagtacgc
gcracagetg

aatgttca

acagacagtc
ccagcagaag
agggatccca
tggggctcag
ccatctggta
cactgtcact
gtgtctgatc
ccecgteaag
ggccageage

ccaggtcacy

atggacatga gggtgeccge tcagetectg gggetectge tgctgtgget gagaggtgog

cgctgtgata ttatactgge ccagactcca ctttctctgt ccgtcaccee tggacagecy

gectecatct cctgeaagte tagtcagage ctcctgcaca gtgotggaaa gaccrattty

rattggtacc tgcagaagcc aggccagect ccacagetcee tgatctatga agtttccaac

cggttctety gagtgccaga taggttcagt ggcagegggt cagggacaga tttcacactg
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480
540
600
660
708

60
120
180
240
300
360
420
480
540
600
660
708

60
120
180
240
300



ALA72PCT

aaaatcagcc gggtggagge tgaggatgtt gggatttatt actgcatgca aagtrtttccg 360
cttcegetca ctttcggegg agggaccaag gtggagatca aacgtacggt ggctgcacca 420
tctgtctteca tcttcccgee atctgatgag cagttgaaat ctggaactge ctctgttgtg 480
tgcctgetga ataacttcta tcccagagag gccaaagtac agtggaaggt ggataacgec 540
ctccaatcgg gtaactccca ggagagtgtc acagagcagg acagcaagga cagcacctac 600
agcetcagea geaccctgac goetgagcaaa gcagactacg agaaacacaa agtctacgec 660
tgcgaagtca cccatcaggg cctgagctcg cccgtcacaa agagcettcaa caggggagag 720
tgt 723
<210> 229

<211> 714

<212> DNA

<213> Artificial Seguence

<220>

<221> source L o .
<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 229

atggacatga gggtgcccge tcagetcctg gggetectge tgetgtgget gagaggtgog 60
cgctgtcagt ctgtgttgac gcagccgcce tcagtghtotg €ggacccagg acagaaggrte 120
accatctcct getctggaag cagetccaac attgggaata attatgtatc ctggtaccag 180
cagctcccag gaacagccce caaactocte atttatgaca ataataageg accctcaggg 240
attcctgacc gattctctgg ctccaagtct ggcacgicaa ccaccctgog catcaccgga 360
ctccagacty gggacgagge cgattattac tgcggaacat gggatagccyg cctgagtget 360
gtggttttcg gcggagggac caagetgacc gtecctaggte agcccaagge caaccccact 420
gtcactctgt tcccgeecte ctotgaggag ctccaageca acaaggecac actagtgtgt 480
ctgatcagtyg acttctacce gggagetgty acagtgycct ggaaggceaga tggcagoocce 540
gtcaaggcgg gagtggagac caccaaaccc tccaaacaga gcaacaacaa gtacgcggec 600
agcagctacc tgagcctgac goccgagcag tggaagtccc acagaagceta cagctgocag 660
gtcacgcatg aagggagcac cgtggagaag acagtggecc ctacagaatg ttca 714
<210> 230

<211> 723

<212> DNA

<213> Artificial seguence

<220>
<221> source o
<223> /note="Description of Artificial Seguence: Synthetic

polynucleotide"”
<400> 230
atggacatga gggtgcccgc tcagctoctg gggetoctge tgoigtggct gagaggtgog 60
cgctgtgata ttgtgatgac tcagtctcca Cctciccctge ccgtcaccee tggagagecg 120
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gcctecatet
gattggtacc
cgggecteeyg
aaaatcagca
actccattea
tetgtettea
tgeetgetga
ctccaatcgg
agcetecagea
tgcgaagtca
tgt

<210>
<211>
<212>
<213>
<220>

<221>
<223>

231
723
DNA,

cctgeaggte
tgcagaagec
gggtcecctga
gagtggaggc
cttteggeec
tcttecegec
ataacttcta
gtaactccca
gcaccetgac

cccarcaggg

Source " . x » k] -
/note="Description of Artificial Sequence: Synthetic

polynucieotide™

<400> 231
atggacatga

cgctgtgata
gcetecatet
tattggtacc
cggttctety
aaaatcagcc
cttccgctca
tctgtcttca
tgectgetga
ctccaatcgg
agcctcagea
tgcgaagtca
tgt
<210>
<211>
<212>
<213>
<220>

232
714
DNA

gggtgcecge
ttattctgac
cctgcaagtce
tgcagaagcc
gagagccaga
gggtggaggc
ctttcggegg
tettecegec
ataacttcta
gtaactccca
gcaccctgac

cccatcaggy

<221> source

tagtcagagce
agggcagtct
caggttcagt
tgaggatgtt
tgggaccaaa
atctgatgag
tcccagagag
ggagagtgtc
gctgagcaaa

cctgagereg

Artificial sequence

tcagctecty
ccagactcea
tagtcagagc
cggccagect
taggttcagt
tgaggatgtt
agggaccaag
atctgatgag
tcecagagag
ggagagtgtc
gctgagcaaa

cctgagetcy

Artificial Sequence

A1472PCT

ctcctgeata
ccacagctec
ggcagtggat
ggggtttatt
gtggatatca
cagttgaaat
gccaaagtac
acagagcagg
gcagactacg

cccgtcecacaa

gggctectge
ctttctetgt
ctcctgeaca
ccacagctec
ggcagcgggt
gggacttatt
gtggagatca
cagttgaaat
gccaaagtac
acagagcagg
gcagactacg

cccgtcacaa

gttttgggta
tgatctattt
caggcacaga
actgcatgca
aacgtacggt
ctggaactge
agtggaaggt
acagcaagga
agaaacacaa

agagcttcaa

tgctgtgget
ccgtcacccc
gtgatggaaa
tgatctatga
cagggacaga
attgcatgea
aacgtacggt
ctggaactge
agtggaaggt
acagcaagga
agaaacacaa

agagcttcaa
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caactatttg
gggttctaat
ttttacactg
agctctacaa
ggctgcacca
ctctgttgty
ggataacgcc
cagcacctac
agtctacgec

caggggagag

gagaggtgeg
tggacagccg
gacctatttg
agtttccaac
tttcacactg
aagttttccg
ggctgcacca
ctctgttgtg
ggataacgcc
cagcacctac

agtctacgece

caggagagag

180
240
300
360
420
480
540
600
660
720
723

60
120
180
240
300
360
420
480
540
600
660
720
723



<400> 232

atggacatga gggtgcccge tcagctectg

cgctgtcagt
accatctcet
cagttceccag
attcctgacc
ctccagactyg
graggttticy
gtcactctgt
ctgatcagtg
gtcaaggcgg
agcagctacc
gtcacgcatg
<210>
<211>
<212>
<213>
<220>

<221>
<223>

233
714
DNA

ctgtgttgac
gctctggaag
gaacagccec
gattctctog
gggacgaggc
gcggagggac
tceccgeectc
acttctaccc
gagtggagac
tgagcctgac

aagggagcac

source o o ]
/note="Description of Artificial Sequence: Synthetic

polynucieotide"

<400> 233

gcageccgecc
cagctcecaac
caaactccte
ctccaagtct
cgattattac
caagctgacc
ctctgaggag
gggagctgtg
caccaaacce
gcccgageag

cgtggagaag

Artificial sequence

atggacatga gggtgcccge tcagotcectg

cgctgtcagt
accatctctt
cagctcccag
gtcectgace
ctceggtecg
tyggtgticy
gtcactctgt
ctgatcagtyg
gtcaaggcyg
agcagctacc
gtcacgeatg
<210> 234

<211> 714
<212> DNA

ctgtgctgac
gttctggaag
gagcggeecec
gattctctyg
aggatgaggc
gcggagggac
tCCCgCCCtC
acttctaccc
gagtggagac
tgagcctgac

aagggagcac

tcagtcaccc
cagctccaac
caaactcctc
ctecaagtet
tgactattat
caagctgace
ctctgaggag
gggagctgtg
caccaaacce
gcccgageag

cgtggagaag

Al472pPCT
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

gggctcctge
tcagtgtctyg
attgggaata
atttatgaca
ggcacgtcag
tgcggaacat
gtcctaggtc
ctccaageca
acagtggect
tccaaacaga
tggaagtccc

acagtggccc

gggctectge
tcagcgtctg
atcggcagta
atccttagga
ggcacctcag
tgtgcagecat
gtcctaggtc
ctccaageca
acagtggect
tccaaacaga
tggaagtccc

acagtggeec

tgctgtgget
cggccccagg
attatgtatc
ataataagcg
ccaccctggg
gggatagecg
agcceaagge
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

tgctygtgget
ggaccccegg
attatgtata
ataatcagcg
ccteeetgac
gggatgacag
agcccaaggce
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

Page 149

gagaggtgcg
acagaaggtc
ctggtaccag
accctcaggy
catcaccgga
cctgagtget
caaccccact
actagtgtgt
tggcageece
gtacgeggec
cagctgecag

ttca

gagaggtgcg
gcagagagtc
ctggtaccag
gcectcaggy
catcagtggg
cctgagtggt
caaccccact
actagtgtgt
tggcageece
gtacgcggec
cagctgecag

ttca

60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420
480
540
600
660
714



<213> Artificial Seguence

<220>

<221> source . o .
<223> /note="Description of Artificial Sequence: Synthetic
polynucteotide"

<400> 234
atggacatga

cgctrgtcagt
accatctctt
cagctcccag
gtcectgacc
ctcecagtetg
gtggtattcg
gtcactctgt
ctgatcagtg
gtcaaggcgg
agcagctacc
gtcacgcatg
<210>
<211>
<212>
<213>
<220>

<221>
<223>

235
714
DNA

artificial

gggtgccege
ctgtgctgac
gttctggaag
gaacggeecce
gattctctgy
aggatgaggc
gcggagggac
tcecgecctc
acttctaccce
gagtggagac
tgagcctgac

aagggagcac

source o o ]
/note="Description of Artificial Seguence: Synthetic

polynucleotide™

<400> 235

tcagetectg
tcagccaccece
cagttccaat
caaactcctc
ctccaagtcet
tgatttitac
caagctgacc
ctctgaggag
gggagctgrg
caccaaaccce
geecgageag

cgtggagaag

seqguence

AT472PCT

ggactectge
tcagegtcetyg
atcggaagta
atctatacta
ggcacctcag
tgtgcagcgc
gtcctaggte
ctccaageca
acagtggcct
tccaaacaga
tggaagtccc

acagtggccc

tgctgrgget
ggacccccgg
atactgtgaa
ataatcagceg
ccteectgge
gggatgagag
agcccaagge
acaaggcecac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

gagaggtgcg
gcagagggtrc
ctggtaccag
gcectcaggg
catcagtgga
cctgaatggt
caaccccact
actagtgtgt
tggcageccc
gtacgeggec
cagctgecag

ttca

atggacatga gggtgcccge tcagetcoctg gggotcctge tgotgtggct gagaggtgeg

cgctgteagt
accatctett
cagcteccag
gtcectgace
ctccggtocg
tgggtgttcy
gtcactctgt
ctgatcagtg
gtcaaggegy
ageagctacc

gtcacgcatg

ctgtgctgac
gttctggaag
gagcggeecc
gcttctetgg
aggatgaggc
gcggagggac
Tecegeectce
acttctacce
gagtggagac
tgagectgac

aagggagcac

tcagccacce
cagctecaac
caaactcctc
ctccaagtct
tgattattac
caagctgacc
ctctgaggag
gggagctgty
caccaaacce
gcecgageag

cgtggagaag

tcagegtety
atcggcagta
atctttagga
ggcacctcag
tgtgcagcat
grcctaggte
ctccaageca
acagtggeet
tccaaacaga
tggaagtcce

acagtggccc

ggaccccegg
attatgtata
ataatcagcg
cctecocetgge
gggatgacag
agcccaaggce
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatyg

Page 150

gcagagagtc
ctggtaccag
gcectcaggg
catcagtggg
cctgagtggt
caaccccact
actagtgtgt
tggcagecec
gtacgeggec
cagctgecag

ttca

60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420
480
540
600
660
714



<210>
<211>
<212>
<213>

<220>
<221>
<223>

236
714
DNA

saurce
/note="pescription of Artificial Sequence: Synthetic

polynucleotide”

<400> 236
atggacatga

cgctgtcagt
accatctctt
cagctcceceag
gtcecctgace
ctccggtcecy
tgggtgticg
gtcactectgt
ctgatcagtg
gtcaaggcgg
agcagctacc
gtcacgcatg
<210>
<211>
<212>
<213>
<220>

<221>
<223>

237
723
DNA

gggtgeecge
ctgtgctgac
gttctggaag
gagcggeccce
gcttetctyg
aggatgaggc
gcggagggac
teeegeecte
acttctaccc
gagtggagac
tgagccetgac

aagggagcac

source o L )
/note="bescription of Artificial Sequence: Synthetic

poltynucteotide”

<400> 237
atggacatga

cgctgtgata
gcctcecatcet
tattggtacc
cggttctctg
aaaatcagec
cttecgetea
tctgtcttea
tgcctgetga

ctccaategg

gggtgcccge
ttacactgac
cctgecaagtc
tgcagaagec
gactgccaga
gggtggaggc
ctttcgocgy
tctteeegee
ataacttcta

gtaactccca

Artificial Sequence

tcagetecty
tcagccaccce
cagctccaac
caaactccte
ctccaagtct
tgattattac
caagctgacc
ctctgaggag
gggagctgty
caccaaacce
gceegageag

cgtggagaag

Artificial Seguence

tcagctecty
ccagactcca
tagtcagagc
aggccagect
taggttcagt
tgaggatgtt
agggaccaag
atctgatgag
tcccagagag

ggagagtgtc

Al472PCT

gggcetectge
tcagegtctg
atcggcagta
atctttagga
ggcacctcag
tgtgcageat
gtcctaggtc
ctccaageca
acagtggcect
tccaaacaga
tggaagteccc

acagtggecc

gggctectgce
ctttctctgt
cteectgeaca
ccacagctcec
ggcagegggt
gggatttatt
gtggagatca
cagttgaaat
gccaaagtac

acagagcagg

tgctgtgget
ggaccecccgg
attatgtata
ataatcagcg
ccteectgge
gggatgacag
agcccaaggce
acaaggccac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

tgctgtgget
ccgteteece
gtgatggaag
tgatctatga
cagggacaga
actgcatgca
aacgtacggt
ctggaactgce
agtggaaggt

acagcaagga

Page 151

gagaggtgcg
gcagagagtc
ctggtaccag
gccctcaggg
catcagtggg
cctgagtggt
caaccccact
actagtgtgt
tggcageece
gtacgeggece
cagctgecag

tica

gagaggtgcyg
tggacagccg
gaactatcty
agtgtccaac
tttcacactg
aagttttccg
ggctgeacca
ctctgttgty
ggataacgcc

cagcacctac

60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420
480
540
600



A1472PCT
agcctcagca gcaccctgac gotgagcaaa gcagactacg agaaacacaa agtctacgec

tgcgaagtca cccatcaggy cctgagetceg cccgtcacaa agagcttcaa caggggagag

tgt

<2310> 238
<211> 714
<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 238
atggacatga

cgctgtcagt
accatcicct
cagctcecag
attcctgacc
ctccagactg
gtggttttcg
gtcactctgt
ctgatcagtg
gtcaaggcgg
agcagctacc
gtcacgcatg
<210> 239

<211> 708
<212> DNA

gggtgceege
ctgtgttgac
gctctggaag
gaacageecc
gattctectyg
gggacgaggce
gcggagggac
tcecgeectc
acttctaccc
gagtggagac
tgagectgac

aagggagcac

tcagetcctyg
gcagccgece
cagctccaac
caaactccte
ctccaagtct
cgattattac
caagctgacc
ctctgaggag
gggagctgtg
caccaaacce
gcccgageag

cgtggagaag

<213> Artificial Sequence

<220

<221> source

gggctectge
tcagrgtcty
attgggaata
atttatgaca
ggcacgtcag
tgcggaacat
gtcctaggte
ctccaageca
acagtggect
tccaaacaga
tggaagtcecc

acagtggcecc

tgctgtgget
cggccccagg
attatgtatc
ataataagcg
ccaccetggg
gggatagccg
agcccaaggce
acaaggcecac
ggaaggcaga
gcaacaacaa
acagaagcta

ctacagaatg

gagaggtgcyg
acagaaggtc
ctggtaccag
accetcaggg
catcaccgga
cctgagtgcet
caaccccact
actagtgtgt
tggcagccecce
gtacgcggcec
cagectgecag

ttca

<223> /note="Description of Artificial Seguence: synthetic

polynucTleotide”

<400> 239

atggacatga gggtgcccge tCcageiccty gggetcctge tgetgtggact

cgctgtgaca
gtcaccatca
aaaccaggga
ccatcaaggt
cagectgaag

gaccaaggga

tccagatgac
cttgecggge
aagcccctaa
tcagcggeag
attttgcaac

ccaaggtgga

ccagtctcca
aagtcagggc
gcgectgate
tggatctggg
ttattactgt

aatcaaacgt

tcctcectgt
attagaaagg
tatggagcat
acagaatica

Ctacagtata

acggtggetg

ctgcatctgt
atttaggctg
ccagrttgea
ctctcacaat
atagtttccc

caccatctgt

Page 152

gagaggtgcg
aggagacaga
gtatcagcag
aagtggggtce
cagcagecty
gtggacgttc

cticatctic

660
720
723

60
120
180
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420



Al472pPCT
ccgccatctg atgagcagtt gaaatctgga actgocictg ttgtgtgect geotgaataac

Ttctatccca gagaggccaa agtacagtgg aaggtggata acgccctcca atcgggtaac

tcccaggaga gtgtcacaga gcaggacage aaggacagca cctacagcct cagcagcace

ctgacgctga gcaaagcaga ctacgagaaa cacaaagtct acgectgega agtcacccat

cagggcctga gotcgoccgt cacaaagagc ttcaacaggg gagagtgt

<210> 240

<211> 705

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial sSequence: Synthetic
polynucleotide"

<400> 240
atggaaaccc cagetcaget tetoticctc ctgotactct ggctcccaga taccaccgga

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccace

ctctcctgea gggecagica gagtgttage agcggctact taacctggta ccagcagaaa

cctggecagy cteccagget cctcatctat ggtgcatcca goagggecac tggeatcecca

gacaggttca gtggcagtgg gtctgggaca gacttcactc tgaccatcag cagactggag

cCctgaagatt ttgcagtgta ttactgtcag cagtatggta actcactgtg caggtttggce

caggggacca agctggagat caaacgtacg gtggetgcac catctgtctt catcttcccg

ccatctgatg agcagttgaa atctggaact goctctgttg tgtgoctgct gaataacttc

tatcccagag aggcecaaagt acagtggaag gtggataacg ccctccaatc gggtaactcc

caggagagtg tcacagagca ggacagcaag gacagcacct acagecteag cageaccctg

acgctgagea aagcagacta cgagaaacac aaagtcetacy cctgcgaagt cacccatcag

ggcctgaget cgceccegteac aaagagcettc aacaggggag agtgt

<210> 241

<211> 705

<212> DNA

<213> Artificial Sequence

<220>

<221> source o

<223> /note="Description of Artificial Sequence: Synthetic
poivnucleotide”

<400> 241
atggaaaccc cagctcaget tctcttecte ctgoctactct ggotcccaga taccaccgga

gaaattgtgt tgacgcagtc tccaggcacc ctgtotttgt ctecagggga aagagecace
ctctcctgea gggcecagtca gagtgttage ageggcetact taacctggta ccageagaaa
cctggecagg ctcccagact cctcatctat ggtgcatcca gcagggecac tggeatccca
gacaggttca gtggcagtgg gtctgggacg gacttcactc tcaccatcag cagactggag

Page 153

480
540
600
660
708

60
120
180
240
300
360
420
480
540
600
660
705

60
120
180
240
300



cctgaagatt
caggggacca
ccatctgatg
tatcccagag
caggagagty
acgctgagea
ggcctgaget
<210>
<211>
<21Z2>
<213>
<220>

<221>
<223>

242
1434
DNA

ttgcagtgta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgeeegteac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 242

ttéctgtcag
caaacgtacg
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

Artificial Sequence

Al472PCT

cagtatggta
gtggctgeac
gcctctgtty
gtggataacg
gacagcacct

aaagtctacy

aacdaggggag

actcactgag
catctgtett
tgtgectget
ccctecaate
acagcctcag
cctgcgaagt

agtgt

atggacatga gggtgccege tcagctcctg gggetectge tgetgtgget

cgctgtcagg
agactctect
caggctccag
tattectgtag
ctgtttctge
gatcggctca
gtctggggcec
ttcceceectgy
gtcaaggact
ggcgtgcaca
gtgaccgtgc
cccagcaaca
tgcecageac
accctcatga
gaccccgagg
aagccacggg
caccaggact
gcececatcg
accctgeecc

adaaggcttct

tgcagctggt
gtgcagcctc
gcaaggggct
actccgtgaa
aaatgaacag
attactatga
aagggaccac
cgcectgete
acrtccccga
cctteecage
cctccageaa
ccaaggtgga
cacctgtggce
tcteceggac
tccagttcaa
aggagcagtt
ggctgaacgy
agaaaaccat
catcccggga

accccagega

ggaatctygy
tggattcacc
ggagtgggtg
gggcegattc
cctgegagcec
tagtagtggt
ggtcaccgtc
caggagcacc
accggtgacyg
tgtcctacag
cttcggcace
caagacagtt
aggaccgtea
cectgaggtce
ctggtracgtg
caacagcacg
caaggagtac
ctccaaaace
ggagatgacc
catcgecgtg

ggaggcgtgg
ttcagtagct
gcagttatat
accatctcca
gaggacacgg
tattatcact
tctagtgect
tccgagagea
gtgtcgtgga
tcctcaggac
cagacctaca
gagcgcaaat
gtcttectct
acgtgcgtogg
gacggcgtgg
ttecgtygtyg
aagtgcaagg
aaagggeagce
aagaaccagg

gagtgggaga

tccagectygy
ttggcatgea
catttgatgyg
gagacaattc
ctgtgtatta
acaaatacta
cCcaccaagag
cagcggecct
actcaggcgce
tctacteect
cctgcaacgt
gttgtgtecga
tcececccaaa
tgatggacgt
aggtgcataa
tcagcgtceet
tctccaacaa
cccgagaacce
tcagectgac

gcaatgggca

Page 154

caggtttggce
catcttececg
gaataacttc
gggtaactcc
cagcaccctg

cacccatcag

gagaggtgcg
gaggtccctyg
ctgggtcege
aagtattaag
aaagaacacyg
ctgtgcgaga
cagtatggece
cceateggtce
gggctgecty
tetgaccagce
cagcagegty
agatcacaag
gtgcccaccy
acccaaggac
gagccacgaa
tgccaagaca
cacegttgtg
aggecteeca
acaggtgtac
ctgcctggtce

gccggagaac

360
420
480
540
600
660
705

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



A1472PCT
aactacaaga ccacacctcc catgctggac tccgacgget ccttettect ctacagcaag

ctcaccgtyg acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgeat

gaggctctge acaaccacta cacgcagaag agcctctcce tgtctceggg taaa

<210> 243
<211> 1437
<212> DNA

<213> Artificial Sequence

<220>

<221> souice
<223> /note="bescription of Artificial Sequence: Synthetic
polynucteotide”

<400> 243
atggacatga

cgctgtgagg
agactcrecct
caggctccag
dcaacagact
aacacgctgt
accacagatc
gacgtctggg
gtcttcecec
ctggtcaaqg
agcggegtge
gtggtgaccyg
aagcccagca
ccgtgcecag
gacacccteca
gaagaccccg
acaaagccac
gtgcaccagg
ccageececea
tacaccctge
gtcaaaggcet
aacaactaca
aagctcaccyg

catgaggctc

<210> 244

gggtgcecge
tgcagetggt
gtgcagectc
ggaaggggct
acgctgecacc
atctgcaaat
ggaccggata
gccaagggac
tggcgecectg
actacttccc
acaccttcce
tgccctecag
acaccaaggt
caccacctgt
tgatctcecg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
cceecateceyg
tctaccecag
agaccacacc
tggacaagag

tgcacaacca

tcagctccty

ggagtctggg
tggatteact
ggagtgggrt
cgtgaaaggc
gaacagcctg
tagcatcage
cacggtcacc
ctccaggage
cgaaccyggty
agctgtccta
caacttecgge
ggacaagaca
ggcaggaccg
gacccctgag
caactggtac
gttcaacage
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgece
tcceatgety
caggtggcag

ctacacgeag

gggctectyge
ggaggcttgy
ttcagtaacy
ggcegtatta
agattcacca
aaaaccgagyg
tggtctagtt
gtctctagty
acctccgaga
acggtgtcgt
cagtcecteay
acccagacct
grtgagcgca
tcagtcttee
gtcacgtgceg
gtggacggcg
acgttccgtg
tacaagtgea
accaaagggc
accaagaacc
gtggagtggg
gactccgacy
caggggaacg

aagagcctct

tgctgtgget
taaagectyy
cctggatgag
aaagcacaac
tctcaagaga
acacagcceyt
actactacta
cetecaccaa
gcacagegge
ggaactcagg
gactctactc
acacctygcaa
aatgttgtgt
tcticcccoe
tggtggtgga
tggaggtgea
tggtcagegt
aggtctccaas
agcecegaga
aggtcagcect
agagcaatgyg
gctecttett
tettctcatg

ccctgictee

Page 155

gagaggtgcyg
ggggtccctt
ctgggtccge
tgatggtggg
tgattcaaaa
gtattactgt
ctacggtatg
gggcccatcyg
cctgggetge
cgectcotgace
cctcageage
cgtagatcac
cgagtgceca
aaaacccaag
cgtgagccac
taatgccaag
ccrcaccgtt
caaaggcectc
accacaggtg
gacctgecetg
gcagcecggag
cctectacage
ctcegtgatg

gggtaaa

1320
1380
1434

60
120
180
240
300
360
420
480
540
600
660
720
780
840
500
960

1020
1080
1140
1200
1260
1320
1380
1437



<211>
<212>
<213>

<220>
<221>
<223>

1434
DNA

source o o
/note="pescription of Artificial Sequence: synthetic

polynucleotide”

<400> 244

Artificial Sequence

Al472PCT

atggacatga gggtgccege tcagetcctg gggctcctge tgotgtgget

cgcrgrgagy
agactctect
caggcetecag
tactacgcag
ctgtatctgce
gatcaaaggg
gtctggggcc
ttcccectgg
gtcaaggact
ggcgtgeaca
gtgaccgtge
cccagcaaca
tgeceageac
accctcatga
gaccccgagg
aagccacggg
caccaggact
gceeccateg
acccrgeece
aaaggcettet
aactacaaga
ctcaccgtygy
gaggctectgc
<210>
<211>
<212>
<213>
<220>

<221>
<223>

245
1434
DNA

tgcagctatt
gtgcagccte
ggaaggggct
actccgtgaa
aaatgaatag
aggtagggcc
aagggaccac
cgcectgetce
acttccccga
CCttCCCEgC
cctccageaa
ccaaggtgga
cacctgrgge
tcteccggac
tccagttcaa
aggagcagtt
ggctgaacgy
agaaaaccat
catcccggga
accccagcga
ccacacctec
acaagagcag

acaaccacta

source o o
/note="Description of Artificial Sequence: synthetic

polynucleotide"

ggagtctggg
tgggttcacc
ggagtgggtc
gggccggtte
cctgagagec
gtatagcagt
ggtcaccgtc
caggagcacc
accggtgacg
tgtcctacag
ctteggeacc
caagacagtt
aggaccgtca
ccctgaggte
ctggtacgtg
caacagcacy
caaggagtac
ctccaaaacce
ggagatgacc
catcgcegtg
catgctggac
gtygcagcag

cacgcagaag

Artificial Seguence

ggaggcttgg
tttagcagcet

tcagctatta

accatctceca

gaggacacgg
ggctggtacg
tctagtgcct
tccgagagea
gtgtcgtgga
tcctcaggac
cagacctaca
gagcgcaaat
gtcttectcet
acgtgegtygy
gacggegtgg
tteegtgtyy
aagtgcaagg
aaagggcage
aagaaccagg
gagtgggaga
tccgacgget
gggaacgtct

agcctciccc

tacagcctgg
atgccatgag
gtggtagtgg
gagacaattc
ccgtatatta
acractacta
ccaccaagag
cagcggecct
actcaggcegce
tctacteect
¢ctgcaacgt
gttgtgtcga
tceceeccaaa
tggtggacgt
aggtgcataa
tcagcgtceet
tctccaacaa
ccegagaacc
tcagcctgac
gcaatgggea
ccticttect
tctcatgete

tgtctccggy

Page 156

gagaggtgcy
ggagtcecctg
ctygggteege
tggtcgcaca
caagaacacyg
ctgtgcgaaa
cggtatggac
cccateggte
gggctgcctg
tctgaccage
cagcagcgtg
agatcacaag
gtgcccaccg
acccaaggac
gagccacgaa
tgccaagaca
caccgtigtg
aggcctecca
acaggtgtac
ctgcetggtce
gccggagaac
ctacagcaag
cgtgatgcat

taaa

60
120
180
240
300
360
420
480
540
600
660
720
780
8490
900
960

1020
1080
1140
1200
1260
1320
1380
1434



<400> 245
atggacatga

cgctgtcagg
aaggtctect
caggeccectg
aactatgcac
gcctacatgg
gatcaaatga
gtcrggggec
ttceccectgg
gtcaaggact
ggcgtgeaca
gtgaccgtgce
cccageaaca
tgcecageac
acccrcatga
gaccccgagg
aagccacggyg
caccaggact
gceccccatey
accctgeece
aaaggctict
aactacaaga
ctcaccgtgg
gaggctetge
<210> 246

<211> 1431
<212> DNA

<213> Artificial Seguence

<220>

<221> source

gggtgcccge tcagetectg

tgcagttggt gcagtctggg
gcaaggcttc tggatacacc
gacaaggdct tgagtggatg
gggcagggtc

gctgagatct

agaagtttca
agctgagcag
gtattattat gcttcgygga
aagggaccac ggtcaccgtc
CgcCcctgete caggageacce
acttccccga accggtgacg
cctteeccage tgtectacag

cctccagcaa cttcggeacc

ccaaggtgga caagacagtt

cacctgtgge aggaccgtca

tctececggac ccoctgaggtce

tccagttcaa ctggtacgtg

aggagcagtt caacagcacg

ggctgaacgyg caaggagtac

agaaaaccat ctccaaaacc

catcccggga ggagatgacc

accccagcga catcgecgtg
ccacacctcc catgetggac
acaagagcag gtggcagcag

acaaccacta cacgcagaag

Al472PCT

gggctectgce
gctgaggtga
ttcaccggct
ggatggatca
accatgacca
gacgacacgg
gttttteecc
tctagtgect
tccgagagea
gtgtcgtgga
tceteaggac
cagacctaca
gagcgcaaat
gtcttectcet
acgtgcgtag
gacggcgtagg
ttcegtgtgg
aagtgcaagy
aaagggcage
aagaaccagg
gagtgggaga
tcegacgget
gggaacgtct

agcctctecc

tgctgtggcet
agaagcectgg
actatatgeca
accctaacag
gggacacgtc
ccgtgtattt
cttactatta
ccacecaagyg
cagcggccct
actcaggege
tctactecct
cctgeaacgt
gttgtgtcga
tccccccaaa
tggtggacygt
aggtgcataa
tcagegtect
tctccaacaa
cccgagaace
tcagcectgac
gcaatgggca
ccetettect
tctcatgctc

tgtctccggg

gagaggtgcg
ggectcagty
ctgggtgcga
tggtggcaca
catcageaca
ctgtgcgaga
cggtatggac
cceateggtc
gggctgcety
tctgaccage
cagcagcgtg
agatcacaag
gtgcecaccg
acccaaggac
gagccacgaa
tgccaagaca
caccgttgtyg
aggceteeca
acaggtgtac
ctgcctggic
gccggagaac
ctacagcaag
cgtgatgeat

taaa

<223> /note="Description of Artificial Sequence: synthetic

polynucleotide”

<400> 246

atggacatga gggtgcccge tcagetcetg gggetcctge tgotgtgget gagaggtgcg

cgctgtcagyg tgcagetggt goagtcetggg ggaggegtgg tecagectgg gaggtcectg
agactctect gtgeagecte tggattcacc ttcagtaget atggcatgca ctgggtecge

Page 157

60
129
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1434

60
120
180



caggctccag
tcctatgeag
ctgtatctge
gagaggaaac
tggggccaag
ccectggege
aaggactact
gtgcacacct
accgtgeect
agcaacacca
ccagcaccac
ctcatgatct
ccegaggtcec
€cacgggagg
caggactggc
cccatcgaga
ctgcceecat
ggcttcracc
tacaagacca
accgtggaca
gctctgcaca
247

1434
DNA

<210>
<211>
<212>
<213>

<220>
<221>
<223>

gcaaggyget

actccgtgaa
aaatgaacag
gggttacgat
ggaccacggt
cctgcteeag
tccccgaace
tcccagetgt
ccagcaactt
aggtggacaa
ctgtggcagg
ceceggacceece
agttcaactg
agcagttcaa
tgaacggcaa
aaaccatctc
cccgggagga
ccagcgacat
cacctececat
agagcaggtg

accactacac

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 247

ggagtgggtg
gggecgattce
cctgagaget
gtctacctta
caccgtctct
gagcacctee
ggtgacggtg
cctacagtcc
cggcacceag
gacagttgag
accgtcagtc
tgaggtcacy
gtacgtggac
cagcacgttc
ggagtacaag
caaaaccaaa
gatgaccaag
cgccgtggag
gctggactec
gcagcagygy

gcagaagagc

Artificial Sequence

Al472PCT

gcagttattt
accatctcca
gaggacacgg
tattactact
agtgceteca
gagagcacag
tcgtggaact
tcaggactct
acctacacct
cgcaaatgtt
trtcctetice
tgcgtggtyg
ggcgtggagg
cgtgtggtca
tgcaaggict
gggcageecee
aaccaggtca
tgggagagca
gacggetect
aacgtcttct

ctctcectgt

catatgatgg
gagacattte
ctgtgtattt
tctactacgg
ccaagggecoe
cggcectgay
caggcgcetct
actccctcag
gcaacgtaga
gtgtcgagtg
ccccaaaace
tggacgtgag
tgcataatgce
gcgtectcac
ccaacaaagg
gagaaccaca
gcctgacctg
atgggcagcec
tcttecteta
catgctecgt

ctccgggtaa

atggacatga gggtgcccge tcagctoctg gggctoctge tgetgtgget

tgcagctggt ggaatctggg ggaggcgtgy
gtgcagccte tggattcacc ttcagtagcet

cgetgteagy
agactctecet
caggctrecag
tattctgtag
ctgtttctge

gatcggetca

gcaagggygct ggagtgggtg geagttatat

actccgtgaa gggccgattc accatctcea

aaatgaacag cctgcgagece gaggacacgg

tccagectgg
ttggeatgea
catttgatgg
gagacaattc

ctgtgtatta

attactatga tagtagtggt tattatcact acaaatacta

Page 158

aagtcatgaa
caagaacacg
ctgtgcgaga
tatggacgrc
atcggtcttc
ctgectggte
gaccagegge
cagcgtggtyg
tcacaagccc
ccecacegtge
caaggacacc
ccacgaagac
caagacaaag
cgtrgtgcac
ccteccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
cagcaagctc
gatgcatgag

a

gagaggtgcg
gaggtccctg
ctgggtcege
aagtattaag
aaagaacacg
ctgtgegaga

cggtatggcec

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1431

60
120
180
240
300
360
420



gtctggggcc
ttcceectag
gtcaaggact
ggcgtgcaca
gtgaccgtgc
CcCcagcaaca
tgcccageac
acccrcatga
gaccecgagg
aageccacggg
caccaggact
gecececateg
accctgeoce
aaaggcttct
aactacaaga
ctcacegtygg
gaggctctge
<210>
<211>
<212>
<213>
<220>

<221>
<223>

248
1407
DNA

aagggaccac
cgeccetgetce
acttcccega
cctreccage
ccteccageaa
ccaaggtgga
cacctgtgge
tcteccggac
tccagttcaa
aggagcagtt
ggctgaacgg
agaaaaccat
catceeggga
accccagega
ccacaccrce
acaagagcag

acaaccacta

source o o
/note="Description of Artificial Sequence: Synthetic

polynucieotide”

<400> 248
atggacatga

cgctgtgagy
agactctect
caggetecag
acaccagaat
accatcgcct
gctagaggac
gtctctagtg
acctccgaga
acggtgtegt

cagtcctcag

gggtgccegce
tgcagctagt
gtacagcttc
ggaaggggct
acgeegegtc
atctgcaaat
ggggtattgc
cctecaccaa
gcacagcgge
ggaactcagg

gactctacic

ggtcaccgtc
caggagcacc
accggtgacyg
tgtcctacag
cttcggcacce
caagacagtt
aggaccgtca
ccctgaggtc
ctggtacgtyg
caacagcacg
caaggagtac
ctccaaaacce
ggagatgacc
catcgeegtg
catgctggac
gtggcagcag

cacgcagaag

Artificial Sequence

tcagcteety
ggagtctggg
tggattcacc
ggagtggata
tgtgaaagge
gaacagcctyg
agctcgttgg
gggcecatcy
cctgggetge
cgctctgacce

cctecageage

AL472PCT

tctagtgect
tccgagagea
gtgtcgtgga
tcctcaggac
cagacctaca
gagcgcaaat
gtcttcctct
acgtgegtgg
gacggcgrgg
ttccgtgtog
aagtgcaagg
aaagggcage
aagaaccagyg
gagtgggaga
tcecgacgget
gggaacgtct

agcctctcce

gggctectge
ggaggcttgg
tttggtgatt
ggtttcatta
agattcacca
aaaaccgagy
gactactggg
gtcttcececc
ctggtcaagg
agcggegrge
gtggtgaccg

ccaccaagag
cagcggceect
actcaggcgce
tctactcect
cctgcaacgt
gtrgtgtcga
tccececccaaa
tggtggacgt
aggtgcataa
tcagegtect
tctccaacaa
cccgagaacc
tcageetgac
gcaatgggca
ccttettect
tcteatgete

tgtctecggg

tgctgtggcet
taaagccagg
atgctatgag
gaagcagage
tctcaagaga
acacagccgt
gccagggaac
tggcgeectg
actactrccc
acaccttecee

tgceetecag

Page 159

ccecatcggte
gggctgectyg
tctgaccage
cagcagegrg
agatcacaag
gtgceceaceg
acccaaggac
gagccacgaa
tgccaagaca
caccgttgtyg
aggcctecea
acaggtgtac
ctycctggte
gceggagaac
ctacagcaag
cgtgatgcat

taaa

gagaggtgcg
gcggteccty
ctggttcege
ttatggtggg
tgattccaaa
gtatrtctgt
cctygtcace
crecaggage
cgaaccggtg
agctgtccta

caacttcgge

480
540
600
660
720
780
840
900
950
1020
1080
1140
1200
1260
1320
1380
1434

60
120
180
240
300
360
420
480
540
600
660



acccagacct
gttgagcgea
tcagtettce
gtcacgtgceg
gtggacggcyg
acgttccgtg
tacaagtgca
accaaagggc
accaagaacc
gtggagtggy
gactccgacg

caggggaacg

aagagcctct

<210>
<211>
<212>
<213>

<220>
<221>
<223>

249
1431
DNA

acacctgeaa
aatgrtgtgt
tctteccecce
tggtggtgga
tggaggtgcea
tggtcagegt
aggtctccaa
agceccegaga
aggtcagcct
agagcaatgg
gctccttett
tctteteaty

ccetgtetece

source o o )
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 249

cgtagatcac
cgagtgceca
daaacccaag
cgtgagecac
taatgccaag
cctcaccgtt
caaaggcetce
accacaggtg
gacctgccty
gcagccggag
cctctacage
ctcecgtgatg

gggtaaa

Artificial Sequence

Al472PCT

aagcccagea
ccgtgeccag
gacaccetea
gaagacceccyg

aCdaagccac

gtgcaccagyg

ccageececa
tacaccctge
gtcaaaggct
aacaactaca
aagctcaccy

catgaggctc

acaccaaggt
caccacctgt
tgatctcceg
aggtccagrtt

gggaggagca

actggctgaa

tcgagaaaac

cceccateccy
rctaccccag
agaccacacc
tggacaagag

tgcacaacca

atggacatga gggtgcecge tcagctectg gggetectge tygctgtgget

cgetgtcagg
agactctcct
caggctccag
tcectatgeag
ctgtatctgc
gagaggaaac
tggggccaag
cceetggege
aaggactact
gtgcacacct
accgtgeect
agcaacacca
ccageaccac

ctcatgaict

tgcagctggt
gtgcagcctc
gcaaggggct
actccgtgaa
aaatgaacag
gggttacgat
ggaccacggt
cctgctecag
tccecgaacce
tcccagetot
ccagcaactt
aggtggacaa
ctgtggecagg

cececggacecec

ggagtctggg
tggattcacc
ggagtgggtg
gggccgattc
cctgagaget
gtctacctta
caccgtctct
gagcacctcee
ggtgacggtg
cctacagtecce
cggcacccag
gacagttgag
accgtcagtc

tgaggtcacy

ggaggcgtgg
ttcagtaget
gcagttattt
accatctcca
gaggacacgg
tattactact
agtgcctcca
gagagcacag
tcgtggaact
tcaggactct
acctacacct
cgcaaatgrt

ttccrcttce

tgegtyggryy

tccagectyg
atggcatgcea
catatgatgg
gagacatttc
ctgtgtattt
tctactacgg
ccaagggece
cggcectyggy
caggcgetet
actcccteag
gcaacgtaga
gtgtcgagtg
ccecaaaacce

tggacgtgag

Page 160

ggacaagaca
ggcaggacceyg
gaccecctgag
caactggtac
gttcaacagc
cggcaaggay
catctccaaa
ggaggagatg
cgacatcgcece
tecccatgety
caggrggcag

ctacacgcag

gagaggtgcg
gaggtcccty
ctgggteegce
aagtcatgaa
caagaacacyg
ctgtgcgaga
tatggacgtc
atcggcttc
ctgectggte
gaccageggc
cagcgtggty
tcacaageec
cccacegtge
caaggacacc

ccacgaagac

720
780
840
200
960
1020
1080
1140
1200
1260
1320
1380
1407

60
120
180
240
300
360
420
480
540
600
660
720
780
840
200



cccgaggtcc
ccacgggagg
caggactgge
cccatcgaga
ctgccecccat
ggctictacc
tacaagacca
accgtggaca
gectectgeaca
<210>
<211>
<212>
<213>
<220>

<221
<223>

250
1434
DNA

agttcaactg
agcagttcaa
tgaacggcaa
aaaccatctc
cccgggagga
ccagcgacat
cacctcccat
agagcaggtg

accactacac

source
/note="Description of Artificial sequence: synthetic

polynucleotide™

<400> 250

gtacgtggac
cagcacgttc
ggagtacaag
caaaaccaaa
gatgaccaag
cgccgtggag
gctggactee

gcagcagggag

gcagaagagc

Artificial Sequence

atggacatga gggtgcccge tcagetecty

cgctgtcagg
agactctect
caggctccag
tattctgtag
ctgtttctge
gatcggctca
gtctggggcec
rtcccectgy
gtcaaggact
ggcgtgcaca
gtgaccgtge
cccagcaaca
tgcccageac
acccteatga
gaccccgagy
aagccacggg
caccaggact

geocccatcg

tgcagetggt
gtgcagectc
gcaaggggcet
actccgtgaa
aaatgaacag
attactatga
aagggaccac
cgecectgete
acttcceccga
ccttccecage
cctececageaa
ccaaggtgga
cacctgtgge
tcteecggac
tccagttcaa
aggagcagtt
ggctgaacgg

agaaaaccat

ggaatctggg
tggattcacc
0gagtigggtg
gggccgatte
cctgegagec
tagtagtggt
ggtcaccgtc
caggagcacce
accggtgacyg
tgtcctacag
ctteggeace
caagacagtt
aggaccgtca
ccctgaggtc
ctyggtacgty
caacagcacyg
caaggagtac

ctccaaaacce

Al472PCT

ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcageecec
aaccaggtca
tgggagagca
gacggctect
aacgtctict

ctcteectgt

gggctectge
ggaggcgtgg
ttcagtaget
gcagttatat
accatctcca
gaggacacgy
tattatcact
tctagtgect
fcegagagea
gtgtcgtgga
tectcaggac
cagacctaca
gagcgeaaat
gtctrectct
acgrgcegtgg
gacggegtgg
ttecgtgtoy
aagtgcaagg

aaagggcagc

tgcataatgc
gcgtecteac
ccaacaaagg
gagaaccaca
gcctgacctg
atgggecageo
tcttecctecta
catgcteegt

ctccgggtaa

tgctgtggct
tccagcctgg
ttggcatgeca
catrtgatgg
gagacaattc
ctgtgtatta
acaaatacta
ccaccaagag
cagcggeect
actcaggcege
tctactccct
cctgcaacgt
gttgtgtcga
tcceccccaaa
tggtggacgt
aggtgcataa
tcagegtect
tctccaacaa

ccegagaacce

Page 161

caagacaaag
cgttgtgcac
cctcecagec
ggtgtacacc
cctggtcaaa
ggagaacaac
cagcaagcetc
gatgcatgag

a

gagaggtgcg
gaggrccctg
ctgggtccge
aagtattaag
aaagaacacg
ctgtgcgaga
cggtatggcec
cceateggte
gggctgectyg
tctgaccage
cagcagegtg
agatcacaag
gtgcccaccg
acccaaggac
gagccacgaa
tgccaagaca
caccgttgtg
aggcctecca

acaggtgtac

960
1020
1080
1140
1200
1260
1320
1380
1431

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140



accctgeece
aaaggcttet
aactacaaga
ctcaccgtgg
gaggctctge
<210> 251

<211> 1437
<212> DNA

catcccggga
accccagega
ccacacctec
acaagagcag

acaaccacta

ggagatgacc
catcgecgty
catgetggac
gtggcagcag

cacgcagaag

<213> Artificial Seguence

<220>

<221l> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 251

Al472PCT
aagaaccagg tcagcctgac ctgectggte

gagtgggaga gcaatgggca gccggagaac

tccgacgget ccttettect ctacagcaag

gggaacgtct tetcatgete cgtgatgeat

agcctctece tgtctecggg taaa

atggacatga gggtgcccge tcagctcctg gggetcotge

cgctgtgagy
agactctect
caggctccag
acaacagact
aacacgctgt
accacagatc
gacgtctggyg
gtcttecece
ctggtcaagg
agcggegtge
gtggtgaccg
aagcccagea
ccgtgeecag
gacaccctca
gaagacceeg
acaaagccac
gtgcaccagg
ccagceecca
tacaccctge
gtcaaaggct
aacaactaca

aagctcaccy

tgcagctggt
gtgcagecte
ggaaggggct
acactgcacc
atctgeaaat
ggaccgggta
gccaagggac
tggegeectg
actacttcee
acacctteece
tgccctecag
acaccaaggt
caccacctgt
tgatcteccy
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ceceeatecey
tctaccccag
agaccacacc

tggacaagag

ggagtctggg
tggattcact
ggagrgggtt
cgtgaaaggc
gaatagcctg
tagcatcagc
cacggtcace
ctccaggage
cgaaccggty
agctgtecta
caacttcggc
ggacaagaca
ggcaggaccg
gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgec

tcccatgetyg

caggtggcag

ggaggctigg
ttcagtaacg

ggccgtatta
agattcacca
aaagccgagg
tggtctagtt
gtctctagtg
acctccgaga
acggtgtegt
cagtcctcag
acccagacct
gttgagcgca
tcagtcttec
gtcacgtgcg
gtggacggcg
acgttecgtg
tacaagtgca
accaaaggge
accaagaacc
gtggagtgog

gactccgacg

caggggaacyg

tgctgtgget
taaagcctog
cctggatgag
aaagcaaaac
tctcaagaga
acacagccgt
actactacta
cctecaccaa
gcacagcgge
ggaactcagg
gactctactc
acacctgcaa
aatgttgigt
tcttceecee
tggtggtgga
tggaggtyca
tggtcagegt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg
gectecttett

tcttcteaty

Page 162

gagaggtgcg
ggggrccctt
ctgggtccge
tgatggtggg
tgattcaaaa
gtattactgt
ctacggtatg
gggcccateg
cctgggetyge
cgctctgacce
cctcageage
cgtagatcac
cgagtgccca
aaaacccaag
cgtgagccac
taatgccaag
cctcaccgtt
caaaggcctc
accacaggtyg
gacctgcctg
gcagceeggag
cctctacage

cteegtgatg

1200
1260
1320
1380
1434

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380



<210>
<211>
<212>
<213>

<220>
<221>
<223>

252
1425
DNA

source o o
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 252

Artificial sequence

atggacatga gggtgcccge tcagetectg

cgctgtcagg
aaggtctcct
caggccectyg
aactatgccc
gcctacatgg
ggaggatata
caagggacca
gcgecctget
tacttccoceag
accttcccag
ccctccagea
accaaggtygg
ccacctgtgyg
atctcccgga
gtccagttca
gaggagcagt
tggctgaacy
gagaaaacca
ccatcecgagg
taccccageyg
accacacctc
gacaagagca
cacaaccact
<210>
<211>

<212>
<213>

253
1437
DNA

tgcagetggt
gcaaggcttc
gacaagggct
agaagtttca
agctgagtag
gtggctacge
cggtcaccyt
ccaggagcac
aaccggtgac
ctgtcctaca
acttcggeac
acaagacagt
caggaccgtc
ccectgaggt
actggtacgt
tcaacagcac
gcaaggagta
tctccaaaac
aggagatgac
acatcgcegt
ccatgctgga
ggtggcagca

acacgcagaa

gcagtctggg
tgyatacace
tgagtggatg
gggcagggtc
gctgagatct
tgggctetac
ctctagtgec
ctccgagagce
ggtgtcgtgg
gtcctcagga
Ccagacctac
tgagegcaaa
agtcttecctc
cacgtgegty
ggacggcgtg
gttecegtotyg
caagtgcaag
caaagggcag
caagaaccag
ggagtgggag
ctcegacgge

ggggaacgtc

gagectetee

Artificial Sequence

Al472PCT
catgaggctc tgcacaacca ctacacgcag aagagectct ccctgtctce gggtaaa

gggctectge
gctgaggtga
ttcaccgact
ggatggatca
accatgacca
gacgacacgg
tcccactact
tccaccaagg
acagcggece
aactcaggeg
ctetactecc
accrgcaacg
tgttgtgteg
ttcececcaa
gtggtggacg
gaggtgcata
gtcagegtee
gtctccaaca
ccccgagaac
gtcagectga
agcaatgggce
tccttettece
ttctcatget

ctgtctecyg

tgctgtgget
agaagcctgyg
actatatgta
gccctaatag
gggacacgtc
ccgtgtatta
acggtatgga
gcccateggt
tgggetgect
ctctgaccag
tcagcagegt
tagatcacaa
agtgcccacc
aacccaagga
tgagccacga
atgccaagac
tcaccgttgt
aaggcctecc
cacaggtgta
cctgcctggt
agccggagaa
tctacagcaa
ccgtgatgea

gtaaa

Page 163

gagaggtgcg
ggcctcagtg
ctgggtgcga
tggtggcaca
tatcagcaca
ctgtgtgaga
cgtctggggc
cttcecectg
ggtcaaggac
cggcgtgcac
ggtgaccgtg
gcccageaac
gtgcccagea
caccctecatg
agaccccgag
aaagccacgg
gcaccaggac
agcceccatce
caccctgecee
caaaggctte
caactacaag
gcteaccgtyg

tgaggctetyg

1437

60
120
180
240G
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1425



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 253

atggacatga gggtgecccge tcagetecty

cgctgtgagy
agactcrcct
caggctccag
acaacagact
aacacgctgt
accacagatc
gacgtctggg
gtcttececec
ctggtcaagg
agcggegtge
gtggtgaccg
aagcccagea
ccgtgeccag
gacaccctca
gaagaccccy
acaaagccac
gtgcaccagg
ccageccececa
tacaccctgce
gtcaaaggct
aacaactaca
aagctcaccg
catgaggctc
<210> 254

2125 ona.
<213>
<220>

<221>
<223>

tacagctggt
gtgcagcctce
ggaagggdgct
acgctgeacc
atctgcaaat
ggaccgggta
gccaagggac
tggcgeectg
actacttecce
acaccttecc
tgcectecag
acaccaaggt
caccacctgt
tgatctcccg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ccecatcecg
tctaccceag
agaccacacc
tggacaagag

tgcacaacca

source o o
/note="Description of Artificial Sequence: Synthetic

polynucieotide”

<400> 254

ggagtctggg
tggattcact
ggagtgggtt
cgtgaaaggc
gaacagcctg
tagcatcage
cacggtcacc
ctccaggage
cgaaccggtyg
agctgtecta
caacttcggc
ggacaagaca
ggcaggaccg
gacccctgag
caactggtac
gttcaacagce
cggcaaggag
catctccaaa
ggaggagatg
cgacatecgec
tcccatgety
caggtggcag

ctacacgcag

Artificial Sequence

Al472PCT

gggctectyge tgetgtgget gagaggtgcg

ggaggctigy
ttcggtaacg
ggcegtatta
agattcacca
aaaaccgagg
tggtctagtt
gtctctagty
acctccgaga
acggtgtcgt
cagtccteag
acccagacct
gttgagcgca
tcagtettec
gtcacgtgeg
gtggacggcg
acgttcegtg
tacaagtgca
accaaagggce
accaagaacc
gtggagtggy
gactccgacg

cddggggaacg

aagagcctcet

taaagcetgy
cctggatgag
aaagcaaaac
tctcaagaga
acacagccgr
actactacta
cetccaccaa
gcacagegge
ggaactcagg
gactctactc
acacctgeaa
aatgttgtgt
tcttccecoee
tggtggtgga
tggaggtgca
tggtcagegt
aggtctccaa
agccccgaga
aggtcagect
agagcaatgg
gcrcettett
tcttetcatg

ccctgtetec

ggggtcecte
ctgggtecgce
tgatggtggg
tgattcaaaa
gtatttctgt
ctacggtatg
gggcccatceg
cctggactgce
cgctctgacce
ccteageage
cgtagatcac
cgagtgceca
aaaacccaag
cgtgagccac
taatgccaag
ccteacegtt
caaaggccte
accacaggtg
gacctgcetg
gcagocggag
cctctacagce
ctcegtgatg

gggtaaa

atggacatga gggtgcccgce tcagctccty gggctcectge tgotgtgget gagaggtgeg

Page 164

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1437

60



cgctgtgagg
agactctcct
caggctccag
acaacagact
aacacgctgt
accacagatc
gacgictggg
gtcttcecce
ctggtcaagy
agcggegtge
gtggtgaccg
aagcccagea
ccgtgceccag
gacaccctca
gaagaccccg
acaaagccac
gtgcaccagg
cCagecccca
tacaccctgce
gtcaaaggct
aacaactaca
aagctcaccqg
catgaggctc
<210>
<211>
<212>
<213>
<220>

<22%>
<223>

255
1431
DNA

tacagcetogt
gtgcagcctc
ggaaggggct
acgctgcacc
atctgcaaat
ggaccgggta
gccaaggoac
tggcgecctyg
actacttccc
acaccttcecc
tgccctecag
acaccaaggt
caccacctgt
tgatctcccg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ccecatececy
tctaccecag
agaccacacc
tggacaagag

tgcacaacca

source o o )
/note="Description of Artificial Sequence: Synthetic

potynucleotide”

<400> 255
atggacatga

cgetgtcagg
agactctect
caggctccag

tcctatgeag

gggtgccecgce
tgcagetggt
gtgcagcctc
gcaagyggcet

actccgtgaa

ggagtctggog
tggattcact
ggagtgggtt
cgigaaaggc
gaacagcctg
tagcatcagc
cacggtcacc
ctccaggagce
cgaaccggtg
agctgtecta
caacttcggce
ggacaagaca
ggcaggaccy
gacccctgag
caactggtac
gttcaacagce
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgcec
tcccatgetyg
caggtggcag

ctacacgcag

Artificial Sequence

Al472PCT

ggaggcttagg
ttcggtaacy

ggccgtatta
agattcacca
aaaaccgagg
tggtctagtt
gtctctagtg
acctccgaga
acggtgtegt
cagtcctcag
acccagacct
gttgagcgea
tcagtcttce
gtcacgtgcy
gtggacggcg
acgttecegtg
tacaagtgca
accaaagyggc
accaagaacc
gtggagtogg
gactccgacg

caggggaacd

aagagcctct

taaagectgy
cctggatgag
aaagcaaaac
tctcaagaga
acacagccgt
actactacta
cctecaccaa
gcacagcgge
ggaactcagy

gactctactc

‘acacctgcaa

aatgttgtgt
tcttecececce
tggtggrgga
tggaggtgca
tggtcagegt
aggtctccaa
agccccgaga
aggtcagect
agagcaatgg
gctecttott
tcttctcatg

ccetgtetec

tcagctccty gggcetoctge tgctgtgget

ggagtcigygg ggaggegtgg tccagectygg

tggattcacc ttcagtagct atggcatgca

ggagtgggtyg gcagttattt catatgatgg

gggccgatte accatctcca gagacatttc
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ggggtcectt
ctgggtecyce
tgatggryggg
tgattcaaaa
gtattactgt
ctacggtatg
gggcecatcg
cctgggetge
cgetctgace
ccrcagcage
cgtagatcac
cgagtgccca
aaaacccaag
cgtgagccac
taatgccaag
cctcacegtt
caaaggcctc
accacaggtg
gacctgectg
gcagceggag
cctctacage
ctccgtgatg

gggtaaa

gagaggtgcy
gaggtcecctg
ctgggtccge
aagtcatgaa

caagaacacg

120
180
240
300
360
420
480
540
600
660
720
780
840
900
260
1020
1080
1140
1200
1260
1320
1380
1437

60
120
180
240
300



A1472PCT
ctgtatctgc aaatgaacag cctgagagct gaggacacgg ctgtgtattt ctgtgcgaga

gagaggaaac gggttacgat gtctacctta tattactact tctactacgg tatggacgtce
tggggccaag ggaccacggt caccgtctct agtgcctoca ccaagggcce atcggtette
cccetggege cctgetecag gagcacctee gagagcacag €ggocctggg ctgectggrce
aaggactact tccccgaacc ggtgacggtg tcgtggaact caggegetct gaccagegge
gtgcacacct teeccagetgt cctacagtcc tcaggactct actccctcag cagegtggtg
accgtgecct ccagcaactt cggcacccag acctacacct gcaacgtaga tcacaagecec
agcaacacca aggtggacaa gacagttgag cgcaaatgtt gtgtcgagtg cccaccgtge
ccagcaccac ctgtggcagg accgtcagtce ttcctcttcc ccccaaaacce caaggacacc
ctcatgatct cccggaccee tgaggtcacg tgcgtggtgg tggacgtgag ccacgaagac
cccgaggree agttcaactg gtacgtggac ggegtggagg tgcataatgc caagacaaag
ccacgggagg agcagttcaa cagcacgttc cgtgtggtca gcgtcctcac cgttgtgcac
caggactggc tgaacggcaa ggagtacaag tgcaaggtct ccaacaaagg cctcccagec
cccatcgaga aaaccatctC caaaaccaaa gggcageccc gagaaccaca ggtgtacace
ctgcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg cotggtcaaa
ggcttctace ccagcgacat cgccgtggag tgggagagca atgggeagec ggagaacaac
tacaagacca cacctcccat getggactcc gacggctect tcttectcta cageaagetce
accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgeatgag
gctetgeaca accactacac gcagaagage ctctccctygt ctecgggtaa a

<210> 256

<211> 1434

<212> DNA

<213> Artificial Seqguence

<220>

<221> source

<223> /note="Description of Artificial Seguence: Synthetic

polynucleotide”

<400> 256
atggacatga gggtgcccge tcagctoctg gggctoctge tgctgtgget gagaggtgeg

cgctgtcagg tgcagctggt ggaatctggg ggaggcgtgg tccagoctgg gaggtecctg
agactctcct gtgcagectce tggattcace ttcagtaget ttggcatgea ttgggtcocge
caggctccag gcaagggget ggagtgggtg gcagttatat catttgatgg aagtattaag
tactctgtag actccgtgaa gggccgattc accatctcca gagacaattc aaagaacacg
ctygtttctgec aaatgaacag cctgcgagec gaggacacgg ctgtgrtatta ctgtgegaga
gatcggctca attactatga tagtagtggt tattatcact acaaatacta cggtctggec
gtctgggygce aagggaccac ggtcaccgtc tctagtgect ccaccaaggg cccatcggic
ttcccocctgg cgccctgetc caggagcace tccgagagea cageggooct gggetgectg
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360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1431

60
120
180
240
300
360
420
480
540



gtcaaggact
ggcgtgcaca
gtgacegtgce
cccagcaaca
tgcccageac
accctcatga
gaccccgagg
aagccacggg
caccaggact
gcccecateg
accctgeece
aaaggcttct
aactacaaga
ctcaccgtgg
gaggctectge
<210> 257

<211> 1437
<212> DNA

acttceeocga
cctteccage
cctccagcaa
ccaaggtgga
cacctgtgge
tcteccggac
tccagttcaa
aggagcagtt
ggctgaacgg
agaaaaccat
catcecggga
acceccagega
ccacacctcec
acaagagcag

acaaccacta

accggtgacg
tgtcctacag
cttcggeacc
caagacagtt
aggaccgtca
ccctgaggtc
ctggtacgtg
caacagcacg
caaggagtac
ctccaaaacc
ggagatgacc
catcgeegtg
catgctggac
gtggcagcag

cacgcagaag

<213> Artificial Sequence

<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynuclieotide"”

<400> 257

atggacatga gggtgcecge tcagotoctg

cgctgtgagg
agactctect
caggctccag
tattacgcag
ctgtatctgce
gaaggggtgt
gacgtctggg
grcttecccc
ctggtcaagg
agcggegtge
grggtgaccg

aagcccagca

tgcagctggt
gtgcagcctc
ggaaggggct
actcagtgaa
aaatgagtag
ctggcagttc
gccaagggac
tggcgecetg
actacttcecc
acaccttecc
tgccctecag

acaccaaggt

ggagtctggy
tggatacacc
ggagtgggtc
gggccgattc
cctgagagec
gccgtatagce
cacggtcacc
ctccaggage
cgaaccggtg
agctgtccta
caacttcggce

ggacaagaca

A1472PCT

gtgtcgtgga
tcctcaggac
cagacctaca
gagcgcaaat
gtcttectet
acgtgegtgg
gacggcgtyg
ttccgtgtgy
aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tcegacgget
gggaacgtct

agcctctcecc

gggctcctge
ggaggectgg
trcagtacct
tcatccatta
accatctcca
gaggacacgg
atcagctggt
gtctctagtg
acctccgaga
acggtgtegt
cagtcctcag
acccagacct

gttgagcgca

actcaggegac
tctactcect
cctgcaacgt
grtgrgtecga
tccccecaaa
tggtggacgt
aggtgcataa
tcagcgtcct
tctccaacaa
ccecgagaacc
tcagectgac
gcaatgggea
ccttcttect
tctcatgete

tgtctccgygy

tgctgtgget
tcaagcctgg
atagcatgaa

gtagtagtag

‘gagacaacgc

ctgtgtatta
acgactacta
ccteccaccaa
gcacagcggce
ggaactcagg
gactctacte
acacctgcaa

aatgttgtgt
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tctgaccage
cagcagegtg
agatcacaag
gtgcecacceg
acccaaggac
gagccacgaa
tgccaagaca
caccgttgtg
aggcetceca
acaggtgtac
ctgectggte
gcecggagaac
ctacagcaag
cgtgatgcat

taaa

gagaggtgcg
ggggtcectg
ctgggtecge
tagttacaga
caagaactca
ctgtgcgaga
ttacggtatg
gggcccateg
cctgggetge
cgctctgace
ccteageage
cgtagatcac

cgagtgecca

600
660
720
780
840
900
960
1620
1080
1140
1200
1260
1320
1380
1434

60
120
180
240
300
360
420
480
540
600
660
720
780



ccgtgececag
gacaccctca
gaagaccecyg
aCaaagccac
gtgcaccagg
CCagccceea
tacacccegce
grcaaaggct
aacaactaca
aagctcaccyg
catgaggctc
<210>
<211>
<212>
<213>
<220>

<221>
<223>

258
1422
DNA

caccacctgt
tgatcteceg
aggtccagtt
gggaggagca
actggctgaa
tcgagaaaac
ccccateccy
tctaccecag
agaccacacc
tggacaagag

tgcacaacca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 258
atggacatga

cgctgtcagg
agactctect
caggctccag
tactatgcag
ctgtatctge
gcggggggta
gggaccacgg

ccectgceteca
trceecgaac
ttececagetyg
tccageaact
aaggtggaca
cctgtggeag
tcceggaccec
cagttcaact

gagcagttca

gggtgcecge
tgcagctggt
gtgcagcgtce
gcaaggggct
actccgtgaa
aaatgaacag
tagcagcagce
tcaccgtcte
ggagcacctc
cggtgacggt
tcctracagtce
tcggeaccca
agacagttga
gaccgtcagt
ctgaggtcac
ggtacgtgga

acagcacgtt

gacaggaccg

gacccctgag
caactggtac
gttcaacagc
cggcaaggag
catctccaaa
ggaggagatg
cgacatcgcc
tcecatgetg
caggtggcag

ctacacgcag

Artificial Seqguence

tcagctectg
ggagtctggy
tggattcacc
ggagtgggtg
gggccgattc
cctgagagec
tggcctctac
tagtgcctec
cgagagcaca
gtcgtggaac
ctcaggacte
gacctacacc
gcgcaaatgt
cttcctcttc
gtgcotggtg
€ggcgtggag
ccgtotggtc

Al472PCT

tcagtecttee
gtcacgtgcg
gtggacggcg
acgttccgtg
tacaagtgea
accaaagggc
accaagaacc
gtggagtggg
gactcecgacg

caggggaacg

aagagcctct

gggctcctge
9gaggcgtgg
rtcagtaget
gcagttatat
atcatctcca
gaggacacgg
tactactacg
accaagggce
gcggeectgg
tcaggegetc
tactccctea
tgcaacgtag
tgtgtcgagt
cccecaaaac
gtggacgtga
gtgcataatg

agcgtcctca

tctteceece
tggtggtgga
tggaggtgca
tggtcagegt
aggtctccaa
agceccgaga
aggtcagcct
agagcaatgg
gctecttectt
tcttetcatg

ccctgtetec

tgctgtgget
tccageetoy
atggcatgca
ggtatgatgg
gagataaatc
ctgtgtatta
gtatggacgt
catcggtcett
getgectggt
tgaccagcgg
gcagcgtogt
atcacaagece
gcecaccgtyg
ccaaggacac
gecacgaaga
ccaagacaaa

ccgttgtgea
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aaaacccaag
cgtgagecac
taatgccaag
cctcaccegtt
caaaggcctc
accacaggtg
gacctgcctg
gcagceeggag
ccrtectacage
ctccgtgatg
gggtaaa

gagaggtgcg
gaggtcectg
ctgggtccge
aagtaataaa
caagaacacg
ctgtgcgaga
ctggggecaa
ccecetggeg
caaggactac
cgtgcacacc
gaccgtgcec
cagcaacacc
cccagcacca
cctcatgatce
ccecgaggtce

gccacgggag
ccaggactgg

840

200

960
1020
1080
1140
1200
1260
1320
1380
1437

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020



ctgaacggea
aaaaccatct
tcccgagagg
cccagegaca
acacctecccea
aagagcaggt
aaccactaca
<210>
<211>
<212>

<213> Homo

<400> 259
gctageacca

259
981
DNA

agcacagegg
tggaactcag
ggactctact
tacacctygeca
aaatgttgtg
ctctteeecce
gtggtggtygg
gtggaggtgc
gtggtcageg
aaggtctcca
cagcececegag
caggtcagec
gagagcaatg
ggctecttet
gtcttcteat
tccectgtcic
<210>
<211>
<212>
<213> Homo

<400> 260
cgtacggtgg

ggaactgect

260
324
DNA

tggaaggtgg

aggagtacaa
ccaaaaccaa
agatgaccaa
tcgecgtgga
tgctggactc
ggcagcaggy

cgcagaagag

sapiens

agggcceeatce
cecetgggetg
gcgctectgac
cccteageag
acgtagatca
tcgagtgeec
caaaacccaa
acgtgagceca
ataatgccaa
tectecacegt
acaaaggcect
aaccacaggt
tgacctgect
ggcagecgga
tcctctacag
gectecgtgat

cgggtaaatg

sapiens

ctgcaccatc
ctgttgtgtg

ataacgccct

gtgcaaggtc
agggcagecc
gaaccaggtc
gtgggagagc
cgacggctce
gaacgtectte

cctcteecty

ggtcttcecce
cctggtcaag
cagcggegty
cgtagtgacc
caagcecage
accgtgeeca
ggacacccte
cgaagacccc
gacaaagcca
tgtgcaccag
cccageeecce
gtacaccctg
ggtcaaaggce
gaacaactac
caagctcacc
gcatgaggcet

a

tgrcttcate
cctgctgaat

ccaatcgggt

Al472PCT

tccaacaaag
cgagaaccac
agcectgacct
aatgggcagce
ttcttectct
tcatgetecg

tcteegggta

ctggecgeect
gactacttcc
cacaccttcc
gtgcccteca
aacaccaagg
gcaccacctg
atgatctcce
gaggtccagt
€gggaggagce
gactggctga
atcgagaaaa
ccceeatece
ttctacccea
aagaccacac
gtggacaaga

ctgcacaacce

ttccegecat
aacttcratc

aactcccagg

gccteccage
aggtgtacac
gcctggtcaa
cggagaacaa
acagcaagct
tgatgcatga

da

gctecaggag
ccgaaccggt
cagectgtrect
gcaacttcgg
tggacaagac
tggcaggace
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctecaa
gggaggagat
gcgacatcgce
ctcccatget
gcaggtggea

actacacgca

ctgatgagca
ccagagaggc

agagtgtcac
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ccccategag
cctgececca
aggcttctac
ctacaagacc
caccgtggac

ggctetgeac

cacctccgag
gacggtgtcy
acagtcctca
cacccagace
agttgagcgce
gtcagtcttce
ggtcacgtgce
cgtggacggc
cacgttecgt
gtacaagtgc
aaccaaaggg
gaccaagaac
cgtggagtgy
ggactccgac

gcaggggaac
gaagagcctce

gttgaaatct
caaagtacag

agagcaggac

1080
1140
1200
1260
1320
1380
1422

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
981

60
120
180



agcaaggaca
aaacacaaag

agcttcaaca

<210>
<211l>
<212>
<213> Homo

<400> 261
ggtcagceca

261
321
DNA

gccaacaagg
gcctggaagy
cagagcaaca
rcccacagaa

gcecectacag

gcacctacag

tctacgectg
ggggagagty

sapiens

aggccaacce
ccacactagt
cagatggcag
acaagtacgce
gctacagctg

aatgttcata

cctcageage
cgaagtcacc

ttag

cactgtcact
gtgtctgatc
ccecgteaag
ggccagecagc
ccaggtcacy

g

AL472PCT
accctgacge tgagcaaage

catcagggcc tgagctcgec

ctgttcccge cctcctctga
agtgacttct accegggage
gcgggagtgy agaccaccaa
tacctgagcee tgacgoccoga

catgaaggga gcaccgtgga
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agactacgag

cgtcacaaag

ggagctccaa
tgtgacagtg
accctccaaa
gcagtggaag
gaagacagtg

240
300
324

60
120
180
240
300
321



