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FIG. 21

Variable region of the alpha chain of E202 TCR (SEQ ID NO: 1)

AQTVTQSQPEMSVQEAETVTLSCTYDTSESDYYLFWYKQPPSROMILVIRQEAYKQONATENRE SVNEFQK
AAKSFSLKISDSQLGDAAMYFCAYRDSRGSTLGRLYEFGRGTQLTVWP

Variable region of the beta chain of E202 TCR (SEQ ID NO: 2)

DVKVTQSSRYLVKRTGEKVFLECVQDMDHENMFWYRQDPGLGLRLIYFSYDVKMKEKGDIPEGYSVSREK
KERFSLILESASTNQTSMYLCASSLWGRKNTEAFFGQGTRLTVV

Nucleic acid sequence encoding alpha chain variable region of E202 TCR
(SEQ ID NO: 3)

GCACAAACTGTAACTCAGTCACAGCCCGAGATGAGCGTACAGGAAGCTGAAACCGTAACCTTGTCATGTA
CCTATGACACGAGCGAAAGTGACTACTACCTCTTCTGGTACAAGCAGCCGCCGAGCAGACAAATGATACT
CGTGATCCGGCAGGAAGCCTACAAGCAACAAAATGCGACCGAGAACAGGTTCAGCGTCAATTTCCAAAAG
GCTGCTAAGAGTTTCTCTTTGAAAATCAGTGACTCACAGCTCGGGGACGCCGCAATGTACTTTTGCGCTT
ATCGGGATAGTCGCGGTTCAACCCTTGGAAGACTCTATTTTGGCAGAGGGACACAACTCACCGTGTGGCC
T

Nucleic acid sequence encoding beta chain variable region of E202 TCR
(SEQ ID NO: 4)

GACGTGAAGGTCACTCAGTCTAGTAGATACTTGGTCAAAAGAACGGGTGAAAAGGTCTTTCTTGAATGCG
TCCAAGACATGGATCACGAGAATATGTTCTGGTATAGGCAGGATCCGGGCCTCGGTCTGAGGCTCATATA
CTTTAGTTATGACGTAAAAATGAAAGAGAAAGGCGATATTCCTGAAGGGTACTCAGTGTCCAGAGAGAAA
AAAGAGAGGTTCAGCCTTATTCTGGAGTCAGCGTCTACGAACCAGACTTCAATGTATCTGTGTGCTAGTT
CCTTGTGGGGCAGAAAAAACACTGAGGCCTTCTTCGGTCAAGGTACCAGACTTACAGTAGTG

VH of anti-PD-1 scFV (SEQ ID NO: 11)

QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMYWVRQAPGQGLEWIGGINP SNGGTNFNEKFKNKATM
TVDKSTSTAYMELSSLRSEDTAVYYCTRRDYNYDGGFDYWGQGTLVTVSS

VL of anti-PD-1 scFV (SEQ ID NO: 12)

DIVLTQSPATLSLSPGERATLSCRASKSVSTSGEFNYMHWYQQKPGQAPRLLIFLASNLASGVPARESGSG
SGTIDFTLTISSLEPEDFAVYYCQHGRELPLTFGQGTKLET
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Nucleic acid sequence encoding VH of anti-PD-1 scFv (SEQ ID NO: 13)

CAAGTCCAGCTTGTACAAAGCGGTGCCGAAGTGAAAAAACCGGGCGCAAGCGTCAAGGTTTCATGCAAGG
CGAGTGGATACACCTTTACCAACTATTACATGTACTGGGTGCGGCAGGCACCCGGGCAGGGACTGGAATG
GATCGGTGGTATTAACCCAAGTAATGGTGGTACAAATTTCAACGAAAAGTTTAAGAACAAAGCGACGATG
ACAGTAGACAAATCTACAAGTACCGCATACATGGAGCTGAGCTCACTGAGATCTGAGGACACCGCAGTCT
ATTACTGCACACGGCGAGATTACAATTACGATGGAGGGTTCGACTACTGGGGCCAAGGGACTTTGGTGAC
TGTATCCTCC

Nucleic acid sequence encoding VL of anti-PD-1 scFv (SEQ ID NO: 14)

GACATCGTCCTTACGCAAAGCCCGGCGACCCTCAGTTTGAGCCCTGGGGAAAGAGCAACGCTGTCTTGTA
GAGCATCCAAATCAGTCTCAACTTCTGGTTTTAATTACATGCACTGGTATCAACAGAAGCCAGGACAAGC
ACCTAGATTGCTGATCTTTCTGGCGTCAAATCTGGCCTCTGGCGTTCCAGCCCGGTTTAGCGGTTCTGGA
AGCGGAACGGACTTTACCCTTACCATATCATCACTCGAACCAGAGGACTTTGCGGTATATTACTGCCAAC
ATGGACGGGAGCTGCCCTTGACGTTTGGTCAAGGAACGAAGTTGGAGATA

Amino acid sequence of full-length alpha chain of E202 TCR (SEQ ID NO:
15)

AQTVTQSQPEMSVQEAETVTLSCTYDTSESDYYLFWYKQPPSROMILVIRQEAYKQONATENRE SVNEQK
AAKSFSLKISDSQLGDAAMYFCAYRDSRGSTLGRLYFGRGTQLTVWPDIQNPEPAVYQLKDPRSQDSTLC
LETDEDSQINVPKTMESGTFITDKTVLDMKAMDSKSNGAIAWSNQTSFTCQDIFKETNACYPSSDVPCDA
TLTEKSFETDMNLNEFQNLSVMGLRILLLKVAGEFNLLMTLRLWSS

Amino acid sequence of full-length beta chain of E202 TCR (SEQ ID NO:
16)

DVKVTQSSRYLVKRTGEKVFLECVQDMDHENMFWYRQDPGLGLRLIYFSYDVKMKEKGDIPEGYSVSREK
KERFSLILESASTNQTSMYLCASSLWGRKNTEAFFGQGTRLTVVEDLRNVTPPKVSLFEP SKAETANKQK
ATLVCLARGFFPDHVELSWWVNGKEVHSGVSTDPQAYKESNYSYCLSSRLRVCATFWHNPRNHERCQVQF
HGLSEEDKWPEGSPKPVTONISAEAWGRADCGITSASYQQGVLSATILYEILLGKATLYAVLVSTLVVMA
MVKRKNS

Nucleic acid sequence encoding full-length alpha chain of E202 TCR
(SEQ ID NO: 17)

GCACAAACTGTAACTCAGTCACAGCCCGAGATGAGCGTACAGGAAGCTGAAACCGTAACCTTGTCATGTA
CCTATGACACGAGCGAAAGTGACTACTACCTCTTCTGGTACAAGCAGCCGCCGAGCAGACAAATGATACT
CGTGATCCGGCAGGAAGCCTACAAGCAACAAAATGCGACCGAGAACAGGTTCAGCGTCAATTTCCAAAAG
GCTGCTAAGAGTTTCTCTTTGAAAATCAGTGACTCACAGCTCGGGGACGCCGCAATGTACTTTTGCGCTT
ATCGGGATAGTCGCGGTTCAACCCTTGGAAGACTCTATTTTGGCAGAGGGACACAACTCACCGTGTGGCC
TGACATCCAGAATCCAGAGCCAGCCGTGTACCAGCTGAAGGACCCTAGGAGCCAGGACTCTACCCTCTGC
CTGTTCACCGACTTCGACAGCCAGATCAACGTGCCCAAGACAATGGAGAGCGGCACCTTCATCACCGACA
AGACCGTGCTGGACATGAAGGCTATGGACAGCAAGAGCAACGGAGCCATCGCTTGGAGCAACCAGACCAG
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CTTCACTTGCCAGGACATCTTCAAGGAGACCAACGCTTGCTACCCCTCTAGCGACGTGCCTTGCGACGCC
ACACTGACAGAGAAGAGCTTCGAGACCGACATGAACCTGAACTTCCAGAACCTGAGCGTGATGGGCCTGA
GAATCCTGCTGCTGAAGGTGGCCGGATTCAACCTGCTGATGACCCTGAGGCTGTGGTCTTCC

Nucleic acid sequence encoding full-length beta chain of E202 TCR (SEQ
ID NO: 18)

GACGTGAAGGTCACTCAGTCTAGTAGATACTTGGTCAAAAGAACGGGTGAAAAGGTCTTTCTTGAATGCG
TCCAAGACATGGATCACGAGAATATGTTCTGGTATAGGCAGGATCCGGGCCTCGGTCTGAGGCTCATATA
CTTTAGTTATGACGTAAAAATGAAAGAGAAAGGCGATATTCCTGAAGGGTACTCAGTGTCCAGAGAGAAA
AAAGAGAGGTTCAGCCTTATTCTGGAGTCAGCGTCTACGAACCAGACTTCAATGTATCTGTGTGCTAGTT
CCTTGTGGGGCAGAAAAAACACTGAGGCCTTCTTCGGTCAAGGTACCAGACTTACAGTAGTGGAGGACCT
ACGTAACGTGACCCCTCCCAAGGTGTCCCTGTTCGAGCCTAGCAAGGCCGAGATCGCCAACAAGCAGAAG
GCCACACTCGTCTGCCTGGCTAGAGGCTTCTTCCCAGACCACGTGGAGCTGTCTTGGTGGGTGAACGGCA
AGGAGGTGCACTCAGGAGTGTCTACCGACCCTCAGGCCTACAAGGAGAGCAACTACAGCTACTGCCTGTC
CTCCAGACTCAGGGTCTGCGCCACCTTTTGGCACAACCCTCGGAACCACTTCCGCTGTCAGGTCCAGTTC
CACGGCCTGTCCGAGGAAGACAAGTGGCCAGAGGGCTCTCCTAAGCCAGTGACACAGAACATCAGCGCCG
AGGCTTGGGGAAGAGCCGATTGCGGAATCACCAGCGCCTCTTACCAGCAGGGAGTGCTGTCAGCTACCAT
CCTGTACGAGATCCTGCTGGGCAAGGCCACACTGTACGCAGTGCTGGTGTCCACTCTGGTCGTGATGGCT
ATGGTGAAGCGGAAGAACAGC

E6 epitope (SEQ ID NO: 19)

TIHDIILECV

Nucleic acid sequence encoding full-length E202 TCR (SEQ ID NO: 20)

ATGGCATGCCCAGGCTTTCTCTGGGCCCTCGTAATCAGCACCTGTCTTGAATTTTCTATGGCACAAACTG
TAACTCAGTCACAGCCCGAGATGAGCGTACAGGAAGCTGAAACCGTAACCTTGTCATGTACCTATGACAC
GAGCGAAAGTGACTACTACCTCTTCTGGTACAAGCAGCCGCCGAGCAGACAAATGATACTCGTGATCCGG
CAGGAAGCCTACAAGCAACAAAATGCGACCGAGAACAGGTTCAGCGTCAATTTCCAAAAGGCTGCTAAGA
GTTTCTCTTTGAAAATCAGTGACTCACAGCTCGGGGACGCCGCAATGTACTTTTGCGCTTATCGGGATAG
TCGCGGTTCAACCCTTGGAAGACTCTATTTTGGCAGAGGGACACAACTCACCGTGTGGCCTGACATCCAG
AATCCAGAGCCAGCCGTGTACCAGCTGAAGGACCCTAGGAGCCAGGACTCTACCCTCTGCCTGTTCACCG
ACTTCGACAGCCAGATCAACGTGCCCAAGACAATGGAGAGCGGCACCTTCATCACCGACAAGACCGTGCT
GGACATGAAGGCTATGGACAGCAAGAGCAACGGAGCCATCGCTTGGAGCAACCAGACCAGCTTCACTTGC
CAGGACATCTTCAAGGAGACCAACGCTTGCTACCCCTCTAGCGACGTGCCTTGCGACGCCACACTGACAG
AGAAGAGCTTCGAGACCGACATGAACCTGAACTTCCAGAACCTGAGCGTGATGGGCCTGAGAATCCTGCT
GCTGAAGGTGGCCGGATTCAACCTGCTGATGACCCTGAGGCTGTGGTCTTCCCGAGCTAAACGAGGCTCA
GGCGCGACGAACTTTAGTTTGCTGAAGCAAGCTGGGGATGTAGAGGAAAATCCGGGTCCCATGGGTATCC
GCCTTTTGTGCCGGGTAGCTTTTTGTTTTTTGGCAGTGGGCCTTGTAGACGTGAAGGTCACTCAGTCTAG
TAGATACTTGGTCAAAAGAACGGGTGAAAAGGTCTTTCTTGAATGCGTCCAAGACATGGATCACGAGAAT
ATGTTCTGGTATAGGCAGGATCCGGGCCTCGGTCTGAGGCTCATATACTTTAGTTATGACGTAAAAATGA
AAGAGAAAGGCGATATTCCTGAAGGGTACTCAGTGTCCAGAGAGAAAAAAGAGAGGTTCAGCCTTATTCT
GGAGTCAGCGTCTACGAACCAGACTTCAATGTATCTGTGTGCTAGTTCCTTGTGGGGCAGAAAAAACACT
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GAGGCCTTCTTCGGTCAAGGTACCAGACTTACAGTAGTGGAGGACCTACGTAACGTGACCCCTCCCAAGG
TGTCCCTGTTCGAGCCTAGCAAGGCCGAGATCGCCAACAAGCAGAAGGCCACACTCGTCTGCCTGGCTAG
AGGCTTCTTCCCAGACCACGTGGAGCTGTCTTGGTGGGTGAACGGCAAGGAGGTGCACTCAGGAGTGTCT
ACCGACCCTCAGGCCTACAAGGAGAGCAACTACAGCTACTGCCTGTCCTCCAGACTCAGGGTCTGCGCCA
CCTTTTGGCACAACCCTCGGAACCACTTCCGCTGTCAGGTCCAGTTCCACGGCCTGTCCGAGGAAGACAA
GTGGCCAGAGGGCTCTCCTAAGCCAGTGACACAGAACATCAGCGCCGAGGCTTGGGGAAGAGCCGATTGC
GGAATCACCAGCGCCTCTTACCAGCAGGGAGTGCTGTCAGCTACCATCCTGTACGAGATCCTGCTGGGCA
AGGCCACACTGTACGCAGTGCTGGTGTCCACTCTGGTCGTGATGGCTATGGTGAAGCGGAAGAACAGC

P2A sequence (SEQ ID NO:21)

RAKRGSGATNF SLLKQAGDVEENPGP

Single chain anti-PD1l (vH+linker+vL) amino acid sequence

(SEQ ID NO: 22)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMYWVRQAPGQGLEWIGGINP SNGGTNEFNEKFKNKATM
TVDKSTSTAYMELSSLRSEDTAVYYCTRRDYNYDGGFDYWGQGTLVIVSSGGGGSGGGGSGGGGSDIVLT
QSPATLSLSPGERATLSCRASKSVSTSGEFNYMHWYQQOKPGOQAPRLLIFLASNLASGVPARFSGSGSGTDFE
TLTISSLEPEDFAVYYCQHGRELPLTFGQGTKLET

Single chain anti-PD1l (vH+linker+vL) nucleic acid sequence

(SEQ ID NO: 23)
CAAGTCCAGCTTGTACAAAGCGGTGCCGAAGTGAAAAAACCGGGCGCAAGCGTCAAGGTTTCATGCAAGG
CGAGTGGATACACCTTTACCAACTATTACATGTACTGGGTGCGGCAGGCACCCGGGCAGGGACTGGAATG
GATCGGTGGTATTAACCCAAGTAATGGTGGTACAAATTTCAACGAAAAGTTTAAGAACAAAGCGACGATG
ACAGTAGACAAATCTACAAGTACCGCATACATGGAGCTGAGCTCACTGAGATCTGAGGACACCGCAGTCT
ATTACTGCACACGGCGAGATTACAATTACGATGGAGGGTTCGACTACTGGGGCCAAGGGACTTTGGTGAC
TGTATCCTCCGGCGGCGGAGGGTCAGGTGGAGGAGGAAGCGGTGGAGGAGGTAGTGACATCGTCCTTACG
CARAAGCCCGGCGACCCTCAGTTTGAGCCCTGGGGAAAGAGCAACGCTGTCTTGTAGAGCATCCARAATCAG
TCTCAACTTCTGGTTTTAATTACATGCACTGGTATCAACAGAAGCCAGGACAAGCACCTAGATTGCTGAT
CTTTCTGGCGTCAAATCTGGCCTCTGGCGTTCCAGCCCGGTTTAGCGGTTCTGGAAGCGGAACGGACTTT
ACCCTTACCATATCATCACTCGAACCAGAGGACTTTGCGGTATATTACTGCCAACATGGACGGGAGCTGC
CCTTGACGTTTGGTCAAGGAACGAAGTTGGAGATA

E202 TCR + anti-PD1l amino acid sequence
(Va+Ca+P2A+Vb+Cb+T2A+vH+1linker+vL)

(SEQ ID NO: 24)
MACPGFLWALVISTCLEFSMAQTVTQSQPEMSVQEAETVTLSCTYDTSESDYYLEFWYKQPPSROMILVIR
QEAYKQONATENREF SVNFQKAAKSEF SLKISDSQLGDAAMYFCAYRDSRGSTLGRLYFGRGTQLTVWPDIQ
NPEPAVYQLKDPRSQDSTLCLFTDFDSQINVPKTMESGTF ITDKTVLDMKAMD SKSNGAIAWSNQTSFTC
QDIFKETNACYPSSDVPCDATLTEKSFETDMNLNFQONLSVMGLRILLLKVAGENLLMTLRLWS SRAKRGS
GATNFSLLKQAGDVEENPGPMGIRLLCRVAFCFLAVGLVDVKVTQSSRYLVKRTGEKVFLECVQDMDHEN
MEFWYRQDPGLGLRLIYFSYDVKMKEKGDIPEGYSVSREKKERFSLILESASTNQTSMYLCASSLWGRKNT
EAFFGQGTRLTVVEDLRNVTPPKVSLFEP SKAETANKQKATLVCLARGFFPDHVELSWWVNGKEVHSGVS
TDPQAYKESNYSYCLSSRLRVCATFWHNPRNHFRCQVQFHGLSEEDKWPEGSPKPVTQNISAEAWGRADC
GITSASYQQGVLSATILYEILLGKATLYAVLVSTLVVMAMVKRKNSRAKRGSGEGRGSLLTCGDVEENPG
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PMYRMQLLSCIALSLALVTINSQVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMYWVRQAPGQGLEWIG
GINPSNGGTNFNEKFKNKATMTVDKSTSTAYMELSSLRSEDTAVYYCTRRDYNYDGGEFDYWGQGTLVTVS
SGGGGSGGGGSGGGGSDIVLTQSPATLSLSPGERATLSCRASKSVSTSGENYMHWYQQKPGQAPRLLIFL
ASNLASGVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHGRELPLTFGQGTKLETI

E202 TCR + anti-PD1l nucleic acid sequence
(Va+Ca+P2A+Vb+Cb+T2A+vH+1linker+vL)

(SEQ ID NO: 25)
ATGGCATGCCCAGGCTTTCTCTGGGCCCTCGTAATCAGCACCTGTCTTGAATTTTCTATGGCACAAACTG
TAACTCAGTCACAGCCCGAGATGAGCGTACAGGAAGCTGAAACCGTAACCTTGTCATGTACCTATGACAC
GAGCGAAAGTGACTACTACCTCTTCTGGTACAAGCAGCCGCCGAGCAGACAAATGATACTCGTGATCCGG
CAGGAAGCCTACAAGCAACAAAATGCGACCGAGAACAGGTTCAGCGTCAATTTCCAAAAGGCTGCTAAGA
GTTTCTCTTTGAAAATCAGTGACTCACAGCTCGGGGACGCCGCAATGTACTTTTGCGCTTATCGGGATAG
TCGCGGTTCAACCCTTGGAAGACTCTATTTTGGCAGAGGGACACAACTCACCGTGTGGCCTGACATCCAG
AATCCAGAGCCAGCCGTGTACCAGCTGAAGGACCCTAGGAGCCAGGACTCTACCCTCTGCCTGTTCACCG
ACTTCGACAGCCAGATCAACGTGCCCAAGACAATGGAGAGCGGCACCTTCATCACCGACAAGACCGTGCT
GGACATGAAGGCTATGGACAGCAAGAGCAACGGAGCCATCGCTTGGAGCAACCAGACCAGCTTCACTTGC
CAGGACATCTTCAAGGAGACCAACGCTTGCTACCCCTCTAGCGACGTGCCTTGCGACGCCACACTGACAG
AGAAGAGCTTCGAGACCGACATGAACCTGAACTTCCAGAACCTGAGCGTGATGGGCCTGAGAATCCTGCT
GCTGAAGGTGGCCGGATTCAACCTGCTGATGACCCTGAGGCTGTGGTCTTCCCGAGCTAAACGAGGCTCA
GGCGCGACGAACTTTAGTTTGCTGAAGCAAGCTGGGGATGTAGAGGAAAATCCGGGTCCCATGGGTATCC
GCCTTTTGTGCCGGGTAGCTTTTTGTTTTTTGGCAGTGGGCCTTGTAGACGTGAAGGTCACTCAGTICTAG
TAGATACTTGGTCAAAAGAACGGGTGAAAAGGTCTTTCTTGAATGCGTCCAAGACATGGATCACGAGAAT
ATGTTCTGGTATAGGCAGGATCCGGGCCTCGGTCTGAGGCTCATATACTTTAGTTATGACGTAAAAATGA
AAGAGAAAGGCGATATTCCTGAAGGGTACTCAGTGTCCAGAGAGAAAAAAGAGAGGTTCAGCCTTATTCT
GGAGTCAGCGTCTACGAACCAGACTTCAATGTATCTGTGTGCTAGTTCCTTGTGGGGCAGAAAAAACACT
GAGGCCTTCTTCGGTCAAGGTACCAGACTTACAGTAGTGGAGGACCTACGTAACGTGACCCCTCCCAAGG
TGTCCCTGTTCGAGCCTAGCAAGGCCGAGATCGCCAACAAGCAGAAGGCCACACTCGTCTGCCTGGCTAG
AGGCTTCTTCCCAGACCACGTGGAGCTGTCTTGGTGGGTGAACGGCAAGGAGGTGCACTCAGGAGTGTCT
ACCGACCCTCAGGCCTACAAGGAGAGCAACTACAGCTACTGCCTGTCCTCCAGACTCAGGGTCTGCGCCA
CCTTTTGGCACAACCCTCGGAACCACTTCCGCTGTCAGGTCCAGTTCCACGGCCTGTCCGAGGAAGACAA
GTGGCCAGAGGGCTCTCCTAAGCCAGTGACACAGAACATCAGCGCCGAGGCTTGGGGAAGAGCCGATTGC
GGAATCACCAGCGCCTCTTACCAGCAGGGAGTGCTGTCAGCTACCATCCTGTACGAGATCCTGCTGGGCA
AGGCCACACTGTACGCAGTGCTGGTGTCCACTCTGGTCGTGATGGCTATGGTGAAGCGGAAGAACAGCAG
AGCCAAGCGGGGCTCTGGCGAGGGCAGAGGCTCTCTGCTGACCTGCGGAGATGTGGAAGARAAATCCCGGC
CCTATGTACAGAATGCAGCTGTTIGTCTTGTATTGCCCTTTCTCTCGCCCTCGTAACAAATTCACAAGTCC
AGCTTGTACAAAGCGGTGCCGAAGTGAAAAAACCGGGCGCAAGCGTCAAGGTTTCATGCAAGGCGAGTGG
ATACACCTTTACCAACTATTACATGTACTGGGTGCGGCAGGCACCCGGGCAGGGACTGGAATGGATCGGT
GGTATTAACCCAAGTAATGGTGGTACAAATTTCAACGAAAAGTTTAAGAACAAAGCGACGATGACAGTAG
ACAAATCTACAAGTACCGCATACATGGAGCTGAGCTCACTGAGATCTGAGGACACCGCAGTCTATTACTG
CACACGGCGAGATTACAATTACGATGGAGGGTTCGACTACTGGGGCCAAGGGACTTTGGTGACTGTATCC
TCCGGCGGCGGAGGGTCAGGTGGAGGAGGAAGCGGTGGAGGAGGTAGTGACATCGTCCTTACGCAAAGCC
CGGCGACCCTCAGTTTGAGCCCTGGGGAAAGAGCAACGCTGTCTTGTAGAGCATCCAAATCAGTCTCAAC
TTCTGGTTTTAATTACATGCACTGGTATCAACAGAAGCCAGGACAAGCACCTAGATTGCTGATCTTTCTG
GCGTCAAATCTGGCCTCTGGCGTTCCAGCCCGGTTTAGCGGTTCTGGAAGCGGAACGGACTTTACCCTTA
CCATATCATCACTCGAACCAGAGGACTTTGCGGTATATTACTGCCAACATGGACGGGAGCTGCCCTTGAC
GTTTGGTCAAGGAACGAAGTTGGAGATA
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Nucleic acid sequence of full-length vector sequence of E202 TCR (SEQ
ID NO: 26)

TGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATT
ACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACG
AAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTA
AAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATC
AGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGA
TAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACC
GGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTA
TCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGC
GCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTC
CGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGT
CCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATT
CTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGA
ATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGA
ACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGA
GATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTC
TGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATA
CTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATAT
TTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGT
CTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTCGCG
CGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAG
CGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAA
CTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATACCGCACAGATGCGTA
AGGAGAAAATACCGCATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGC
GGGCCTCTTCGCTATTACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCC
AGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGAATTAGTACTCTAGCTTAAGTAACGCCAT
TTTGCAAGGCATGGAAAATACATAACTGAGAATAGAGAAGTTCAGATCAAGGTTAGGAACAGAGAGACAG
CAGAATATGGGCCAAACAGGATATCTGTGGTAAGCAGTTCCTGCCCCGGCTCAGGGCCAAGAACAGTTGG
AACAGCAGAATATGGGCCAAACAGGATATCTGTGGTAAGCAGTTCCTGCCCCGGCTCAGGGCCAAGAACA
GATGGTCCCCAGATGCGGTCCCGCCCTCAGCAGTTTCTAGAGAACCATCAGATGTTTCCAGGGTGCCCCA
AGGACCTGAAATGACCCTGTGCCTTATTTGAACTAACCAATCAGTTCGCTTCTCGCTTCTGTTCGCGCGC
TTCTGCTCCCCGAGCTCAATAAAAGAGCCCACAACCCCTCACTCGGCGCGCCAGTCCTCCGATAGACTGC
GTCGCCCGGGTACCCGTATTCCCAATAAAGCCTCTTGCTGTTTGCATCCGAATCGTGGACTCGCTGATCC
TTGGGAGGGTCTCCTCAGATTGATTGACTGCCCACCTCGGGGGTCTTTCATTTGGAGGTTCCACCGAGAT
TTGGAGACCCCTGCCCAGGGACCACCGACCCCCCCGCCGGGAGGTAAGCTGGCCAGCGGTCGTTTCGTGT
CTGTCTCTGTICTTTGTGCGTGTTTGTGCCGGCATCTAATGTTTGCGCCTGCGTCTGTACTAGTTGGCTAA
CTAGATCTGTATCTGGCGGTCCCGCGGAAGAACTGACGAGTTCGTATTCCCGGCCGCAGCCCCTGGGAGA
CGTCCCAGCGGCCTCGGGGGCCCGTTTTGTGGCCCATTCTGTATCAGTTAACCTACCCGAGTCGGACTTT
TTGGAGCTCCGCCACTGTCCGAGGGGTACGTGGCTTTGTTGGGGGACGAGAGACAGAGACACTTCCCGCC
CCCGTCTGAATTTTTGCTTTCGGTTTTACGCCGAAACCGCGCCGCGCGTCTTGTCTGCTGCAGCATCGTT
CTGTGTTGICTCTGTCTGACTGTGTTTCTGTATTTGTCTGAAAATTAGCTCGACAAAGTTAAGTAATAGT
CCCTCTCTCCAAGCTCACTTACAGGCGGCCGCGCCACCATGGCATGCCCAGGCTTTCTCTGGGCCCTCGT
AATCAGCACCTGTCTTGAATTTTCTATGGCACAAACTGTAACTCAGTCACAGCCCGAGATGAGCGTACAG
GAAGCTGAAACCGTAACCTTGTCATGTACCTATGACACGAGCGAAAGTGACTACTACCTCTTCTGGTACA
AGCAGCCGCCGAGCAGACAAATGATACTCGTGATCCGGCAGGAAGCCTACAAGCAACAAAATGCGACCGA
GAACAGGTTCAGCGTCAATTTCCAAAAGGCTGCTAAGAGTTTCTCTTTGAAAATCAGTGACTCACAGCTC
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GGGGACGCCGCAATGTACTTTTGCGCTTATCGGGATAGTCGCGGTTCAACCCTTGGAAGACTCTATTTTG
GCAGAGGGACACAACTCACCGTGTGGCCTGACATCCAGAATCCAGAGCCAGCCGTGTACCAGCTGAAGGA
CCCTAGGAGCCAGGACTCTACCCTCTGCCTGTTCACCGACTTCGACAGCCAGATCAACGTGCCCAAGACA
ATGGAGAGCGGCACCTTCATCACCGACAAGACCGTGCTGGACATGAAGGCTATGGACAGCAAGAGCAACG
GAGCCATCGCTTGGAGCAACCAGACCAGCTTCACTTGCCAGGACATCTTCAAGGAGACCAACGCTTGCTA
CCCCTCTAGCGACGTGCCTTGCGACGCCACACTGACAGAGAAGAGCTTCGAGACCGACATGAACCTGAAC
TTCCAGAACCTGAGCGTGATGGGCCTGAGAATCCTGCTGCTGAAGGTGGCCGGATTCAACCTGCTGATGA
CCCTGAGGCTGTGGTCTTCCCGAGCTAAACGAGGCTCAGGCGCGACGAACTTTAGTTTGCTGAAGCAAGC
TGGGGATGTAGAGGAAAATCCGGGTCCCATGGGTATCCGCCTTTTGTGCCGGGTAGCTTTTTGTTTITTTG
GCAGTGGGCCTTGTAGACGTGAAGGTCACTCAGTCTAGTAGATACTTGGTCAAAAGAACGGGTGAAAAGG
TCTTTCTTGAATGCGTCCAAGACATGGATCACGAGAATATGTTCTGGTATAGGCAGGATCCGGGCCTCGG
TCTGAGGCTCATATACTTTAGTTATGACGTAAAAATGAAAGAGAAAGGCGATATTCCTGAAGGGTACTCA
GTGTCCAGAGAGAAAAAAGAGAGGTTCAGCCTTATTCTGGAGTCAGCGTCTACGAACCAGACTTCAATGT
ATCTGTGTGCTAGTTCCTTGTGGGGCAGAAAAAACACTGAGGCCTTCTTCGGTCAAGGTACCAGACTTAC
AGTAGTGGAGGACCTACGTAACGTGACCCCTCCCAAGGTGTCCCTGTTCGAGCCTAGCAAGGCCGAGATC
GCCAACAAGCAGAAGGCCACACTCGTCTGCCTGGCTAGAGGCTTCTTCCCAGACCACGTGGAGCTGTCTT
GGTGGGTGAACGGCAAGGAGGTGCACTCAGGAGTGTCTACCGACCCTCAGGCCTACAAGGAGAGCAACTA
CAGCTACTGCCTGTCCTCCAGACTCAGGGTCTGCGCCACCTTTTGGCACAACCCTCGGAACCACTTCCGC
TGTCAGGTCCAGTTCCACGGCCTGTCCGAGGAAGACAAGTGGCCAGAGGGCTCTCCTAAGCCAGTGACAC
AGAACATCAGCGCCGAGGCTTGGGGAAGAGCCGATTGCGGAATCACCAGCGCCTCTTACCAGCAGGGAGT
GCTGTCAGCTACCATCCTGTACGAGATCCTGCTGGGCAAGGCCACACTGTACGCAGTGCTGGTGTCCACT
CTGGTCGTGATGGCTATGGTGAAGCGGAAGAACAGCTAGGAATTCGAGCATCTTACCGCCATTTATTCCC
ATATTTGTTCTGTTTTTCTTGATTTGGGTATACATTTAAATGTTAATAAAACAAAATGGTGGGGCAATCA
TTTACATTTTATGGGATATGTAATTACTAGTTCAGGTGTATTGCCACAAGACAAACATGTTAAGAAACTT
TCCCGTTATTTACGCTCTGTTCCTGTTAATCAACCTCTGGATTACAAAATTTGTGAAAGATTGACTGATA
TTCTTAACTATGTTGCTCCTTTTACGCTGTGTGGATATGCTGCTTTAATGCCTCTGTATCATGCTATTGC
TTCCCGTACGGCTTTCGTTTTCTCCTCCTTGTATAAATCCTGGTTGCTGTCTCTTTATGAGGAGTTGTGG
CCCGTTGTCCGTCAACGTGGCGTGGTGTGCTCTGTGTTTGCTGACGCAACCCCCACTGGCTGGGGCATTG
CCACCACCTGTCAACTCCTTTCTGGGACTTTCGCTTTCCCCCTCCCGATCGCCACGGCAGAACTCATCGC
CGCCTGCCTTGCCCGCTGCTGGACAGGGGCTAGGTTGCTGGGCACTGATAATTCCGTGGTGTTGTCGGGG
AAGCTGACGTCCTTTCCATGGCTGCTCGCCTGTGTTGCCAACTGGATCCTGCGCGGGACGTCCTTCTGCT
ACGTCCCTTCGGCTCTCAATCCAGCGGACCTCCCTTCCCGAGGCCTTCTGCCGGTTCTGCGGCCTCTCCC
GCGTCTTCGCTTTCGGCCTCCGACGAGTCGGATCTCCCTTTGGGCCGCCTCCCCGCCTGTTTCGCCTCGG
CGTCCGGTCCGTGTTGCTTGGTCGTCACCTGTGCAGAATTGCGAACCATGGATTCCACCGTGAACTTTGT
CTCCTGGCATGCAAATCGTCAACTTGGCATGCCAAGAATAATTCGGATCCAAGCTTAGGCCTGCTCGCTT
TCTTGCTGTCCCATTTCTATTAAAGGTTCCTTTGTTCCCTAAGTCCAACTACTAAACTGGGGGATATTAT
GAAGGGCCTTGAGCATCTGGATTCTGCCTAGCGCTAAGCTTAACACGAGCCATAGATAGAATAAAAGATT
TTATTTAGTCTCCAGAAAAAGGGGGGAATGAAAGACCCCACCTGTAGGTTTGGCAAGCTAGCTTAAGTAA
CGCCATTTTGCAAGGCATGGAAAATACATAACTGAGAATAGAGAAGTTCAGATCAAGGTTAGGAACAGAG
AGACAGCAGAATATGGGCCAAACAGGATATCTGTGGTAAGCAGTTCCTGCCCCGGCTCAGGGCCAAGAAC
AGTTGGAACAGCAGAATATGGGCCAAACAGGATATCTGTGGTAAGCAGTTCCTGCCCCGGCTCAGGGCCA
AGAACAGATGGTCCCCAGATGCGGTCCCGCCCTCAGCAGTTTCTAGAGAACCATCAGATGTTTCCAGGGT
GCCCCAAGGACCTGAAATGACCCTGTGCCTTATTTGAACTAACCAATCAGTTCGCTTCTCGCTTCTGTTC
GCGCGCTTCTGCTCCCCGAGCTCAATAAAAGAGCCCACAACCCCTCACTCGGCGCGCCAGTCCTCCGATA
GACTGCGTCGCCCGGGTACCCGTGTTCTCAATAAACCCTCTTGCAGTTGCATCCGACTCGTGGTCTCGCT
GTTCCTTGGGAGGGTCTCCTCTGAGTGATTGACTGCCCACCTCGGGGGTCTTTCATTCTCGAGCAGCTTG
GCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAG
CCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTC
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ACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGA
GGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGC
GGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAA
GAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCAT
AGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGAC
TATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTAC
CGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTC
AGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCG
CCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCAC
TGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTAC
GGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGT

Variable region of the alpha chain of E203 TCR (SEQ ID NO: 45)

LAKTTQPISMDSYEGQEVNITCSHNNIATNDYITWYQQFPSQGPRFIIQGYKTKVINEVASLE IPADRKS
STLSLPRVSLSDTAVYYCLALSMDSSYKLIFGSGTRLLVRP

Variable region of the beta chain of E203 TCR (SEQ ID NO: 46)

DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDR
FSAKMPNASFSTLKIQPSEPRDSAVYFCASSLAQRSAPEAFFGQGTRLTVV

Variable region of the alpha chain of E204 TCR (SEQ ID NO: 47)

LAKTTQPISMDSYEGQEVNITCSHNNIATNDYITWYQQFPSQGPRFIIQGYKTKVTINEVASLE T
PADRKSSTLSLPRVSLSDTAVYYCLVGDGNMVVLQTSSSLELALCLLSSQ

Variable region of the beta chain of E204 TCR (SEQ ID NO: 48)

DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDR
FSAKMPNASFSTLKIQPSEPRDSAVYFCASSLAQRSAPEAFFGQGTRLTVV

Variable region of the alpha chain of E205 TCR (SEQ ID NO: 49)

TQLLEQSPQFLSIQEGENLTVYCNSSSVESSLOWYRQEPGEGPVLLVTVVTGGEVKKLKRLTFEQ
FGDARKDSSLHITAAQPGDTGLYLCAGVSARLMFGDGTQLVVKP

Variable region of the beta chain of E205 TCR (SEQ ID NO: 50)

SAVISQKPSRDICQRGTSLTIQCQVDSQVTMMEWYRQQPGQSLTLIATANQGSEATYESGEVID
KFPISRPNLTESTLTVSNMSPEDSSIYLCSAVGGPKVPGAEAFFGQGTRLTVV
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Amino acid sequence of full-length alpha chain of E203 TCR (SEQ ID NO:
51)

LAKTTQPISMDSYEGQEVNITCSHNNIATNDYITWYQQFPSQGPRFITIQGYKTKVINEVASLE IPADRKS
STLSLPRVSLSDTAVYYCLALSMDSSYKLIFGSGTRLLVRPDIQNPEPAVYQLKDPRSQDSTLCLETDED
SQINVPKTMESGTFITDKTVLDMKAMD SKSNGAIAWSNQTSFTCOQDIFKETNACYPSSDVPCDATLTEKS
FETDMNLNFQNLSVMGLRILLLKVAGENLLMTLRLWSS

Amino acid sequence of full-length beta chain of E203 TCR (SEQ ID NO:
52)

DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVP IDDSGMPEDRE SAKMP
NASFSTLKIQPSEPRDSAVYFCASSLAQRSAPEAFFGQGTRLTVVEDLRNVTPPKVSLFEP SKAEIANKQ
KATLVCLARGFFPDHVELSWWVNGKEVHSGVSTDPQAYKESNYSYCLSSRLRVCATEWHNPRNHEFRCQVQ
FHGLSEEDKWPEGSPKPVTONISAEAWGRADCGITSASYQQGVLSATILYEILLGKATLYAVLVSTLVVM
AMVKRKNS

Amino acid sequence of full-length alpha chain of E204 TCR (SEQ ID NO:
53)

LAKTTQPISMDSYEGQEVNITCSHNNIATNDYITWYQQFPSQGPRFITIQGYKTKVINEVASLE IPADRKS
STLSLPRVSLSDTAVYYCLVGDGNMVVLQTSSSLELALCLLSSQDIQNPEPAVYQLKDPRSQDSTLCLET
DFDSQINVPKTMESGTFITDKTVLDMKAMDSKSNGAIAWSNQTSFTCODIFKETNACYPSSDVPCDATLT
EKSFETDMNLNFQONLSVMGLRILLLKVAGEFNLLMTLRLWSS

Amino acid sequence of full-length beta chain of E204 TCR (SEQ ID NO:
54)

DAGVIQSPRHEVTEMGQEVTLRCKPISGHDYLFWYRQTMMRGLELLIYFNNNVP IDDSGMPEDRFE SAKMP
NASFSTLKIQPSEPRDSAVYFCASSLAQRSAPEAFFGQGTRLTVVEDLRNVTPPKVSLFEP SKAETIANKQ
KATLVCLARGFFPDHVELSWWVNGKEVHSGVSTDPQAYKESNYSYCLSSRLRVCATFWHNPRNHEFRCQVQ
FHGLSEEDKWPEGSPKPVTQONISAEAWGRADCGITSASYQQGVLSATILYEILLGKATLYAVLVSTLVVM
AMVKRKNS

Amino acid sequence of full-length alpha chain of E205 TCR (SEQ ID NO:
55)

TQLLEQSPQFLSIQEGENLTVYCNSSSVEFSSLOWYRQEPGEGPVLLVTVVITGGEVKKLKRLTFQFGDARK
DSSLHITAAQPGDTGLYLCAGVSARLMEGDGTQLVVKPDIQNPEPAVYQLKDPRSQDSTLCLETDEDSQI
NVPKTMESGTFITDKTVLDMKAMD SKSNGAIAWSNQTSFTCODIFKETNACYPSSDVPCDATLTEKSFET
DMNLNEQNLSVMGLRILLLKVAGENLLMTLRLWSS
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Amino acid sequence of full-length beta chain of E205 TCR (SEQ ID NO:
56)

SAVISQKPSRDICQRGTSLTIQCQVDSQVITMMEWYRQQOPGQSLTLIATANQGSEATYESGFVIDKFPISR
PNLTFSTLTVSNMSPEDSSIYLCSAVGGPKVPGAEAFFGQGTRLTVVEDLRNVTPPKVSLFEP SKAETIAN
KOKATLVCLARGFFPDHVELSWWVNGKEVHSGVSTDPQAYKESNYSYCLSSRLRVCATFWHNPRNHERCQ
VQFHGLSEEDKWPEGSPKPVTQNISAEAWGRADCGITSASYQQGVLSATILYEILLGKATLYAVLVSTLV
VMAMVKRKNS

Nucleic acid sequence encoding full-length alpha chain of E203 TCR
(SEQ ID NO: 57)

CTTGCCAAGACTACACAGCCTATTTCAATGGATAGTTACGAGGGTCAAGAAGTGAATATAACGTGCTCTC
ACAACAACATAGCCACTAACGATTATATTACATGGTATCAGCAGTTCCCGTCCCAAGGACCCAGGTTCAT
AATTCAGGGCTACAAAACAAAAGTCACTAATGAAGTCGCGTCCCTGTTCATACCTGCGGATCGAAAGAGT
TCAACTCTTAGTCTCCCCCGAGTCAGTCTGTCCGACACCGCTGTATATTACTGTCTTGCTCTGTCCATGG
ACTCTTCCTATAAATTGATTTTCGGCTCTGGCACTCGGCTTCTCGTCCGGCCGgacatccagaatccaga
gccagccgtgtaccagctgaaggaccctaggagccaggactctaccctectgectgttcaccgacttcgac
agccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaagaccgtgctggacatga
aggctatggacagcaagagcaacggagccatcgcttggagcaaccagaccagcttcacttgccaggacat
cttcaaggagaccaacgcttgctacccctctagecgacgtgeccttgcgacgccacactgacagagaagagc
ttcgagaccgacatgaacctgaacttccagaacctgagcgtgatgggecctgagaatcctgectgectgaagg
tggccggattcaacctgctgatgaccctgaggctgtggtcecttcece

Nucleic acid sequence encoding full-length beta chain of E203 TCR (SEQ
ID NO: 58)

GACGCCGGTGTTATTCAGTCCCCACGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTGAGGTGTA
AACCCATATCAGGGCATGATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGCTCCTCAT
TTACTTCAACAACAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAAGATGCCT
AATGCGAGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTTTGTGCAA
GCTCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTGTCgagga
cctacgtaacgtgacccctcccaaggtgtcececctgttcgagectagcaaggeccgagatcgeccaacaagcag
aaggccacactcgtctgcctggctagaggcttcttcccagaccacgtggagectgtcttggtgggtgaacyg
gcaaggaggtgcactcaggagtgtctaccgaccctcaggcctacaaggagagcaactacagctactgect
gtcctccagactcagggtctgcgccaccttttggcacaaccctecggaaccacttcecgetgtcaggtccag
ttccacggcctgtccgaggaagacaagtggccagagggctctcecctaageccagtgacacagaacatcageg
ccgaggcttggggaagagccgattgcggaatcaccagcgcecctcttaccagcagggagtgctgtcagetac
catcctgtacgagatcctgctgggcaaggccacactgtacgcagtgctggtgtccactctggtcgtgatg
gctatggtgaagcggaagaacagc

Nucleic acid sequence encoding full-length alpha chain of E204 TCR
(SEQ ID NO: 59)

CTGGCGAAAACGACACAACCTATCTCTATGGATAGTTACGAGGGCCAAGAGGTCAACATAACCTGTTCCC
ACAACAATATAGCCACCAATGATTACATTACATGGTATCAACAATTTCCCTCCCAAGGCCCCCGATTCAT
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TATACAGGGTTATAAAACGAAGGTGACAAATGAGGTAGCGAGTCTGTTCATTCCAGCGGATCGAAAATCC
AGTACGCTCTCCTTGCCCCGCGTGTCCTTGTCCGATACCGCTGTGTACTACTGCCTCGTTGGAGACGGGA
ATATGGTGGTACTCCAGACCAGTTCTAGTCTTGAGCTTGCTTTGTGTCTTCTTTCCAGCCAGgacatcca
gaatccagagccagccgtgtaccagctgaaggaccctaggagccaggactctaccctcectgectgttcacce
gacttcgacagccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaagaccgtgce
tggacatgaaggctatggacagcaagagcaacggagccatcgcttggagcaaccagaccagcttcacttg
ccaggacatcttcaaggagaccaacgcttgctacccctctagecgacgtgecttgcgacgccacactgaca
gagaagagcttcgagaccgacatgaacctgaacttccagaacctgagcgtgatgggcctgagaatcctge
tgctgaaggtggccggattcaacctgctgatgaccctgaggectgtggtcttcece

Nucleic acid sequence encoding full-length beta chain of E204 TCR (SEQ
ID NO: 60)

GACGCCGGTGTTATTCAGTCCCCACGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTGAGGTGTA
AACCCATATCAGGGCATGATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGCTCCTCAT
TTACTTCAACAACAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAAGATGCCT
AATGCGAGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTTTGTGCAA
GCTCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTGTCgagga
cctacgtaacgtgacccctcccaaggtgtcecctgttcgagectagcaaggeccgagatcgeccaacaagcag
aaggccacactcgtctgcctggctagaggcttcttcccagaccacgtggagectgtcttggtgggtgaacg
gcaaggaggtgcactcaggagtgtctaccgaccctcaggcctacaaggagagcaactacagctactgect
gtcctccagactcagggtctgcgccaccttttggcacaaccctcggaaccacttccecgetgtcaggtceccag
ttccacggcctgtccgaggaagacaagtggccagagggctctcecctaageccagtgacacagaacatcageg
ccgaggcttggggaagagccgattgcggaatcaccagcgcecctcttaccagcagggagtgctgtcagetac
catcctgtacgagatcctgctgggcaaggccacactgtacgcagtgctggtgtccactctggtcgtgatyg
gctatggtgaagcggaagaacagc

Nucleic acid sequence encoding full-length alpha chain of E205 TCR
(SEQ ID NO: 61)

ACTCAACTGCTTGAACAAAGCCCTCAGTTCTTGTCTATCCAGGAGGGTGAGAATCTTACAGTGTATTGTA
ACAGCAGCTCCGTGTTTTCCTCACTGCAATGGTACCGACAAGAACCAGGTGAGGGACCAGTACTCTTGGT
TACGGTGGTAACCGGCGGGGAAGTAAAAAAACTTAAACGCCTCACCTTTCAATTTGGAGATGCCAGAAAG
GACAGCAGTCTTCACATTACAGCCGCGCAACCAGGAGATACTGGCCTCTATCTTTGCGCAGGCGTAAGCG
CCCGGCTGATGTTTGGTGACGGGACACAACTTGTAGTAAAGCCGgacatccagaatccagageccagcecegt
gtaccagctgaaggaccctaggagccaggactctaccctctgectgttcaccgacttcgacagccagatce
aacgtgcccaagacaatggagagcggcaccttcatcaccgacaagaccgtgctggacatgaaggctatgg
acagcaagagcaacggagccatcgcttggagcaaccagaccagcttcacttgccaggacatcttcaagga
gaccaacgcttgctacccctctagecgacgtgeccttgcgacgccacactgacagagaagagcttcgagacce
gacatgaacctgaacttccagaacctgagcgtgatgggcctgagaatcctgectgctgaaggtggccggat
tcaacctgctgatgaccctgaggctgtggtcttcecce

Nucleic acid sequence encoding full-length beta chain of E205 TCR (SEQ
ID NO: 62)

35/50



WO 2021/155830 PCT/CN2021/075388

TCCGCCGTGATTTCACAGAAGCCGTCCAGAGACATCTGCCAACGAGGAACGTCTCTTACAATACAGTGCC
AAGTCGATTCCCAAGTAACGATGATGTTTTGGTACAGACAGCAGCCAGGACAGTCACTGACGCTCATAGC
TACCGCGAATCAAGGTAGTGAAGCCACCTATGAGTCCGGGTTCGTTATAGATAAGTTCCCTATCTCTCGC
CCCAATCTTACATTTAGCACGTTGACAGTTTCAAACATGTCCCCCGAAGATAGCAGTATCTACCTTTGTA
GTGCTGTAGGTGGGCCAAAAGTCCCCGGTGCTGAAGCGTTTTTTGGGCAAGGAACCCGATTGACCGTAGT
Ggaggacctacgtaacgtgacccctcccaaggtgtcectgttcgagecctagcaaggccgagatcgeccaac
aagcagaaggccacactcgtctgcctggctagaggcttcttcccagaccacgtggagectgtcecttggtggg
tgaacggcaaggaggtgcactcaggagtgtctaccgaccctcaggcctacaaggagagcaactacagcecta
ctgcctgtcctccagactcagggtctgecgeccaccttttggcacaaccctcggaaccacttecgectgtcag
gtccagttccacggcctgtccgaggaagacaagtggccagagggctctecctaageccagtgacacagaaca
tcagcgccgaggcttggggaagageccgattgcggaatcaccagcecgectcttaccagcagggagtgcectgtce
agctaccatcctgtacgagatcctgctgggcaaggccacactgtacgcagtgctggtgtccactctggtce
gtgatggctatggtgaagcggaagaacagc

Nucleic acid sequence encoding full-length E203 TCR (SEQ ID NO: 63)

ATGGCAACTGGTTCAAGAACCTCACTTTTGCTTGCATTCGGCCTGCTTTGCCTCCCGTGGCTGCAAGAAG
CCTCTGCTCTTGCCAAGACTACACAGCCTATTTCAATGGATAGTTACGAGGGTCAAGAAGTGAATATAAC
GTGCTCTCACAACAACATAGCCACTAACGATTATATTACATGGTATCAGCAGTTCCCGTCCCAAGGACCC
AGGTTCATAATTCAGGGCTACAAAACAAAAGTCACTAATGAAGTCGCGTCCCTGTTCATACCTGCGGATC
GAAAGAGTTCAACTCTTAGTCTCCCCCGAGTCAGTCTGTCCGACACCGCTGTATATTACTGTCTTGCTCT
GTCCATGGACTCTTCCTATAAATTGATTTTCGGCTCTGGCACTCGGCTTCTCGTCCGGCCGgacateccag
aatccagagccagccgtgtaccagctgaaggaccctaggagccaggactctaccecctctgectgttcacecg
acttcgacagccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaagaccgtgcet
ggacatgaaggctatggacagcaagagcaacggagccatcgcttggagcaaccagaccagcttcacttgce
caggacatcttcaaggagaccaacgcttgctacccctctagcgacgtgeccttgecgacgeccacactgacag
agaagagcttcgagaccgacatgaacctgaacttccagaacctgagcgtgatgggcctgagaatcctgcet
gctgaaggtggccggattcaacctgctgatgaccctgaggctgtggtcttecccgagectaaacgaggcectca
ggcgcgacgaactttagtttgctgaagcaagctggggatgtagaggaaaatccgggtcccATGGCTACCG
GCTCTCGAACCAGTTTGCTCTTGGCGTTTGGGCTGTTGTGTCTTCCTTGTCTCCAAGAGGGGAGTGCCGA
CGCCGGTGTTATTCAGTCCCCACGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTGAGGTGTAAA
CCCATATCAGGGCATGATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGCTCCTCATTT
ACTTCAACAACAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAAGATGCCTAA
TGCGAGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTTTGTGCAAGC
TCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTGTCgaggacc
tacgtaacgtgacccctcccaaggtgtcecctgttcgagectagcaaggeccgagatcgccaacaagcagaa
ggccacactcgtctgcctggctagaggcttcttcccagaccacgtggagectgtecttggtgggtgaacgge
aaggaggtgcactcaggagtgtctaccgaccctcaggecctacaaggagagcaactacagctactgectgt
cctccagactcagggtctgcgccaccttttggcacaaccctecggaaccactteccgetgtcaggtccagtt
ccacggcctgtccgaggaagacaagtggccagagggctctcctaagccagtgacacagaacatcagecgec
gaggcttggggaagagccgattgcggaatcaccagcgcectcttaccagcagggagtgctgtcagctacca
tcctgtacgagatcctgctgggcaaggccacactgtacgcagtgctggtgtccactctggtcgtgatgge
tatggtgaagcggaagaacagc

Nucleic acid sequence encoding full-length E204 TCR (SEQ ID NO: 64)
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ATGGCGACAGGATCTAGGACTTCCCTCCTCCTTGCATTCGGGCTCTTGTGCTTGCCGTGGTTGCAGGAAG
CTAGCGCCCTGGCGAAAACGACACAACCTATCTCTATGGATAGTTACGAGGGCCAAGAGGTCAACATAAC
CTGTTCCCACAACAATATAGCCACCAATGATTACATTACATGGTATCAACAATTTCCCTCCCAAGGCCCC
CGATTCATTATACAGGGTTATAAAACGAAGGTGACAAATGAGGTAGCGAGTCTGTTCATTCCAGCGGATC
GAAAATCCAGTACGCTCTCCTTGCCCCGCGTGTCCTTGTCCGATACCGCTGTGTACTACTGCCTCGTTGG
AGACGGGAATATGGTGGTACTCCAGACCAGTTCTAGTCTTGAGCTTGCTTTGTGTCTTCTTTCCAGCCAG
gacatccagaatccagagccagccgtgtaccagctgaaggaccctaggageccaggactctaccctctgcece
tgttcaccgacttcgacagccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaa
gaccgtgctggacatgaaggctatggacagcaagagcaacggagccatcgcttggagcaaccagaccagce
ttcacttgccaggacatcttcaaggagaccaacgcttgctaccecctctagecgacgtgecttgecgacgceca
cactgacagagaagagcttcgagaccgacatgaacctgaacttccagaacctgagcgtgatgggcctgag
aatcctgctgctgaaggtggccggattcaacctgctgatgaccctgaggectgtggtcttccecgagcectaaa
cgaggctcaggcgcgacgaactttagtttgctgaagcaagctggggatgtagaggaaaatccgggtcccA
TGGCTACCGGCTCTCGAACCAGTTTGCTCTTGGCGTTTGGGCTGTTGTGTCTTCCTTGTCTCCAAGAGGG
GAGTGCCGACGCCGGTGTTATTCAGTCCCCACGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTG
AGGTGTAAACCCATATCAGGGCATGATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGC
TCCTCATTTACTTCAACAACAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAA
GATGCCTAATGCGAGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTT
TGTGCAAGCTCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTG
TCgaggacctacgtaacgtgacccctcccaaggtgtececctgttcgagectagcaaggeccgagatcgceccaa
caagcagaaggccacactcgtctgcctggctagaggcttcttcccagaccacgtggagetgtecttggtgg
gtgaacggcaaggaggtgcactcaggagtgtctaccgaccctcaggcctacaaggagagcaactacagcet
actgcctgtcctccagactcagggtctgcecgeccaccttttggcacaaccctecggaaccacttcecgetgtcea
ggtccagttccacggcctgtccgaggaagacaagtggccagagggctctecctaagccagtgacacagaac
atcagcgccgaggcttggggaagagccgattgecggaatcaccagecgectcecttaccagcagggagtgetgt
cagctaccatcctgtacgagatcctgctgggcaaggccacactgtacgcagtgctggtgtccactctggt
cgtgatggctatggtgaagcggaagaacagc

Nucleic acid sequence encoding full-length E205 TCR (SEQ ID NO: 65)

ATGGCTACTGGGTCACGAACAAGTCTTTTGTTGGCTTITTGGGCTGCTTTGCTTGCCCTGGCTTCAGGAAG
CTAGCGCGACTCAACTGCTTGAACAAAGCCCTCAGTTCTTGTCTATCCAGGAGGGTGAGAATCTTACAGT
GTATTGTAACAGCAGCTCCGTGTTTTCCTCACTGCAATGGTACCGACAAGAACCAGGTGAGGGACCAGTA
CTCTTGGTTACGGTGGTAACCGGCGGGGAAGTAAAAAAACTTAAACGCCTCACCTTTCAATTTGGAGATG
CCAGAAAGGACAGCAGTCTTCACATTACAGCCGCGCAACCAGGAGATACTGGCCTCTATCTTTGCGCAGG
CGTAAGCGCCCGGCTGATGTTTGGTGACGGGACACAACTTGTAGTAAAGCCGgacatccagaatccagag
ccagccgtgtaccagctgaaggaccctaggagccaggactctaccctctgectgttcaccgacttcgaca
gccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaagaccgtgctggacatgaa
ggctatggacagcaagagcaacggagccatcgcttggagcaaccagaccagcttcacttgccaggacatc
ttcaaggagaccaacgcttgctacccctctagecgacgtgeccttgcgacgccacactgacagagaagagcect
tcgagaccgacatgaacctgaacttccagaacctgagecgtgatgggcctgagaatcctgctgctgaaggt
ggccggattcaacctgctgatgaccctgaggctgtggtcttcccgagctaaacgaggctcaggecgecgacyg
aactttagtttgctgaagcaagctggggatgtagaggaaaatccgggtcccATGGCTACTGGTAGCCGGA
CAAGCCTTCTCCTTGCATTTGGACTTCTCTGTCTCCCGTGTCTTCAAGAGGGTAGCGCCTCCGCCGTGAT
TTCACAGAAGCCGTCCAGAGACATCTGCCAACGAGGAACGTCTCTTACAATACAGTGCCAAGTCGATTCC
CAAGTAACGATGATGTTTTGGTACAGACAGCAGCCAGGACAGTCACTGACGCTCATAGCTACCGCGAATC
AAGGTAGTGAAGCCACCTATGAGTCCGGGTTCGTTATAGATAAGTTCCCTATCTCTCGCCCCAATCTTAC
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ATTTAGCACGTTGACAGTTTCAAACATGTCCCCCGAAGATAGCAGTATCTACCTTTGTAGTGCTGTAGGT
GGGCCAAAAGTCCCCGGTGCTGAAGCGTTTTTTGGGCAAGGAACCCGATTGACCGTAGTGgaggacctac
gtaacgtgacccctcccaaggtgtceccecctgttcgagectagcaaggeccgagatcgccaacaagcagaaggce
cacactcgtctgcctggctagaggcttcttcccagaccacgtggagectgtcttggtgggtgaacggcaag
gaggtgcactcaggagtgtctaccgaccctcaggecctacaaggagagcaactacagctactgectgtect
ccagactcagggtctgcgccaccttttggcacaaccctcggaaccacttccgectgtcaggtccagttcceca
cggcctgtccgaggaagacaagtggccagagggctctcecctaagccagtgacacagaacatcagcgecgag
gcttggggaagagccgattgcggaatcaccagcgectcttaccagcagggagtgctgtcagctaccatcce
tgtacgagatcctgctgggcaaggccacactgtacgcagtgctggtgtccactctggtcgtgatggctat
ggtgaagcggaagaacagc

Nucleic acid sequence of full-length vector sequence of E203 TCR (SEQ
ID NO: 66)

tggtagctcttgatccggcaaacaaaccaccgctggtagecggtggtttttttgtttgcaagcag
cagattacgcgcagaaaaaaaggatctcaagaagatcctttgatcttttctacggggtctgacyg
ctcagtggaacgaaaactcacgttaagggattttggtcatgagattatcaaaaaggatcttcac
ctagatccttttaaattaaaaatgaagttttaaatcaatctaaagtatatatgagtaaacttgg
tctgacagttaccaatgcttaatcagtgaggcacctatctcagcgatctgtctatttecgttecat
ccatagttgcctgactccceccgtegtgtagataactacgatacgggagggcttaccatctggecc
cagtgctgcaatgataccgcgagacccacgctcaccggctccagatttatcagcaataaaccag
ccagccggaagggccgagcgcagaagtggtcecctgcaactttatcecgectceccatccagtctatta
attgttgccgggaagctagagtaagtagttcgeccagttaatagtttgcgcaacgttgttgeecat
tgctacaggcatcgtggtgtcacgctcgtecgtttggtatggecttcattcagetecggtteccaa
cgatcaaggcgagttacatgatcccccatgttgtgcaaaaaagcggttagectecctteggtecte
cgatcgttgtcagaagtaagttggccgcagtgttatcactcatggttatggcagcactgcataa
ttctcttactgtcatgccatccgtaagatgecttttctgtgactggtgagtactcaaccaagtca
ttctgagaatagtgtatgcggcgaccgagttgctcttgeccggecgtcaatacgggataataccg
cgccacatagcagaactttaaaagtgctcatcattggaaaacgttcttcggggcgaaaactcte
aaggatcttaccgctgttgagatccagttcgatgtaacccactcgtgcacccaactgatcttceca
gcatcttttactttcaccagcgtttctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaa
agggaataagggcgacacggaaatgttgaatactcatactcttcctttttcaatattattgaag
catttatcagggttattgtctcatgagcggatacatatttgaatgtatttagaaaaataaacaa
ataggggttccgcgcacatttccccgaaaagtgccacctgacgtctaagaaaccattattatca
tgacattaacctataaaaataggcgtatcacgaggccctttcgtctecgegegtttecggtgatga
cggtgaaaacctctgacacatgcagctcccggagacggtcacagcttgtctgtaageggatgece
gggagcagacaagcccgtcagggecgecgtcagecgggtgttggegggtgtcggggetggettaact
atgcggcatcagagcagattgtactgagagtgcaccatatgcggtgtgaaataccgcacagatg
cgtaaggagaaaataccgcatcaggcgccattcgeccattcaggectgegcaactgttgggaaggyg
cgatcggtgcgggcecctcecttecgectattacgccagectggcgaaagggggatgtgectgcaaggecgat
taagttgggtaacgccagggttttcccagtcacgacgttgtaaaacgacggccagtgaattagt
actctagcttaagtaacgccattttgcaaggcatggaaaatacataactgagaatagagaagtt
cagatcaaggttaggaacagagagacagcagaatatgggccaaacaggatatctgtggtaagca
gttcctgcceccggctcagggccaagaacagttggaacagcagaatatgggccaaacaggatate
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tgtggtaagcagttcctgccccggectcagggccaagaacagatggtecceccagatgeggtecege
cctcagcagtttctagagaaccatcagatgtttccagggtgccccaaggacctgaaatgaccct
gtgccttatttgaactaaccaatcagttcgettctegecttetgttegegegettetgetececeg
agctcaataaaagagcccacaacccctcactcggcgegceccagtecteccgatagactgegtegee
cgggtacccgtattcccaataaagcctcttgctgtttgcateccgaatcgtggactcgctgatcce
ttgggagggtctcctcagattgattgactgcccacctcgggggtectttcatttggaggtteccac
cgagatttggagacccctgcccagggaccaccgacccccccgecgggaggtaagetggecageg
gtcgtttcgtgtctgtctectgtectttgtgecgtgtttgtgeccggcatctaatgtttgegectgeg
tctgtactagttggctaactagatctgtatctggcggtcccgecggaagaactgacgagttegta
ttcccggceccgcageccecctgggagacgtecccageggectecgggggececgttttgtggeccattet
gtatcagttaacctacccgagtcggactttttggagctcecgecactgteccgaggggtacgtgge
tttgttgggggacgagagacagagacacttcccgecccecccecgtctgaatttttgetttecggtttta
cgccgaaaccgcgceccgegegtcecttgtcectgectgecagecatecgttectgtgttgtectectgtectgactyg
tgtttctgtatttgtctgaaaattagctcgacaaagttaagtaatagtccctcectcectceccaagetce
acttacaggcggccgecgccaccATGGCAACTGGTTCAAGAACCTCACTTTTGCTTGCATTCGGC
CTGCTTTGCCTCCCGTGGCTGCAAGAAGCCTCTGCTCTTGCCAAGACTACACAGCCTATTTCAA
TGGATAGTTACGAGGGTCAAGAAGTGAATATAACGTGCTCTCACAACAACATAGCCACTAACGA
TTATATTACATGGTATCAGCAGTTCCCGTCCCAAGGACCCAGGTTCATAATTCAGGGCTACAAA
ACAAAAGTCACTAATGAAGTCGCGTCCCTGTTCATACCTGCGGATCGAAAGAGTTCAACTCTTA
GTCTCCCCCGAGTCAGTCTGTCCGACACCGCTGTATATTACTGTCTTGCTCTGTCCATGGACTC
TTCCTATAAATTGATTTTCGGCTCTGGCACTCGGCTTCTCGTCCGGCCGgacatccagaatcca
gagccagccgtgtaccagctgaaggaccctaggageccaggactctacecctectgectgttcacceg
acttcgacagccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaagac
cgtgctggacatgaaggctatggacagcaagagcaacggagccatcgcttggagcaaccagacce
agcttcacttgccaggacatcttcaaggagaccaacgcttgectaccecctectagecgacgtgectt
gcgacgccacactgacagagaagagcttcgagaccgacatgaacctgaacttccagaacctgag
cgtgatgggcctgagaatcctgctgctgaaggtggccggattcaacctgectgatgaccctgagg
ctgtggtcttceccgagctaaacgaggctcaggcgcgacgaactttagtttgectgaagcaagetyg
gggatgtagaggaaaatccgggtcccATGGCTACCGGCTCTCGAACCAGTTTGCTCTTGGCGTT
TGGGCTGTTGTGTCTTCCTTIGTCTCCAAGAGGGGAGTGCCGACGCCGGTGTTATTCAGTCCCCA
CGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTGAGGTGTAAACCCATATCAGGGCATG
ATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGCTCCTCATTTACTTCAACAA
CAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAAGATGCCTAATGCG
AGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTTTGTGCAA
GCTCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTGT
Cgaggacctacgtaacgtgacccctcecccaaggtgtececctgttcgagectagcaaggeccgagatce
gccaacaagcagaaggccacactcgtctgectggctagaggettectteccagaccacgtggage
tgtcttggtgggtgaacggcaaggaggtgcactcaggagtgtctaccgaccctcaggectacaa
ggagagcaactacagctactgcecctgtecctceccagactcagggtctgegeccaccttttggecacaac
cctcggaaccacttccgctgtcaggtccagttccacggectgtccgaggaagacaagtggceccag
agggctctcctaagccagtgacacagaacatcagcgccgaggcttggggaagageccgattgegg
aatcaccagcgcctcttaccagcagggagtgectgtcagctaccatecctgtacgagatecctgetyg
ggcaaggccacactgtacgcagtgctggtgtccactctggtecgtgatggctatggtgaagecgga
agaacagctaggaattcgagcatcttaccgccatttattcccatatttgttectgtttttettga

39/50



WO 2021/155830 PCT/CN2021/075388

tttgggtatacatttaaatgttaataaaacaaaatggtggggcaatcatttacattttatggga
tatgtaattactagttcaggtgtattgccacaagacaaacatgttaagaaactttccecgttatt
tacgctctgttcctgttaatcaacctctggattacaaaatttgtgaaagattgactgatattcet
taactatgttgctccttttacgctgtgtggatatgectgctttaatgecctcectgtatcatgectatt
gcttccecgtacggcectttecgttttetectecttgtataaatecctggttgectgtetectttatgagg
agttgtggcccgttgtccgtcaacgtggecgtggtgtgctctgtgtttgectgacgcaaccceccac
tggctggggcattgccaccacctgtcaactcctttectgggactttegectttececcecctececgatce
gccacggcagaactcatcgccgectgecttgececcgectgetggacaggggctaggttgetgggea
ctgataattccgtggtgttgtcggggaagctgacgtectttccatggectgetegectgtgttge
caactggatcctgcgcgggacgtceccttectgectacgtececcttecggectctcaatccageggaccte
ccttceccgaggecttectgecggttetgeggectectececcgegtettegettteggectecgacga
gtcggatctccctttgggccgectececccgectgtttegectecggegteccggtecgtgttgettyg
gtcgtcacctgtgcagaattgcgaaccatggattccaccgtgaactttgtctecctggcatgecaa
atcgtcaacttggcatgccaagaataattcggatccaagcttaggecctgctegetttettgetyg
tcccatttctattaaaggttectttgttececctaagtccaactactaaactgggggatattatga
agggccttgagcatctggattctgecctagecgctaagecttaacacgageccatagatagaataaaa
gattttatttagtctccagaaaaaggggggaatgaaagaccccacctgtaggtttggcaagcecta
gcttaagtaacgccattttgcaaggcatggaaaatacataactgagaatagagaagttcagatc
aaggttaggaacagagagacagcagaatatgggccaaacaggatatctgtggtaagcagttcct
gccceccggctcagggccaagaacagttggaacagcagaatatgggccaaacaggatatctgtggt
aagcagttcctgccccggcectcagggccaagaacagatggtccccagatgecggtcececcgeccteag
cagtttctagagaaccatcagatgtttccagggtgccccaaggacctgaaatgaccectgtgect
tatttgaactaaccaatcagttcgecttctecgecttectgttecgegegettectgeteccecgagetea
ataaaagagcccacaacccctcactcggcgegeccagtecteccgatagactgegtecgeeccgggta
cccgtgttctcaataaaccctecttgcagttgcatccgactegtggtcectegetgttecttgggag
ggtctcctctgagtgattgactgcccacctcgggggtctttcattctcgagcagecttggegtaa
tcatggtcatagctgtttcctgtgtgaaattgttatccgctcacaattccacacaacatacgag
ccggaagcataaagtgtaaagcctggggtgecctaatgagtgagctaactcacattaattgegtt
gcgctcactgecccgetttceccagtcgggaaacctgtecgtgeccagectgcattaatgaatcggecaa
cgcgcggggagaggcggtttgegtattgggegetcectteccgettectegetcactgactegetge
gctcggtcgttecggectgecggcgageggtatcagectcactcaaaggecggtaatacggttatccac
agaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagcaaaaggccaggaaccgt
aaaaaggccgcgttgctggcgtttttccataggctccgecececectgacgagcatcacaaaaatce
gacgctcaagtcagaggtggcgaaacccgacaggactataaagataccaggcgtttcccectgg
aagctccctegtgcecgectctectgttecgaccctgecgecttaccggatacctgtecgectttetce
ccttcgggaagcgtggegetttcectcatagectcacgectgtaggtatctcagttecggtgtaggtceg
ttcgctccaagectgggctgtgtgcacgaaccecceccgttcageccgacecgectgegecttatecgg
taactatcgtcttgagtccaacccggtaagacacgacttatcgccactggcagcagccactggt
aacaggattagcagagcgaggtatgtaggcggtgctacagagttcttgaagtggtggecctaact
acggctacactagaagaacagtatttggtatctgcgctctgctgaagccagttaccttcggaaa
aagagt

40/50



WO 2021/155830 PCT/CN2021/075388

Nucleic acid sequence of full-length vector sequence of E204 TCR (SEQ
ID NO: 67)

tggtagctcttgatccggcaaacaaaccaccgctggtagecggtggtttttttgtttgcaagcagcagatt
acgcgcagaaaaaaaggatctcaagaagatcctttgatcttttctacggggtctgacgctcagtggaacg
aaaactcacgttaagggattttggtcatgagattatcaaaaaggatcttcacctagatccttttaaatta
aaaatgaagttttaaatcaatctaaagtatatatgagtaaacttggtctgacagttaccaatgcttaatc
agtgaggcacctatctcagcgatctgtctatttcgttcatccatagttgecctgactcceccgtegtgtaga
taactacgatacgggagggcttaccatctggccccagtgctgcaatgataccgcgagacccacgctcacce
ggctccagatttatcagcaataaaccagccageccggaagggccgagcgcagaagtggtcectgcaacttta
tccgcectceccatccagtctattaattgttgecgggaagctagagtaagtagttcgeccagttaatagtttge
gcaacgttgttgccattgctacaggcatcgtggtgtcacgctecgtecgtttggtatggecttcattcagetce
cggttcccaacgatcaaggcgagttacatgatcccccatgttgtgcaaaaaagecggttagectcecctteggt
cctccgatcgttgtcagaagtaagttggccgcagtgttatcactcatggttatggcagcactgcataatt
ctcttactgtcatgccatccgtaagatgcttttctgtgactggtgagtactcaaccaagtcattctgaga
atagtgtatgcggcgaccgagttgctcttgccecggecgtcaatacgggataataccgcgccacatagcaga
actttaaaagtgctcatcattggaaaacgttcttcggggcgaaaactctcaaggatcttaccgctgttga
gatccagttcgatgtaacccactcgtgcacccaactgatcttcagcatcttttactttcaccagecgtttce
tgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataagggcgacacggaaatgttgaata
ctcatactcttcctttttcaatattattgaagcatttatcagggttattgtctcatgagcggatacatat
ttgaatgtatttagaaaaataaacaaataggggttccgcgcacatttccccgaaaagtgccacctgacgt
ctaagaaaccattattatcatgacattaacctataaaaataggcgtatcacgaggccctttcgtctcgeg
cgtttcggtgatgacggtgaaaacctctgacacatgcagctcccggagacggtcacagecttgtctgtaag
cggatgccgggagcagacaagcccgtcagggecgegtcagegggtgttggegggtgtcggggctggecttaa
ctatgcggcatcagagcagattgtactgagagtgcaccatatgcggtgtgaaataccgcacagatgecgta
aggagaaaataccgcatcaggcgccattcgccattcaggctgecgcaactgttgggaagggcgatcggtge
gggcctcttcgctattacgccagectggcgaaagggggatgtgctgcaaggcgattaagttgggtaacgcece
agggttttcccagtcacgacgttgtaaaacgacggccagtgaattagtactctagcttaagtaacgceccat
tttgcaaggcatggaaaatacataactgagaatagagaagttcagatcaaggttaggaacagagagacag
cagaatatgggccaaacaggatatctgtggtaagcagttcctgcccecggectcagggccaagaacagttgg
aacagcagaatatgggccaaacaggatatctgtggtaagcagttcctgccccggctcagggccaagaaca
gatggtccccagatgcggtceccegeectcagcagtttctagagaaccatcagatgtttccagggtgececcea
aggacctgaaatgaccctgtgccttatttgaactaaccaatcagttcgettctegettctgttecgegege
ttctgctcecececgagctcaataaaagagcccacaacccctcactcecggecgegecagtecteccgatagactge
gtcgcccgggtacccgtattcccaataaagectecttgetgtttgcatccgaatecgtggactecgetgatcece
ttgggagggtctcctcagattgattgactgcccacctcgggggtctttcatttggaggttccaccgagat
ttggagacccctgecccagggaccaccgacccecceccgecgggaggtaagectggeccageggtegtttegtgt
ctgtctctgtctttgtgcgtgtttgtgccggcatctaatgtttgecgecctgecgtctgtactagttggctaa
ctagatctgtatctggcggtcccgecggaagaactgacgagttcgtattceccggeccgcagececcctgggaga
cgtcccagcggcctcgggggeccgttttgtggecccattctgtatcagttaacctacccgagtecggacttt
ttggagctccgeccactgtccgaggggtacgtggectttgttgggggacgagagacagagacacttccecgcece
cccgtctgaatttttgectttecggttttacgeccgaaaccgecgeccgegegtecttgtctgectgecagecategtt
ctgtgttgtctctgtctgactgtgtttctgtatttgtctgaaaattagctcgacaaagttaagtaatagt
ccctcectecteccaagectcacttacaggeggececgegecaccATGGCGACAGGATCTAGGACTTCCCTCCTCCT
TGCATTCGGGCTCTTGTGCTTGCCGTGGTTGCAGGAAGCTAGCGCCCTGGCGAAAACGACACAACCTATC
TCTATGGATAGTTACGAGGGCCAAGAGGTCAACATAACCTGTTCCCACAACAATATAGCCACCAATGATT
ACATTACATGGTATCAACAATTTCCCTCCCAAGGCCCCCGATTCATTATACAGGGTTATAAAACGAAGGT
GACAAATGAGGTAGCGAGTCTGTTCATTCCAGCGGATCGAAAATCCAGTACGCTCTCCTTGCCCCGCGTG
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TCCTTGTCCGATACCGCTGTGTACTACTGCCTCGTTGGAGACGGGAATATGGTGGTACTCCAGACCAGTT
CTAGTCTTGAGCTTGCTTTGTGICTTCTTTCCAGCCAGgacatccagaatccagagccageccgtgtacca
gctgaaggaccctaggagccaggactctaccctctgectgttcaccgacttcgacageccagatcaacgtg
cccaagacaatggagagcggcaccttcatcaccgacaagaccgtgctggacatgaaggctatggacagca
agagcaacggagccatcgcttggagcaaccagaccagcttcacttgccaggacatcttcaaggagaccaa
cgcttgctacccctctagecgacgtgecttgcgacgccacactgacagagaagagcttcgagaccgacatg
aacctgaacttccagaacctgagcgtgatgggcctgagaatcctgectgectgaaggtggeccggattcaacce
tgctgatgaccctgaggctgtggtcttcccgagctaaacgaggctcaggecgecgacgaactttagtttget
gaagcaagctggggatgtagaggaaaatccgggt cccATGGCTACCGGCTCTCGAACCAGTTTGCTICTTG
GCGTTTGGGCTGTTGTGTCTTCCTTGTCTCCAAGAGGGGAGTGCCGACGCCGGTGTTATTCAGTCCCCAC
GGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTGAGGTGTAAACCCATATCAGGGCATGATTATCT
CTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGCTCCTCATTTACTTCAACAACAATGTGCCAATA
GACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAAGATGCCTAATGCGAGCTTCTCAACTCTGAAAA
TTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTTTGTGCAAGCTCACTGGCACAGCGATCCGCCCC
TGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTGTCgaggacctacgtaacgtgacccctecccaag
gtgtccctgttcgagecctagcaaggcecgagatcgeccaacaagcagaaggccacactcecgtctgectggceta
gaggcttcttcccagaccacgtggagctgtcttggtgggtgaacggcaaggaggtgcactcaggagtgtce
taccgaccctcaggcctacaaggagagcaactacagctactgcecctgtectccagactcagggtctgegece
accttttggcacaaccctcggaaccacttcecgctgtcaggtccagttccacggectgtccgaggaagaca
agtggccagagggctctcctaagccagtgacacagaacatcagecgeccgaggcttggggaagageccgattg
cggaatcaccagcgcctcttaccagcagggagtgctgtcagctaccatcctgtacgagatecctgctggge
aaggccacactgtacgcagtgctggtgtccactctggtcgtgatggctatggtgaagcggaagaacagcect
aggaattcgagcatcttaccgccatttattcccatatttgttctgtttttcttgatttgggtatacattt
aaatgttaataaaacaaaatggtggggcaatcatttacattttatgggatatgtaattactagttcaggt
gtattgccacaagacaaacatgttaagaaactttcccgttatttacgctctgttcecctgttaatcaacctce
tggattacaaaatttgtgaaagattgactgatattcttaactatgttgctccttttacgctgtgtggata
tgctgctttaatgcctctgtatcatgctattgettccecgtacggetttegttttctectecttgtataaa
tcctggttgctgtctectttatgaggagttgtggceccgttgteccgtcaacgtggegtggtgtgetectgtgt
ttgctgacgcaacccccactggctggggcattgccaccacctgtcaactectttctgggactttcecgettt
cccecteeccgatcgeccacggcagaactcatcgecgectgecttgececgetgectggacaggggctaggttg
ctgggcactgataattccgtggtgttgtcggggaagctgacgtcctttccatggectgectecgectgtgttyg
ccaactggatcctgcgcgggacgtccttctgctacgtceccttcggectctcaatccageggaccteecttce
ccgaggccttctgceccggttctgecggectctececcgegtecttecgetttecggecteccgacgagtcggatctece
ctttgggccgcectcceecgectgtttecgecteggegtececggtecgtgttgettggtegtcacctgtgecaga
attgcgaaccatggattccaccgtgaactttgtctcctggcatgcaaatcgtcaacttggcatgccaaga
ataattcggatccaagcttaggcctgctcgetttcttgectgtecccatttctattaaaggttectttgtte
cctaagtccaactactaaactgggggatattatgaagggccttgagcatctggattctgcctagcgctaa
gcttaacacgagccatagatagaataaaagattttatttagtctccagaaaaaggggggaatgaaagacc
ccacctgtaggtttggcaagctagcttaagtaacgccattttgcaaggcatggaaaatacataactgaga
atagagaagttcagatcaaggttaggaacagagagacagcagaatatgggccaaacaggatatctgtggt
aagcagttcctgccccggctcagggccaagaacagttggaacagcagaatatgggccaaacaggatatct
gtggtaagcagttcctgcceccggctcagggccaagaacagatggteccccagatgecggteccecgeecctecage
agtttctagagaaccatcagatgtttccagggtgccccaaggacctgaaatgaccctgtgecttatttga
actaaccaatcagttcgcttctcgecttctgttcgegegettectgectcececcgagectcaataaaagagcecca
caacccctcactcggecgecgceccagtecteccgatagactgegtecgeccgggtaceccgtgttctcaataaacce
ctcttgcagttgcatccgactcgtggtctcgectgtteccttgggagggtctectctgagtgattgactgece
cacctcgggggtctttcattctcgagcagcttggecgtaatcatggtcatagectgtttectgtgtgaaatt
gttatccgctcacaattccacacaacatacgagccggaagcataaagtgtaaagcctggggtgcctaatg
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agtgagctaactcacattaattgcgttgcgctcactgecececgettteccagtecgggaaacctgtecgtgeccag
ctgcattaatgaatcggccaacgcgcggggagaggcggtttgecgtattgggecgectcttececgettectege
tcactgactcgctgcgctecggtcgttcggectgeggecgageggtatcagectcactcaaaggecggtaatacg
gttatccacagaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagcaaaaggccaggaac
cgtaaaaaggccgcgttgctggecgtttttccataggctcecgeccececctgacgagcatcacaaaaatcgac
gctcaagtcagaggtggcgaaacccgacaggactataaagataccaggcgtttccececctggaagcectcecect
cgtgcgctctectgttccgaccctgecgecttaccggatacctgteccgectttectececttecgggaagegtg
gcgctttctcatagctcacgctgtaggtatctcagttcggtgtaggtcgttcecgectccaagectgggectgtag
tgcacgaaccccecegttcagececcgacecgctgecgecttatcecggtaactatecgtecttgagtccaacceggt
aagacacgacttatcgccactggcagcagccactggtaacaggattagcagagcgaggtatgtaggcggt
gctacagagttcttgaagtggtggcctaactacggctacactagaagaacagtatttggtatctgcecgcetce
tgctgaagccagttaccttcggaaaaagagt

Nucleic acid sequence of full-length vector sequence of E205 TCR (SEQ
ID NO: 68)

tggtagctcttgatccggcaaacaaaccaccgctggtagecggtggtttttttgtttgcaagcagcagatt
acgcgcagaaaaaaaggatctcaagaagatcctttgatcttttctacggggtctgacgctcagtggaacg
aaaactcacgttaagggattttggtcatgagattatcaaaaaggatcttcacctagatccttttaaatta
aaaatgaagttttaaatcaatctaaagtatatatgagtaaacttggtctgacagttaccaatgcttaatc
agtgaggcacctatctcagcgatctgtctatttcgttcatccatagttgecctgactcececcgtegtgtaga
taactacgatacgggagggcttaccatctggccccagtgctgcaatgataccgcgagacccacgctcacce
ggctccagatttatcagcaataaaccagccageccggaagggccgagcgcagaagtggtcectgcaacttta
tccgcecctceccatccagtctattaattgttgeccgggaagctagagtaagtagttecgeccagttaatagtttge
gcaacgttgttgccattgctacaggcatcgtggtgtcacgctecgtecgtttggtatggecttcattcagetce
cggttcccaacgatcaaggcgagttacatgatcccccatgttgtgcaaaaaagcggttagctcctteggt
cctccgatcgttgtcagaagtaagttggccgcagtgttatcactcatggttatggcagcactgcataatt
ctcttactgtcatgccatccgtaagatgcttttctgtgactggtgagtactcaaccaagtcattctgaga
atagtgtatgcggcgaccgagttgctcttgccecggecgtcaatacgggataataccgcgccacatagcaga
actttaaaagtgctcatcattggaaaacgttcttcggggcgaaaactctcaaggatcttaccgctgttga
gatccagttcgatgtaacccactcgtgcacccaactgatcttcagcatcttttactttcaccagecgtttce
tgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataagggcgacacggaaatgttgaata
ctcatactcttcctttttcaatattattgaagcatttatcagggttattgtctcatgagcggatacatat
ttgaatgtatttagaaaaataaacaaataggggttccgcgcacatttccccgaaaagtgccacctgacgt
ctaagaaaccattattatcatgacattaacctataaaaataggcgtatcacgaggccctttcgtctcecgeg
cgtttcggtgatgacggtgaaaacctctgacacatgcagctcccggagacggtcacagecttgtctgtaag
cggatgccgggagcagacaagcccgtcagggcgecgtcagegggtgttggecgggtgtcggggectggettaa
ctatgcggcatcagagcagattgtactgagagtgcaccatatgcggtgtgaaataccgcacagatgecgta
aggagaaaataccgcatcaggcgccattcgccattcaggctgecgcaactgttgggaagggcgatcggtge
gggcctcttcgctattacgccagctggcgaaagggggatgtgctgcaaggcgattaagttgggtaacgcece
agggttttcccagtcacgacgttgtaaaacgacggccagtgaattagtactctagcttaagtaacgceccat
tttgcaaggcatggaaaatacataactgagaatagagaagttcagatcaaggttaggaacagagagacag
cagaatatgggccaaacaggatatctgtggtaagcagttcctgcccecggectcagggccaagaacagttgg
aacagcagaatatgggccaaacaggatatctgtggtaagcagttcctgccccggctcagggccaagaaca
gatggtccccagatgcggtceccegecectcagcagtttctagagaaccatcagatgtttccagggtgececcea
aggacctgaaatgaccctgtgccttatttgaactaaccaatcagttcgettctegettctgttecgegege
ttctgctcececcgagctcaataaaagagcccacaacccctcactcecggecgegeccagtecteccgatagactge
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gtcgcccgggtacccecgtattcccaataaagectcecttgectgtttgcatccgaatecgtggactcecgetgatcce
ttgggagggtctcctcagattgattgactgcccacctcgggggtctttcatttggaggttccaccgagat
ttggagacccctgecccagggaccaccgacccecceccecgecgggaggtaagectggeccageggtegtttegtgt
ctgtctctgtctttgtgcgtgtttgtgccggcatctaatgtttgecgecctgecgtctgtactagttggctaa
ctagatctgtatctggcggtcccgecggaagaactgacgagttcgtattcccggeccgcagececcctgggaga
cgtcccagcggcctcgggggceccgttttgtggecccattctgtatcagttaacctacccgagtecggacttt
ttggagctccgeccactgtccgaggggtacgtggectttgttgggggacgagagacagagacacttccecgece
cccgtctgaatttttgetttecggttttacgeccgaaaccgecgececgegegtecttgtctgetgcagecategtt
ctgtgttgtctctgtctgactgtgtttctgtatttgtctgaaaattagctcgacaaagttaagtaatagt
ccctcectecteccaagectcacttacaggeggececgegecaccATGGCTACTGGGTCACGAACAAGTCTTTTGTT
GGCTTTTGGGCTGCTTTGCTTGCCCTGGCTTCAGGAAGCTAGCGCGACTCAACTGCTTGAACAAAGCCCT
CAGTTCTTGTCTATCCAGGAGGGTGAGAATCTTACAGTGTATTGTAACAGCAGCTCCGTGTTTTCCTCAC
TGCAATGGTACCGACAAGAACCAGGTGAGGGACCAGTACTCTITGGTTACGGTGGTAACCGGCGGGGAAGT
AAAAAAACTTAAACGCCTCACCTTTCAATTTGGAGATGCCAGAAAGGACAGCAGTCTTCACATTACAGCC
GCGCAACCAGGAGATACTGGCCTCTATCTTTGCGCAGGCGTAAGCGCCCGGCTGATGTTTGGTGACGGGA
CACAACTTGTAGTAAAGCCGgacatccagaatccagagccagccgtgtaccagectgaaggaccctaggag
ccaggactctaccctctgcctgttcaccgacttcgacagccagatcaacgtgcccaagacaatggagagce
ggcaccttcatcaccgacaagaccgtgctggacatgaaggctatggacagcaagagcaacggagccatcg
cttggagcaaccagaccagcttcacttgccaggacatcttcaaggagaccaacgcttgctaccectctag
cgacgtgccttgcgacgccacactgacagagaagagcttcgagaccgacatgaacctgaacttccagaac
ctgagcgtgatgggcctgagaatcctgctgctgaaggtggccggattcaacctgectgatgacecctgagge
tgtggtcttcccgagctaaacgaggctcaggcgcgacgaactttagtttgctgaagcaagctggggatgt
agaggaaaatccgggtcccATGGCTACTGGTAGCCGGACAAGCCTTCTCCTTGCATTTGGACTTCTCTGT
CTCCCGTGTCTTCAAGAGGGTAGCGCCTCCGCCGTGATTTCACAGAAGCCGTCCAGAGACATCTGCCAAC
GAGGAACGTCTCTTACAATACAGTGCCAAGTCGATTCCCAAGTAACGATGATGTTTTGGTACAGACAGCA
GCCAGGACAGTCACTGACGCTCATAGCTACCGCGAATCAAGGTAGTGAAGCCACCTATGAGTCCGGGTTC
GTTATAGATAAGTTCCCTATCTCTCGCCCCAATCTTACATTTAGCACGTTGACAGTTTCAAACATGTCCC
CCGAAGATAGCAGTATCTACCTTTGTAGTGCTGTAGGTGGGCCAAAAGTCCCCGGTGCTGAAGCGTTTTT
TGGGCAAGGAACCCGATTGACCGTAGTGgaggacctacgtaacgtgacccctecccaaggtgtecctgttce
gagcctagcaaggccgagatcgccaacaagcagaaggccacactcgtctgectggectagaggettcecttcece
cagaccacgtggagctgtcttggtgggtgaacggcaaggaggtgcactcaggagtgtctaccgaccctca
ggcctacaaggagagcaactacagctactgcctgtcctccagactcagggtctgcecgeccaccttttggcac
aaccctcggaaccacttccgctgtcaggtccagttccacggecctgtccgaggaagacaagtggeccagagg
gctctcctaagccagtgacacagaacatcagcgccgaggcttggggaagageccgattgecggaatcaccag
cgcctcttaccagcagggagtgctgtcagctaccatcctgtacgagatcctgctgggcaaggccacactg
tacgcagtgctggtgtccactctggtcgtgatggctatggtgaagcggaagaacagctaggaattcgagce
atcttaccgccatttattcccatatttgttctgtttttcttgatttgggtatacatttaaatgttaataa
aacaaaatggtggggcaatcatttacattttatgggatatgtaattactagttcaggtgtattgccacaa
gacaaacatgttaagaaactttcccgttatttacgctctgttcctgttaatcaacctctggattacaaaa
tttgtgaaagattgactgatattcttaactatgttgctccttttacgctgtgtggatatgctgctttaat
gcctctgtatcatgctattgcttcecegtacggetttegttttctectecttgtataaatcctggttgetg
tctctttatgaggagttgtggeccecgttgteccgtcaacgtggecgtggtgtgectctgtgtttgectgacgcaa
cccccactggctggggcattgccaccacctgtcaactcectttctgggactttegetttceccecctececcgat
cgccacggcagaactcatcgccgectgeccttgececcgectgectggacaggggctaggttgectgggcactgat
aattccgtggtgttgtcggggaagctgacgtccectttccatggectgectecgectgtgttgeccaactggatcece
tgcgcgggacgtccttctgctacgtcecttecggectctcaatccagecggacctececttececcgaggecttcet
gccggttctgecggectcectececgegtcecttegetttecggectecgacgagtecggatcteecctttgggeecgece
tccecegectgtttecgectecggegteccggtecgtgttgettggtecgtcacctgtgcagaattgcgaaccat
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ggattccaccgtgaactttgtctcctggcatgcaaatcgtcaacttggcatgccaagaataattcggatce
caagcttaggcctgctcgctttcttgctgtcccatttctattaaaggttecctttgttcecctaagtccaac
tactaaactgggggatattatgaagggccttgagcatctggattctgecctagecgctaagcttaacacgag
ccatagatagaataaaagattttatttagtctccagaaaaaggggggaatgaaagaccccacctgtaggt
ttggcaagctagcttaagtaacgccattttgcaaggcatggaaaatacataactgagaatagagaagttc
agatcaaggttaggaacagagagacagcagaatatgggccaaacaggatatctgtggtaagcagttcctg
ccccggctcagggccaagaacagttggaacagcagaatatgggccaaacaggatatctgtggtaagcagt
tcctgccececggctcagggccaagaacagatggtcecccagatgecggteccegecctcagecagtttctagaga
accatcagatgtttccagggtgccccaaggacctgaaatgaccctgtgecttatttgaactaaccaatca
gttcgcttctcgecttctgttecgegegecttectgectecceccgagectcaataaaagagecccacaaccectcact
cggcgcgccagtcecctceccgatagactgecgtcgeccgggtaccegtgttctcaataaaccctettgcagttyg
catccgactcgtggtctcecgectgttceccttgggagggtctecctectgagtgattgactgecccacctcgggggt
ctttcattctcgagcagcttggcgtaatcatggtcatagctgtttcctgtgtgaaattgttatccgectca
caattccacacaacatacgagccggaagcataaagtgtaaagcctggggtgcecctaatgagtgagctaact
cacattaattgcgttgcgctcactgccecgectttccagtcgggaaacctgtcgtgccagectgcattaatga
atcggccaacgcgcggggagaggcggtttgecgtattgggecgectcttcececgettectegetcactgactcege
tgcgctcggtcgttcggctgecggcgagecggtatcagectcactcaaaggcggtaatacggttatccacaga
atcaggggataacgcaggaaagaacatgtgagcaaaaggccagcaaaaggccaggaaccgtaaaaaggcce
gcgttgctggcecgtttttccataggctcecgececececctgacgagcatcacaaaaatcgacgctcaagtcaga
ggtggcgaaacccgacaggactataaagataccaggcgtttcccececctggaagectcececctegtgegetcetcece
tgttccgaccctgecgecttacecggatacctgtecgectttcectecceccttecgggaagegtggegetttctcat
agctcacgctgtaggtatctcagttcggtgtaggtcgttcgctccaagectgggectgtgtgcacgaacccce
ccgttcagcccgaccgctgegecttatcecggtaactatecgtecttgagtccaacccggtaagacacgactt
atcgccactggcagcagccactggtaacaggattagcagagcgaggtatgtaggcggtgctacagagttce
ttgaagtggtggcctaactacggctacactagaagaacagtatttggtatctgecgctctgectgaagccag
ttaccttcggaaaaagagt

E203 TCR + anti-PD1l amino acid sequence
(Va+Ca+P2A+Vb+Cb+T2A+vH+1linker+vL) (SEQ ID NO: 69)

MATGSRTSLLLAFGLLCLPWLQEASALAKTTQPISMDSYEGQEVNITCSHNNIATNDYITWYQQFPSQGP
REFITIQGYKTKVINEVASLEF IPADRKSSTLSLPRVSLSDTAVYYCLALSMDSSYKLIFGSGTRLLVRPDIQ
NPEPAVYQLKDPRSQDSTLCLETDFDSQINVPKTMESGTF ITDKTVLDMKAMD SKSNGATAWSNQTSETC
ODIFKETNACYPSSDVPCDATLTEKSFETDMNLNFONLSVMGLRILLLKVAGENLLMTLRLWSSRAKRGS
GATNFSLLKQAGDVEENPGPMATGSRTSLLLAFGLLCLPCLQEGSADAGVIQSPRHEVTEMGQEVTLRCK
PISGHDYLFWYRQTMMRGLELLIYFNNNVPIDDSGMPEDREFSAKMPNASFSTLKIQPSEPRDSAVYFCAS
SLAQRSAPEAFFGQGTRLTVVEDLRNVTPPKVSLFEPSKAEIANKQKATLVCLARGFFPDHVELSWWVNG
KEVHSGVSTDPQAYKESNYSYCLSSRLRVCATFWHNPRNHFRCQVQFHGLSEEDKWPEGSPKPVTONISA
EAWGRADCGITSASYQQGVLSATILYEILLGKATLYAVLVSTLVVMAMVKRKNSRAKRGSGEGRGSLLTC
GDVEENPGPMYRMQLLSCIALSLALVTNSQVQLVQSGAEVKKPGASVKVSCKASGYTETNYYMYWVRQAP
GQGLEWIGGINPSNGGTNEFNEKFKNKATMTVDKSTSTAYMELSSLRSEDTAVYYCTRRDYNYDGGEDYWG
QGTLVTVSSGGGGSGGGGSGGGGSDIVLTQSPATLSLSPGERATLSCRASKSVSTSGENYMHWYQOKP GQ
APRLLIFLASNLASGVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHGRELPLTFGQGTKLEI

E204 TCR + anti-PD1l amino acid sequence
(Va+Ca+P2A+Vb+Cb+T2A+vH+1linker+vLl) (SEQ ID NO: 70)
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MATGSRTSLLLAFGLLCLPWLQEASALAKTTQPISMDSYEGQEVNITCSHNNIATNDYITWYQQFPSQGP
REITIQGYKTKVINEVASLEF IPADRKSSTLSLPRVSLSDTAVYYCLVGDGNMVVLQTSSSLELALCLLSSQ
DIQNPEPAVYQLKDPRSQDSTLCLFTDFDSQINVPKTMESGTF ITDKTVLDMKAMDSKSNGAIAWSNQTS
FTCODIFKETNACYPSSDVPCDATLTEKSFETDMNLNFQNLSVMGLRILLLKVAGENLLMTLRLWSSRAK
RGSGATNFSLLKQAGDVEENPGPMATGSRTSLLLAFGLLCLPCLQEGSADAGVIQSPRHEVTEMGQEVTL
RCKPISGHDYLFWYRQTMMRGLELLIYENNNVPIDDSGMPEDRE SAKMPNASESTLKIQPSEPRDSAVYF
CASSLAQRSAPEAFFGQGTRLTVVEDLRNVTPPKVSLFEP SKAEIANKQKATLVCLARGFFPDHVELSWW
VNGKEVHSGVSTDPQAYKESNYSYCLSSRLRVCATEFWHNPRNHFRCQVQFHGLSEEDKWPEGSPKPVTQN
ISAEAWGRADCGITSASYQQGVLSATILYEILLGKATLYAVLVSTLVVMAMVKRKNSRAKRGSGEGRGSL
LTCGDVEENPGPMYRMQLLSCIALSLALVTINSQVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMYWVR
QAPGQGLEWIGGINP SNGGTNFNEKFKNKATMTVDKSTSTAYMELSSLRSEDTAVYYCTRRDYNYDGGED
YWGQGTLVTIVSSGGGGSGGGGSGGGGSDIVLTQSPATLSLSPGERATLSCRASKSVSTSGENYMHWYQQK
PGQAPRLLIFLASNLASGVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHGRELPLTFGQGTKLEIL

E205 TCR + anti-PD1l amino acid sequence
(Va+Ca+P2A+Vb+Cb+T2A+vH+1linker+vL) (SEQ ID NO: 71)

MATGSRTSLLLAFGLLCLPWLQEASATQLLEQSPQFLSIQEGENLTVYCNSSSVESSLOWYRQEPGEGPV
LLVIVVTGGEVKKLKRLTFQFGDARKDSSLHITAAQPGDTGLYLCAGVSARLMFGDGTQLVVKPDIQNPE
PAVYQLKDPRSQDSTLCLETDEFDSQINVPKTMESGTFITDKTVLDMKAMD SKSNGATAWSNQTSEFTCQDI
FKETNACYPSSDVPCDATLTEKSFETDMNLNEFONLSVMGLRILLLKVAGFNLLMTLRLWSSRAKRGSGAT
NFSLLKQAGDVEENPGPMATGSRTSLLLAFGLLCLPCLQEGSASAVISQKPSRDICQRGTSLTIQCQVDS
QVTMMFWYRQQPGQSLTLIATANQGSEATYESGFVIDKFPISRPNLTFSTLTVSNMSPEDSSIYLCSAVG
GPKVPGAEAFFGQGTRLTVVEDLRNVTPPKVSLFEP SKAE IANKQKATLVCLARGFFPDHVELSWWVNGK
EVHSGVSTDPQAYKESNYSYCLSSRLRVCATEFWHNPRNHFRCQVQFHGLSEEDKWPEGSPKPVTONISAE
AWGRADCGITSASYQQGVLSATILYEILLGKATLYAVLVSTLVVMAMVKRKNSRAKRGSGEGRGSLLTCG
DVEENPGPMYRMQLLSCIALSLALVTINSQVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMYWVRQAPG
QGLEWIGGINPSNGGTNEFNEKFKNKATMTVDKSTSTAYMELSSLRSEDTAVYYCTRRDYNYDGGEDYWGQ
GTLVIVSSGGGGSGGGGSGGGGSDIVLTQSPATLSLSPGERATLSCRASKSVSTSGENYMHWYQQKP GQA
PRLLIFLASNLASGVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHGRELPLTFGQGTKLEI

E203 TCR + anti-PD1l nucleic acid sequence
(Va+Ca+P2A+Vb+Cb+T2A+vH+1linker+vLl) (SEQ ID NO: 72)

ATGGCAACTGGTTCAAGAACCTCACTTTTGCTTGCATTCGGCCTGCTTTGCCTCCCGTGGCTGCAAGAAG
CCTCTGCTCTTGCCAAGACTACACAGCCTATTTCAATGGATAGTTACGAGGGTCAAGAAGTGAATATAAC
GTGCTCTCACAACAACATAGCCACTAACGATTATATTACATGGTATCAGCAGTTCCCGTCCCAAGGACCC
AGGTTCATAATTCAGGGCTACAAAACAAAAGTCACTAATGAAGTCGCGTCCCTGTTCATACCTGCGGATC
GAAAGAGTTCAACTCTTAGTCTCCCCCGAGTCAGTCTGTCCGACACCGCTGTATATTACTGTCTTGCTCT
GTCCATGGACTCTTCCTATAAATTGATTTTCGGCTCTGGCACTCGGCTTCTCGTCCGGCCGgacateccag
aatccagagccagccgtgtaccagctgaaggaccctaggagccaggactctaccecctctgectgttcacecg
acttcgacagccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaagaccgtgcet
ggacatgaaggctatggacagcaagagcaacggagccatcgcttggagcaaccagaccagcttcacttgce
caggacatcttcaaggagaccaacgcttgctacccctctagcgacgtgeccttgecgacgeccacactgacag
agaagagcttcgagaccgacatgaacctgaacttccagaacctgagcgtgatgggcctgagaatcctgcet
gctgaaggtggccggattcaacctgctgatgaccctgaggectgtggtcttceccgagectaaacgaggcetcea
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ggcgcgacgaactttagtttgctgaagcaagctggggatgtagaggaaaatccgggtcccATGGCTACCG
GCTCTCGAACCAGTTTGCTCTTGGCGTTTGGGCTGTTGTGTCTTCCTTGTCTCCAAGAGGGGAGTGCCGA
CGCCGGTGTTATTCAGTCCCCACGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTGAGGTGTAAA
CCCATATCAGGGCATGATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGCTCCTCATTT
ACTTCAACAACAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAAGATGCCTAA
TGCGAGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTTTGTGCAAGC
TCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTGTCgaggacce
tacgtaacgtgacccctcecccaaggtgtccctgttcgagectagcaaggeccgagatcgeccaacaagcagaa
ggccacactcgtctgcecctggctagaggcttcttcccagaccacgtggagetgtcecttggtgggtgaacgge
aaggaggtgcactcaggagtgtctaccgaccctcaggcctacaaggagagcaactacagctactgectgt
cctccagactcagggtctgcgccaccttttggcacaaccctecggaaccactteccgectgtcaggtccagtt
ccacggcctgtccgaggaagacaagtggccagagggctctcctaagccagtgacacagaacatcagegec
gaggcttggggaagagccgattgcggaatcaccagcgecctcttaccagcagggagtgctgtcagctacca
tcctgtacgagatcctgctgggcaaggccacactgtacgcagtgctggtgtccactctggtecgtgatgge
tatggtgaagcggaagaacagcagagccaagcggggctctggcgagggcagaggctctctgctgacctge
ggagatgtggaagaaaatcccggccecctatgtacagaatgcagctgttgtecttgtattgecctttcteteg
ccctcgtaacaaattcaCAAGTCCAGCTTGTACAAAGCGGTGCCGAAGTGAAAAAACCGGGCGCAAGCGT
CAAGGTTTCATGCAAGGCGAGTGGATACACCTTTACCAACTATTACATGTACTGGGTGCGGCAGGCACCC
GGGCAGGGACTGGAATGGATCGGTGGTATTAACCCAAGTAATGGTGGTACAAATTTCAACGAAAAGTTTA
AGAACAAAGCGACGATGACAGTAGACAAATCTACAAGTACCGCATACATGGAGCTGAGCTCACTGAGATC
TGAGGACACCGCAGTCTATTACTGCACACGGCGAGATTACAATTACGATGGAGGGTTCGACTACTGGGGC
CAAGGGACTTTGGTGACTGTATCCTCCGGCGGCGGAGGGTCAGGTGGAGGAGGAAGCGGTGGAGGAGGTA
GTGACATCGTCCTTACGCAAAGCCCGGCGACCCTCAGTTTGAGCCCTGGGGAAAGAGCAACGCTGTICTTG
TAGAGCATCCAAATCAGTCTCAACTTCTGGTTTTAATTACATGCACTGGTATCAACAGAAGCCAGGACAA
GCACCTAGATTGCTGATCTTTCTGGCGTCAAATCTGGCCTCTGGCGTTCCAGCCCGGTTTAGCGGTTCTG
GAAGCGGAACGGACTTTACCCTTACCATATCATCACTCGAACCAGAGGACTTTGCGGTATATTACTGCCA
ACATGGACGGGAGCTGCCCTTGACGTTTGGTCAAGGAACGAAGTTGGAGATA

E204 TCR + anti-PD1l nucleic acid sequence
(Va+Ca+P2A+Vb+Cb+T2A+vH+1linker+vLl) (SEQ ID NO: 73)

ATGGCGACAGGATCTAGGACTTCCCTCCTCCTTGCATTCGGGCTCTTGTGCTTGCCGTGGTTGCAGGAAG
CTAGCGCCCTGGCGAAAACGACACAACCTATCTCTATGGATAGTTACGAGGGCCAAGAGGTCAACATAAC
CTGTTCCCACAACAATATAGCCACCAATGATTACATTACATGGTATCAACAATTTCCCTCCCAAGGCCCC
CGATTCATTATACAGGGTTATAAAACGAAGGTGACAAATGAGGTAGCGAGTCTGTTCATTCCAGCGGATC
GAAAATCCAGTACGCTCTCCTTGCCCCGCGTGTCCTTGTCCGATACCGCTGTGTACTACTGCCTCGTTGG
AGACGGGAATATGGTGGTACTCCAGACCAGTTCTAGTCTTGAGCTTGCTTTGTGTCTTCTTTCCAGCCAG
gacatccagaatccagagccagccgtgtaccagctgaaggaccctaggagccaggactctaccctcectgece
tgttcaccgacttcgacagccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaa
gaccgtgctggacatgaaggctatggacagcaagagcaacggagccatcgcttggagcaaccagaccagce
ttcacttgccaggacatcttcaaggagaccaacgcttgctaccectctagecgacgtgeccttgecgacgecceca
cactgacagagaagagcttcgagaccgacatgaacctgaacttccagaacctgagcgtgatgggcctgag
aatcctgctgctgaaggtggccggattcaacctgctgatgaccctgaggectgtggtcttcececgagcectaaa
cgaggctcaggcgcgacgaactttagtttgctgaagcaagctggggatgtagaggaaaatccgggtcccA
TGGCTACCGGCTCTCGAACCAGTTTGCTCTTGGCGTTTGGGCTGTTGTGTCTTCCTTGTCTCCAAGAGGG
GAGTGCCGACGCCGGTGTTATTCAGTCCCCACGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTG
AGGTGTAAACCCATATCAGGGCATGATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGC
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TCCTCATTTACTTCAACAACAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAA
GATGCCTAATGCGAGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTT
TGTGCAAGCTCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTG
TCgaggacctacgtaacgtgacccctcccaaggtgteccectgttcgagectagcaaggeccgagatcgceccaa
caagcagaaggccacactcgtctgcctggctagaggcttcttcccagaccacgtggagetgtecttggtgg
gtgaacggcaaggaggtgcactcaggagtgtctaccgaccctcaggcctacaaggagagcaactacagcect
actgcctgtcctccagactcagggtctgcecgeccaccttttggcacaaccctecggaaccacttecgetgtcea
ggtccagttccacggcctgtccgaggaagacaagtggccagagggctctcctaageccagtgacacagaac
atcagcgccgaggcttggggaagagccgattgecggaatcaccagecgectcecttaccagcagggagtgetgt
cagctaccatcctgtacgagatcctgctgggcaaggccacactgtacgcagtgectggtgtccactctggt
cgtgatggctatggtgaagcggaagaacagcagagccaagcggggctctggcgagggcagaggctctcectg
ctgacctgcggagatgtggaagaaaatcccggccecctatgtacagaatgcagctgttgtcttgtattgcecece
tttctctecgcectecgtaacaaattcaCAAGTCCAGCTTGTACAAAGCGGTGCCGAAGTGAAAAAACCGGG
CGCAAGCGTCAAGGTTTCATGCAAGGCGAGTGGATACACCTTTACCAACTATTACATGTACTGGGTGCGG
CAGGCACCCGGGCAGGGACTGGAATGGATCGGTGGTATTAACCCAAGTAATGGTGGTACAAATTTCAACG
AAAAGTTTAAGAACAAAGCGACGATGACAGTAGACAAATCTACAAGTACCGCATACATGGAGCTGAGCTC
ACTGAGATCTGAGGACACCGCAGTCTATTACTGCACACGGCGAGATTACAATTACGATGGAGGGTTCGAC
TACTGGGGCCAAGGGACTTTGGTGACTGTATCCTCCGGCGGCGGAGGGTCAGGTGGAGGAGGAAGCGGTG
GAGGAGGTAGTGACATCGTCCTTACGCAAAGCCCGGCGACCCTCAGTTTGAGCCCTGGGGAAAGAGCAAC
GCTGTCTTGTAGAGCATCCAAATCAGTCTCAACTTCTGGTTTTAATTACATGCACTGGTATCAACAGAAG
CCAGGACAAGCACCTAGATTGCTGATCTTTCTGGCGTCAAATCTGGCCTCTGGCGTTCCAGCCCGGTTTA
GCGGTTCTGGAAGCGGAACGGACTTTACCCTTACCATATCATCACTCGAACCAGAGGACTTTGCGGTATA
TTACTGCCAACATGGACGGGAGCTGCCCTTGACGTTTGGTCAAGGAACGAAGTTGGAGATA

E205 TCR + anti-PDl nucleic acid sequence
(Va+Ca+P2A+Vb+Cb+T2A+vH+1linker+vLl) (SEQ ID NO: 74)

ATGGCTACTGGGTCACGAACAAGTCTTTTGTTGGCTTTTGGGCTGCTTTGCTTGCCCTGGCTTCAGGAAG
CTAGCGCGACTCAACTGCTTGAACAAAGCCCTCAGTTICTTGTCTATCCAGGAGGGTGAGAATCTTACAGT
GTATTGTAACAGCAGCTCCGTGTTTTCCTCACTGCAATGGTACCGACAAGAACCAGGTGAGGGACCAGTA
CTCTTGGTTACGGTGGTAACCGGCGGGGAAGTAAAAAAACTTAAACGCCTCACCTTTCAATTTGGAGATG
CCAGAAAGGACAGCAGTCTTCACATTACAGCCGCGCAACCAGGAGATACTGGCCTCTATCTTTGCGCAGG
CGTAAGCGCCCGGCTGATGTTTGGTGACGGGACACAACTTGTAGTAAAGCCGgacatccagaatccagag
ccagccgtgtaccagctgaaggaccctaggagccaggactctaccecctcectgectgttcaccgacttcgaca
gccagatcaacgtgcccaagacaatggagagcggcaccttcatcaccgacaagaccgtgctggacatgaa
ggctatggacagcaagagcaacggagccatcgcttggagcaaccagaccagcttcacttgccaggacatce
ttcaaggagaccaacgcttgctaccecctctagcgacgtgeccttgcgacgeccacactgacagagaagagcet
tcgagaccgacatgaacctgaacttccagaacctgagecgtgatgggcctgagaatcctgctgctgaaggt
ggccggattcaacctgctgatgaccctgaggctgtggtcttcccgagctaaacgaggctcaggecgecgacg
aactttagtttgctgaagcaagctggggatgtagaggaaaatccgggtcccATGGCTACTGGTAGCCGGA
CAAGCCTTCTCCTTGCATTTGGACTTCTCTGTCTCCCGTGTCTTCAAGAGGGTAGCGCCTCCGCCGTGAT
TTCACAGAAGCCGTCCAGAGACATCTGCCAACGAGGAACGTCTCTTACAATACAGTGCCAAGTCGATTCC
CAAGTAACGATGATGTTTTGGTACAGACAGCAGCCAGGACAGTCACTGACGCTCATAGCTACCGCGAATC
AAGGTAGTGAAGCCACCTATGAGTCCGGGTTCGTTATAGATAAGTTCCCTATCTCTCGCCCCAATCTTAC
ATTTAGCACGTTGACAGTTTCAAACATGTCCCCCGAAGATAGCAGTATCTACCTTTGTAGTGCTGTAGGT
GGGCCAAAAGTCCCCGGTGCTGAAGCGTTTTTTGGGCAAGGAACCCGATTGACCGTAGTGgaggacctac
gtaacgtgacccctcccaaggtgtccctgttcgagectagcaaggeccgagatcgeccaacaagcagaaggce
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cacactcgtctgcctggctagaggcttcttecccagaccacgtggagetgtcttggtgggtgaacggcaag
gaggtgcactcaggagtgtctaccgaccctcaggcctacaaggagagcaactacagctactgecctgtect
ccagactcagggtctgcgccaccttttggcacaaccctcggaaccacttccgetgtcaggtccagttcca
cggcctgtccgaggaagacaagtggccagagggctctcctaagccagtgacacagaacatcagcgeccgag
gcttggggaagagccgattgcggaatcaccagecgectcttaccagcagggagtgctgtcagectaccatcece
tgtacgagatcctgctgggcaaggccacactgtacgcagtgctggtgtccactctggtcgtgatggctat
ggtgaagcggaagaacagcagagccaagcggggctctggcgagggcagaggctctctgectgacctgegga
gatgtggaagaaaatcccggccctatgtacagaatgcagctgttgtcttgtattgececctttctcectegecce
tcgtaacaaattcaCAAGTCCAGCTTGTACAAAGCGGTGCCGAAGTGAAAAAACCGGGCGCAAGCGTCAA
GGTTTCATGCAAGGCGAGTGGATACACCTTTACCAACTATTACATGTACTGGGTGCGGCAGGCACCCGGG
CAGGGACTGGAATGGATCGGTGGTATTAACCCAAGTAATGGTGGTACAAATTTCAACGAAAAGTTTAAGA
ACAAAGCGACGATGACAGTAGACAAATCTACAAGTACCGCATACATGGAGCTGAGCTCACTGAGATCTGA
GGACACCGCAGTCTATTACTGCACACGGCGAGATTACAATTACGATGGAGGGTTCGACTACTGGGGCCAA
GGGACTTTGGTGACTGTATCCTCCGGCGGCGGAGGGTCAGGTGGAGGAGGAAGCGGTGGAGGAGGTAGTG
ACATCGTCCTTACGCAAAGCCCGGCGACCCTCAGTTTGAGCCCTGGGGAAAGAGCAACGCTGTCTTGTAG
AGCATCCAAATCAGTCTCAACTTCTGGTTTTAATTACATGCACTGGTATCAACAGAAGCCAGGACAAGCA
CCTAGATTGCTGATCTTTCTGGCGTCAAATCTGGCCTCTGGCGTTCCAGCCCGGTTTAGCGGTTCTGGAA
GCGGAACGGACTTTACCCTTACCATATCATCACTCGAACCAGAGGACTTTGCGGTATATTACTGCCAACA
TGGACGGGAGCTGCCCTTGACGTTTGGTCAAGGAACGAAGTTGGAGATA

HPV E6 amino acid sequence (SEQ ID NO: 75)

MHQKRTAMFQDPQERPRKLPQLCTELQTTIHDIILECVYCKQQLLRREVYDFAFRDLCIVYRDGNPYAVC
DKCLKFYSKISEYRHYCYSLYGTTLEQQYNKPLCDLLIRCINCQKPLCPEEKQRHLDKKQREFHNIRGRWT
GRCMSCCRSSRTRRETQL

GS linker-1 (SEQ ID NO: 76)

GGGGSGGGGSGGGGES

GS linker-2 (SEQ ID NO: 77)

GGGGS

Nucleic acid sequence encoding alpha chain variable region of E203 TCR
(SEQ ID NO: 78)

CTTGCCAAGACTACACAGCCTATTTCAATGGATAGTTACGAGGGTCAAGAAGTGAATATAACGTGCTCTC
ACAACAACATAGCCACTAACGATTATATTACATGGTATCAGCAGTTCCCGTCCCAAGGACCCAGGTTCAT
AATTCAGGGCTACAAAACAAAAGTCACTAATGAAGTCGCGTCCCTGTTCATACCTGCGGATCGAAAGAGT
TCAACTCTTAGTCTCCCCCGAGTCAGTCTGTCCGACACCGCTGTATATTACTGTCTTGCTCTGTCCATGG
ACTCTTCCTATAAATTGATTTTCGGCTCTGGCACTCGGCTTCTCGTCCGGCCG
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Nucleic acid sequence encoding beta chain variable region of E203 TCR
(SEQ ID NO: 79)

GACGCCGGTGTTATTCAGTCCCCACGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTGAGGTGTA
AACCCATATCAGGGCATGATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGCTCCTCAT
TTACTTCAACAACAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAAGATGCCT
AATGCGAGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTTTGTGCAA
GCTCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTGTC

Nucleic acid sequence encoding alpha chain variable region of E204 TCR
(SEQ ID NO: 80)

CTGGCGAAAACGACACAACCTATCTCTATGGATAGTTACGAGGGCCAAGAGGTCAACATAACCTGTTCCC
ACAACAATATAGCCACCAATGATTACATTACATGGTATCAACAATTTCCCTCCCAAGGCCCCCGATTCAT
TATACAGGGTTATAAAACGAAGGTGACAAATGAGGTAGCGAGTCTGTTCATTCCAGCGGATCGAAAATCC
AGTACGCTCTCCTTGCCCCGCGTGTCCTTGTCCGATACCGCTGTGTACTACTGCCTCGTTGGAGACGGGA
ATATGGTGGTACTCCAGACCAGTTCTAGTCTTGAGCTTGCTTTGTGTCTTCTTTCCAGCCAG

Nucleic acid sequence encoding beta chain variable region of E204 TCR
(SEQ ID NO: 81)

GACGCCGGTGTTATTCAGTCCCCACGGCACGAGGTTACAGAGATGGGTCAAGAAGTCACATTGAGGTGTA
AACCCATATCAGGGCATGATTATCTCTTCTGGTACAGACAAACCATGATGCGGGGTCTGGAGCTCCTCAT
TTACTTCAACAACAATGTGCCAATAGACGACAGCGGAATGCCAGAAGACCGCTTCAGTGCTAAGATGCCT
AATGCGAGCTTCTCAACTCTGAAAATTCAACCCTCTGAGCCCCGCGACTCCGCTGTTTACTTTTGTGCAA
GCTCACTGGCACAGCGATCCGCCCCTGAAGCCTTCTTCGGGCAGGGTACCCGATTGACAGTTGTC

Nucleic acid sequence encoding alpha chain variable region of E205 TCR
(SEQ ID NO: 82)

ACTCAACTGCTTGAACAAAGCCCTCAGTTCTTGTCTATCCAGGAGGGTGAGAATCTTACAGTGTATTGTA
ACAGCAGCTCCGTGTTTTCCTCACTGCAATGGTACCGACAAGAACCAGGTGAGGGACCAGTACTCTTGGT
TACGGTGGTAACCGGCGGGGAAGTAAAAAAACTTAAACGCCTCACCTTTCAATTTGGAGATGCCAGAAAG
GACAGCAGTCTTCACATTACAGCCGCGCAACCAGGAGATACTGGCCTCTATCTTTGCGCAGGCGTAAGCG
CCCGGCTGATGTTTGGTGACGGGACACAACTTGTAGTAAAGCCG

Nucleic acid sequence encoding beta chain variable region of E205 TCR
(SEQ ID NO: 83)

TCCGCCGTGATTTCACAGAAGCCGTCCAGAGACATCTGCCAACGAGGAACGTCTCTTACAATACAGTGCC
AAGTCGATTCCCAAGTAACGATGATGTTTTGGTACAGACAGCAGCCAGGACAGTCACTGACGCTCATAGC
TACCGCGAATCAAGGTAGTGAAGCCACCTATGAGTCCGGGTTCGTTATAGATAAGTTCCCTATCTCTCGC
CCCAATCTTACATTTAGCACGTTGACAGTTTCAAACATGTCCCCCGAAGATAGCAGTATCTACCTTTGTA
GTGCTGTAGGTGGGCCAAAAGTCCCCGGTGCTGAAGCGTTTTTTGGGCAAGGAACCCGATTGACCGTAGT
G

50/50
RECTIFIED SHEET (RULE 91) ISA/CN



