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FIG. 3

(57) Abstract: Methods for assaying a sample of viral particles comprising a single-stranded DNA genome for strand-specificity are
disclosed. In embodiments, the methods include synthesis of a synthetic DNA strand complementary to the single-stranded DNA
genome by incorporating a modified base to yield a labeled double-stranded DNA product, purification of the labeled double- stranded
DNA product, sequencing of the purified double-stranded DNA product on a sequencer, and determining the specificity of the viral
single-stranded DNA genome based on the detection of the modified base of the synthetic DNA strand.
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