<110
<120
<130
<160>
<170>
<210
<211>
<212>
<213>
<220>
<221>
L222%>
<223>
<400
Met Glu

1

Glu Asp

Tle Lys

His Leu
50

Glu Gln
G5

SEQUENCE LISTING
SILENCE THERAPEUTICS AKTIENGESELLSCHAET
USE OF PROTETN KINASE N BETA
SP66T74B
12
PatentIn versicn 3.1
1
889

PRT
Homo saplens

MISC FEATURE
(1)..(889)
protein kinase N beta (PEN beta)

1

Glu Gly Ala Pro Arg Gln Pro Gly Pro Ser

Glu Lys Glu Val Ile Arg Arg Ala Ile Gln

Glu Gly Val Glu Asn Leu Arg Arg Val Ala
35 40

Gly His Val Gln Gln Leu Leu Arg Ser Ser
55 G0

TLeu His Gly Glu Teu Arg Glu Leu His Ala
70 75

Pro Gly Pro Gly Pro Gly Pro Ala Glu Pro Val Ala

Fro Trp

Gln Leu

His Thr
130

Ala Gln
145

85 S0

Ala Glu Gln Leu Arg Ala Arg His Leu Glu
100 105

His Val Glu Leu Lys Val Lys Gln Gly Ala
115 120

Cys Ala Ser Gly Thr Pro Lys Glu Arg Lys
135 140

Gln Met Leu Arg Asp Ser Gln Leu Lys Val
150 155
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Gln

Lys

Thr

45

Asn

Arg

Ser

Ala

Glu

125

Leu

Ala

Tre

Glu

30

Asp

Arg

Ile

Gly

Leu

110

Asn

Leu

Leu

Pro

15

Leu

Arqg

Arg

Leu

Pro

95

Arg

Met

Ala

Leu

Pro

Lys

Arg

Leu

Leu

80

Arg

Arg

Thr

Ala

Arg
160



Met

Glu

Val

Thr

Ser

225

Glu

Leu

Lys

Glu

Ala

305

Arg

Asp

Ser

Glu

Phe

385

Leu

Lys

Leu

Ala

Gln

210

Ser

Gln

Arg

Pro

Gln

290

Ser

Gly

Asn

Tre

Ile

370

Leu

Ser

Ile

Leu

Glu

195

Asp

Gln

Leu

Ala

Thr

275

Leu

Ser

Arg

Arg

Asp

355

Gly

Arqg

Leu

Ser

Ala

180

Gly

Arg

Lys

Pro

Ala

260

Ala

Leu

Pro

Gly

Val

340

Gln

Val

Leu

Val

Ser

165

Glu

Ala

Lys

Leu

Pro

245

Val

Leu

Thr

Ser

Glu

325

Val

Thr

His

Glu

Pro
405

Leu

Glu

Lys

Ala

Asp

230

Ala

Pro

Thr

Ala

Glu

310

Leu

Gly

Phe

Trp

Asp

3580

Gln

Glu

Leu

Asn

Leu

215

Leu

His

Gly

Gly

Val

2595

Gly

Ala

Gln

Val

Arg

375

Phe

Gly

Ala

Gln

Val

200

Ala

Leu

Pro

Tvr

Thr

280

Pro

Trp

Ser

Thr

Ile

360

Asp

Leu

Leu

Ser

His

185

Val

Glu

Arg

Leu

Pro

265

Leu

Gly

Leu

Glu

Gly

345

Pro

Trp

Asp

Leu

Gly

170

Arg

Lys

Ala

Leu

Arg

250

Gln

Gln

Arg

Arg

Val

330

Trp

Leu

Arg

Asn

Phe
410

Ser

Leu

Leu

Gln

Ala

235

Ser

Pro

Val

Ser

Thr

315

Leu

Gly

Glu

Gln

Ala

395

Ala
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Pro

His

Leu

Ala

220

Leu

Arg

Ser

Arg

Pro

300

Lys

Ala

Gln

Arg

Leu

380

Cys

Gln

Glu

Val

Ser

205

Gln

Glu

Val

Gly

Leu

285

Ala

Ala

Val

Val

Ala

365

Cvys

His

Val

Pro

Glu

150

Ser

Leu

Gln

Thr

Thr

270

Leu

Ala

Lys

Leu

Ala

350

Arg

Gly

Gln

Thr

Gly

175

Ala

Arqg

Gln

Leu

Arg

255

Pro

Gly

Ala

His

Lys

335

Glu

Glu

Val

Leu

Phe
415

FPro

Ala

Arg

Glu

Leu

240

Glu

Val

Cvys

Leu

Gln

320

Val

Gln

Leu

Ala

Ser

400

Cvys



Asp

Phe

Leu

Cys

465

FPro

Leu

Pro

Arg

Pro

545

Cvys

Gln

Gln

Arg

Leu

0Z5

Phe

Pro

Pro

Ser

Gly

450

Ser

Thr

Pro

Pro

Thr

530

Pro

Leu

Phe

Glu

Ile

610

Leu

Val

Glu

Val

Lys

435

Met

Ser

Thr

Lys

Arg

515

Lys

Ala

Ala

Lys

Val

5595

Leu

Val

Pro

Pro

Ile

420

Arg

Ala

FPro

Leu

Lys

500

Leu

Arg

Ser

Val

Gly

580

Leu

Glu

Cvys

Gly

Gln
660

Glu

Arg

Ala

Ser

Arg

485

Thr

Tvyr

Pro

Pro

Leu

565

Thr

Ser

Ala

Phe

Gly

645

Ala

Arqg

Gly

Trp

Thr

470

Glu

Pro

Leu

His

Thr

550

Gly

Gly

Arg

Val

Gln

630

Asp

Arg

Arg

Gln

Gly

455

Ile

Ala

Leu

Pro

Met

535

Arg

Arg

Lys

Asp

Gly

als

Thr

Leu

Phe

Pro

Asp

440

Arg

Ser

Ser

Gly

Gln

520

Glu

Lys

Gly

Tvr

Glu

600

Cys

Ser

Met

Tvr

Arqg

425

Phe

Leu

Pro

Asp

Glu

505

Glu

Pro

Pro

His

Tyr

585

Ile

Thr

Ser

Met

Val
665

Leu

Leu

Val

FPro

FPro

490

Glu

Pro

Arg

Pro

Phe

570

Ala

Glu

Gly

His

Gln

50

Ala

Gln

Arg

Met

Lys

475

Ala

Met

Thr

Thr

Arg

555

Gly

Ile

Ser

His

Ala

635

Ile

Cys
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Arqg

Arg

Asn

460

Gly

Thr

Thr

Ser

Arg

540

Leu

Lys

Lys

Leu

Pro

620

Arg

His

Val

Gln

Ser

445

Leu

Cys

FPro

Pro

Glu

525

Arg

Gln

Val

Ala

Tvr

605

Phe

Phe

Glu

Val

Glu

430

Gln

Leu

Pro

Ser

Pro

510

Glu

Gly

Asp

Leu

Leu

590

Cys

Leu

Val

Asp

Leu
670

Arqg

Met

Pro

Arqg

Asn

495

Pro

Thr

Pro

Phe

Leu

575

Lys

Glu

Leu

Thr

Val

@55

Gly

Ile

Asn

FPro

Thr

480

Phe

Lys

Pro

Ser

Arg

560

Val

Lys

Lys

Ser

Glu

640

Phe

Leu



Gln

Asn

Leu

705

Gly

Thr

Leu

Asp

Gln

785

Arg

Phe

Pro

Glu

His

Be5

Phe

Phe

Leu

690

Cys

Thr

Gln

Val

Cys

770

Gly

Leu

Phe

Pro

Gly

850

Ser

Val

<210>

<211>
<21Z2>
<Z213>

<220>
<221>

Leu
675

Leu

Lys

Pro

Ala

Gly

755

Ile

Leu

Gly

Arg

Phe

835

Glu

Leu

Ser

2670
DNA
Homo

mENA

His

Leu

Glu

Glu

Val

740

Glu

Val

Glu

Ala

Thr

820

Val

Phe

Leu

Glu

Glu

Asp

Gly

Phe

725

Asp

Cys

Asn

Phe

Gly

805

Thr

Pro

Thr

Thr

Arg
885

sapiens

Lys

Ala

Ile

710

Leu

Trp

Pro

Met

Ile

790

Glu

Asn

Thr

Gly

Ala

870

Phe

Lys

Gln

595

Gly

Ala

Trp

Phe

Asp

775

Gln

Gln

Trp

Leu

Leu

855

Arg

Leu

Ile

680

Gly

Phe

Pro

Ala

Pro

TG0

Ala

Lys

Asp

Gln

Cys

840

Pro

Gln

Glu

Ile

Phe

Gly

Glu

Leu

745

Gly

Pro

Leu

Ala

Ala

825

Gly

Pro

Gln

Pro

Tyr

Leu

Asp

Val

730

Gly

Asp

Tvr

Leu

Glu

810

Leu

Pro

Ala

Ala

Arg

Lys

Arg

715

Leu

Val

Thr

Pro

Gln

795

Glu

Leu

Ala

Leu

Ala
875
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Asp

Ile

700

Thr

Thr

Leu

Glu

Gly

T80

Lys

Ile

Ala

Asp

Thr

860

Phe

Leu

685

Ala

Ser

Gln

Leu

Glu

765

Phe

Cvys

Lys

Arg

Leu

845

Pro

Arg

Lys

Asp

Thr

Glu

Tyr

750

Glu

Leu

Pro

Val

Thr

830

Arg

Pro

Asp

Leu

Phe

Phe

Ala

735

Glu

Val

Ser

Glu

Gln

815

Ile

Tyr

Ala

Phe

Asp

Gly

Cys

720

Tyr

Met

Phe

Val

Lys

800

Pro

Gln

Phe

Pro

Asp
580



222>

(1) .

. (2670)

<223>» mRNA / cDNA of

<400> 2
atggaggagg

gaggtgatce
cagegegtgg
gaccgcogoco
cococggococtg
cagctcaggg
aaacaggggg
ctocoettgeag
atgaagatca
gaggagctac
gtgaaactge
cagcetacagg
gagcaactge
gtgectggat
ctgcaggtcee
goggocgeac
cgtggecgag
gtggggcaga
ccactggage
tatggcgtgg
ctcageoctgg
gagaggcggco
ttcotgagge
ctgetgeoce
ccaacaacac
accocccttgg
gagccaacat
cgtgggocat
tgcttagetg

acagggaaat

gggcgecogeg
gococgggocat
ccacagaccg
tggagcaget
ggcoctggoce
ctecggecacct
ctgagaacat
ctgocccagea
gcagoctgga
agcatcgact
ttagtagccg
agtcctctceca
ctcctgcocceca
acccocagoo
gococtaoctggyg
tggoccagceag
gcgagettgoe
cgggctgggg
gagcocgtga
cocttectgag
taccgcaggyg
ccocggetgca
gttcgcagat
coctgcagoto
tgcgagagge
gtgaagagat
ccgaggagac
ctccaccagoe
tgctgggecyg

actacgccat

PEN beta

gcagcecetggg
ccagaaagag
ccgocacttyg
gcatggegag
agctgagoct
agaggctctoe
gacccacacg
gatgctgegyg
ggccagtggg
goacgttgag
gagaacacag
Jqaaactggac
ccotttgege
ttcagggaca
ctgtgaacag
cccoctaecgag
cagtgaggtyg
gcaggtggec
gotggagatt
acttgaagac
actgottttt
gaggcaggaa
gaacctcgge
cccgageaca
ctetgaccct
gacaccccca
tccgogocace
ctaoccoccaco
gggacacttt

caaagcactg

cocgagocagt
ctgaagatca
ggccatgtge
ctgcgggage
gtggccteag
cggaggcage
tgocgcoccagtyg
gacagccaga
tccocggage
gcageggtgg
gaccgcaagyg
ctocetgegeo
agcagagtga
cotgtgaage
Lttgctgacag
ggctggette
ctggetgtge
gaacagtcct
ggggtacact
ttocetggaca
gccocaggtga
cgecatettcet
atggcggect
atcagccoca
gccactacca
coccaagooca
aaacgtcoca
aggaaaccca
gggaaggtce
aagaagcadgyg
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ggococooccadga
aggagggggt
agcagctget
tgcacgcacyg
gaccooggoo
tgcatgtgga
gocaccooccaa
tgaaggtgge
cagggcctga
ctgagggege
cactggctga
tggoccttgga
cccgagagtt
ccaccgooct
ccgtgectgg
ggaccaaggo
taaaggtgga
gggaccagac
ggcgggactyg
atgocctgtca
ccttotgega
ctaaacgcag
gggggcgeet
ctaaaggatyg
gtaatttcct
cacgcctota
atatggagcc
cteggettca
tcectggteca

aggtgctcag

ggatgagaag
ggagaacctg
goggtecteoe
aatcctgectyg
gtgggcagag
gcoctgaaggtg
dggadadggaag
cctgotgoegyg
gctactggecg
caagaacgtg
ggcccaggeo
gocagotgotyg
gogggetgeg
aacagggaca
gocgotococcca
caagcaccad
caaccgtgtt
ctttgtcatc
gocggocageta
ccaactgtco
tcotgtecatt
aggccaggac
cgtcatgaac
ccctoggacoe
gcccaadaag
cctococcag
taggactcga
ggacttccgo
gttcaagggg

ccdggacdgadg

&0

120

180

240

300

360

420

480

540

a00

660

120

780

840

500

560

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800



Jqaagcggate
ctgcttceccag
catgatgcag
tgttgtcctyg
ggataacctt
ggaagggatc
tccegaggtyg
goctgoctetac
gtttgactge
tgagttcatt
ggatgccgag
cgococgoaca
ctttgaggge
cctcactgoo

ggaaccctga

antisense oligonucleotide

atagagagce tgtactgoga
Ltcctgotet coctecttgt
tttgtgectg gtggtgacct
gccogoettet acgtggettg
atttacaggg acctgaagtt
gcagacttty gactctgcaa
ggcacccoocdg agttectgge
gactggtggg cgotgggtgt
ggggacacag aggaagaggt
tttetgtegg tgcaagggot
cgcctegggg caggtgagca
accaactgge aagoccctgot
ggccctgegyg acctgcegeta
ccacctgecac cocacagoct
Lttgtgtcag agcgattect
<210> 3

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223>

<220>

<Z221>» misc feature
<2z22>  (1})..(8)

<223> ENA

<220>

<Z221>» misc feature
<222 (7)., (15)
<223>

<220>

<Z221>» misc feature
<2z2>  (le)..(21)
<223> ENA

<400> 3

ggaggqucocag tttotgagag g

<210> 4
<211> 21

ctggaggctyg
acctccagee
atccacgagg
gggetgeagt
ctgetggatyg
ggcttcgggg
ctgacccagdg
gagatgctgg
atcgtcaaca
cagaagctoo
gagatcaagg
atccageceoce
gagttcacag

cgoccaacagyg
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tgggctgecac
atgcocgett
atgtcttece
tcttacacga
coccagggatt
accggactag
aggcatacac
tgggtgagtyg
tggacgccco
tccagaagtyg
tocagecatt
cocttegtgeo
ggctgcocgco

cocgoctteocyg

DNA linked through phosphorothicate linkages

agggcaccct
tgtgactgag
cgagooocadg
gaagaagatc
cctgaagate
caccttcetgt
acaggecgte
ccogttceccca
ctaccecgge
cocoggadgaaqg
cttcaggacc
taccctgtgt
tgccctgaco

ggacttcgac

1860

1520

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2670

21



<212> DNA
<213>» Artificial Sequence

<220
<223» antisense oligonucleotide

<220>

<221» misc featurs
<222>  (1)..(6)
<223> RNA

<220

<221> misc feature
<222> (7)..(15)

<223>» DNA linked through phosphorothiocate linkages

<220

<221> misc feature
<222>  {l16)..(21)
<223> RNA

<400> 4

uguuucacct tcagcuccac a

<210> 5
<211> 23
<212> DNA

<213>» Artificial Sequence

<220
<223» antisense oligonucleotide

<220>

<Z221>» misc feature
<z2z2>  (1Yy..(7)
<223>» RNA

<220>

<Z221>» misc feature
<222>  (B)..(16)

<223>» DNA linked through phosphorothicate linkages

<220>

<221» misc featurs
<222>  (17)..(23)
<223> RNA

<400> 5

aggacaacac aagoccacdua gaa

<z210> ©
<211> 23
<z212> DNA

<213» Artificial Seguence
220>

7/11

8]
]



<223» antisense oligonucleotide

<220>

<221» misc featurs
<222>  (1)..(7)
<223> RNA

<220

<221> misc feature
<222>  (B)..(16)

<223> DNA linked through phosphorocthicate linkages

<220>

<221> misc feature
<222 (17)..1(23)
<223> RNA

<400> &

gcucugacac aaagtcdaag ucc

<210> 7
<211> 23
<212> DNA

<213> Artificial Sequence

L2220
<223» antisense oligonucleotide

<220>

<221» misc featurs
<222>  (1)..(7)
<223> RNA

<220>

<221> misc feature
<222>  (B)..(16)

<223>» DNA linked through phosphorothicate linkages

<220>

<221» misc featurs
<2z22>  (17)..(23)
<223> RNA

<400> 7

gocagucaaac acctotuccu cug

<210> B
<z211> 21
<212> DNA

<213> Artificial Sequence

<220
<223> antisense oligonuclectide

<220>
<221> misc feature
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<222>  (1)..(6)

<223> RNA

<220>

<Z221>» misc feature
<222>  (T7)y..(15)

<223» DNA linked through phosphorothicate linkages

<220>
<221> misc feature
<220%  (18Y)..(21)

<223>» DNA linked through phosphorcthicate linkages

<400> B
caacacggtt gtecaccuuu a

<210> S
<211> 21
<z212> DNA

<213> Artificial Segquence

<220
<223» antisense oligonucleotide

<220>

<221> misc feature
<222 (1}..18)
<223> RNA

<220

<Z221>» misc feature
<222>  (T7)y..(15)

<223>» DNA linked through phosphorothicate linkages

<220>

<221» misc feature
<222>  (16)..(21)
<223> RNA

<400> 9

ucagugcettt gatggcguag u

<210> 10
<211> 21
<212> DNA

<213> Artificial Sedquence

<220>
<223» antisense oligonucleotide

<220>
<221» misc feature
<222% (1) .. (8)
<223 RNA
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<220>
<221>
222>
<223>

<220>
<221>
222>
<223>

<400>

misc feature
(7)..(15)
DNA linked through phosphorothioate

misc feature
(16)..(21)
RIMA

10

cuucucgcag tacaggoucu C

<210>
<211>
<212>
<213>

<220>
CEZ23>

<220>
<221>
CELZ
<223>

<220>
<221>
222>
<223>

<220>
<221>
222>
<223>

<400>

11

21

DNA

Artificial Sequence

antisense cligonucleotide

misc feature
(1) .. (8]}
RINA

misc feature
(7)..(15)
DNA linked through phosphorothioate

misc feature
(1e)..(21)
RINA

11

caagacgcett gtgcacguuul a

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
CEZ23>

12

21

DNA

Artificial Seduence

antisense oligcnuclectide

misc feature
(1)..(8)
RINA

misc feature
(7)..(15)
INA linked through phosphorothicate
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linkages

linkages

linkages

21

21



<220

<221> misc feature
<222>  (16)..(21)
<223> RNA

<400> 12
ucagagcetta gttggoguug u
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