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(a) Translated sequence of 240.g1 heavy chain, showing intron/exon boundaries
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Figure 3a

1109 —m~ Human IL-6

1004 = Rhesus IL-6 = Feedsceleoi
= 90 —&— Cynomolgus IL-6
R —O— Human CHO IL-6
o 804
5 wetees NMouse IL-6
= 70+
(o]
s 60+
[T
(o] 504
S
- 40+
=
‘= 30
£
°\° 20—

10+
0_ ;‘
-10- b i
{ 1 T 1 1 ) T 1
0.001 0.01 0.1 1 10 100 1000 10000

Conc ng/ml



WO 2007/066082 PCT/GB2006/004518
8/10

Figure 3b
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Figure 3¢
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Figure 4
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