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<210>  1
<211>  1164
<212>  DNA
<213>  Homo Sapiens

<400>  1
atggccgaga cactgttctg gactcctctg ctggtggtgc tgctggctgg actgggagat       60

accgaggctc agcagaccac actgcaccca ctggtgggcc gggtgttcgt gcacaccctg      120

gaccatgaga catttctgag tctgccagaa cacgtggctg tgccacctgc tgtgcatatc      180

acttaccacg cccatctgca gggccatcct gatctgccac ggtggctgag atacacccag      240

agatcacccc accatcctgg attcctgtat ggaagcgcta ccccagagga caggggactg      300

caggtgatcg aagtgacagc ttacaaccgc gacagttttg atactaccag gcagcgcctg      360

gtgctggaga ttggggatcc agaaggaccc ctgctgcctt atcaggccga gttcctggtg      420

cggtcacacg acgctgagga agtgctgcca tcaacacccg ccagcagatt tctgtccgct      480

ctgggaggac tgtgggagcc aggagaactg cagctgctga atgtgactag cgctctggat      540

aggggaggaa gggtgccact gccaatcgag ggaaggaagg aaggggtgta cattaaagtg      600

ggaagcgctt ccccattctc cacctgcctg aagatggtgg cttctcctga tagtcacgct      660

aggtgcgctc agggacagcc accactgctg tcctgttatg acacactggc cccccatttt      720

cgcgtggact ggtgcaacgt gactctggtg gataaatctg tgcctgagcc agctgacgaa      780



gtgccaaccc ctggagacgg aatcctggag cacgatcctt tcttttgtcc tccaacagaa      840

gccccagaca gggatttcct ggtggacgct ctggtgactc tgctggtgcc tctgctggtg      900

gctctgctgc tgaccctgct gctggcttat gtgatgtgct gtcggagaga gggacggctg      960

aagagagacc tggccacatc tgatatccag atggtgcacc attgtactat tcacggcaac     1020

accgaggaac tgcgccagat ggctgcttct agggaggtgc caaggccact gagtacactg     1080

cctatgttta atgtgcacac tggcgaacgg ctgcccccta gagtggatag cgcccaggtg     1140

ccactgattc tggaccagca ttga                                            1164

<210>  2
<211>  387
<212>  PRT
<213>  Homo Sapiens

<400>  2

Met Ala Glu Thr Leu Phe Trp Thr Pro Leu Leu Val Val Leu Leu Ala 
1               5                   10                  15      

Gly Leu Gly Asp Thr Glu Ala Gln Gln Thr Thr Leu His Pro Leu Val 
            20                  25                  30          

Gly Arg Val Phe Val His Thr Leu Asp His Glu Thr Phe Leu Ser Leu 
        35                  40                  45              

Pro Glu His Val Ala Val Pro Pro Ala Val His Ile Thr Tyr His Ala 
    50                  55                  60                  

His Leu Gln Gly His Pro Asp Leu Pro Arg Trp Leu Arg Tyr Thr Gln 
65                  70                  75                  80  

Arg Ser Pro His His Pro Gly Phe Leu Tyr Gly Ser Ala Thr Pro Glu 
                85                  90                  95      

Asp Arg Gly Leu Gln Val Ile Glu Val Thr Ala Tyr Asn Arg Asp Ser 
            100                 105                 110         

Phe Asp Thr Thr Arg Gln Arg Leu Val Leu Glu Ile Gly Asp Pro Glu 
        115                 120                 125             



Gly Pro Leu Leu Pro Tyr Gln Ala Glu Phe Leu Val Arg Ser His Asp 
    130                 135                 140                 

Ala Glu Glu Val Leu Pro Ser Thr Pro Ala Ser Arg Phe Leu Ser Ala 
145                 150                 155                 160 

Leu Gly Gly Leu Trp Glu Pro Gly Glu Leu Gln Leu Leu Asn Val Thr 
                165                 170                 175     

Ser Ala Leu Asp Arg Gly Gly Arg Val Pro Leu Pro Ile Glu Gly Arg 
            180                 185                 190         

Lys Glu Gly Val Tyr Ile Lys Val Gly Ser Ala Ser Pro Phe Ser Thr 
        195                 200                 205             

Cys Leu Lys Met Val Ala Ser Pro Asp Ser His Ala Arg Cys Ala Gln 
    210                 215                 220                 

Gly Gln Pro Pro Leu Leu Ser Cys Tyr Asp Thr Leu Ala Pro His Phe 
225                 230                 235                 240 

Arg Val Asp Trp Cys Asn Val Thr Leu Val Asp Lys Ser Val Pro Glu 
                245                 250                 255     

Pro Ala Asp Glu Val Pro Thr Pro Gly Asp Gly Ile Leu Glu His Asp 
            260                 265                 270         

Pro Phe Phe Cys Pro Pro Thr Glu Ala Pro Asp Arg Asp Phe Leu Val 
        275                 280                 285             

Asp Ala Leu Val Thr Leu Leu Val Pro Leu Leu Val Ala Leu Leu Leu 
    290                 295                 300                 

Thr Leu Leu Leu Ala Tyr Val Met Cys Cys Arg Arg Glu Gly Arg Leu 
305                 310                 315                 320 

Lys Arg Asp Leu Ala Thr Ser Asp Ile Gln Met Val His His Cys Thr 
                325                 330                 335     

Ile His Gly Asn Thr Glu Glu Leu Arg Gln Met Ala Ala Ser Arg Glu 
            340                 345                 350         



Val Pro Arg Pro Leu Ser Thr Leu Pro Met Phe Asn Val His Thr Gly 
        355                 360                 365             

Glu Arg Leu Pro Pro Arg Val Asp Ser Ala Gln Val Pro Leu Ile Leu 
    370                 375                 380                 

Asp Gln His 
385         

<210>  3
<211>  714
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Synthetic Polypeptide

<400>  3
ccactacggg tctaggctgc ccatgtaagg aggcaaggcc tggggacacc cgagatgcct       60

ggttataatt aaccccaaca cctgctgccc cccccccccc aacacctgct gcctgagcct      120

gagcggttac cccaccccgg tgcctgggtc ttaggctctg tacaccatgg aggagaagct      180

cgctctaaaa ataaccctgt ccctggtgga tccactacgg gtctatgctg cccatgtaag      240

gaggcaaggc ctggggacac ccgagatgcc tggttataat taaccccaac acctgctgcc      300

cccccccccc caacacctgc tgcctgagcc tgagcggtta ccccaccccg gtgcctgggt      360

cttaggctct gtacaccatg gaggagaagc tcgctctaaa aataaccctg tccctggtgg      420

accactacgg gtctaggctg cccatgtaag gaggcaaggc ctggggacac ccgagatgcc      480

tggttataat taaccccaac acctgctgcc cccccccccc aacacctgct gcctgagcct      540

gagcggttac cccaccccgg tgcctgggtc ttaggctctg tacaccatgg aggagaagct      600

cgctctaaaa ataaccctgt ccctggtcct ccctggggac agcccctcct ggctagtcac      660

accctgtagg ctcctctata taacccaggg gcacaggggc tgcccccggg tcac            714

<210>  4
<211>  2476
<212>  DNA
<213>  Artificial Sequence

<220>



<223>  Synthetic Polypeptide

<400>  4
ctgcgcgctc gctcgctcac tgaggccgcc cgggcaaagc ccgggcgtcg ggcgaccttt       60

ggtcgcccgg cctcagtgag cgagcgagcg cgcagagagg gagtggggtt aaccaattgg      120

cggccgcaaa cttgcatgcc ccactacggg tctaggctgc ccatgtaagg aggcaaggcc      180

tggggacacc cgagatgcct ggttataatt aaccccaaca cctgctgccc cccccccccc      240

aacacctgct gcctgagcct gagcggttac cccaccccgg tgcctgggtc ttaggctctg      300

tacaccatgg aggagaagct cgctctaaaa ataaccctgt ccctggtgga tccactacgg      360

gtctatgctg cccatgtaag gaggcaaggc ctggggacac ccgagatgcc tggttataat      420

taaccccaac acctgctgcc cccccccccc caacacctgc tgcctgagcc tgagcggtta      480

ccccaccccg gtgcctgggt cttaggctct gtacaccatg gaggagaagc tcgctctaaa      540

aataaccctg tccctggtgg accactacgg gtctaggctg cccatgtaag gaggcaaggc      600

ctggggacac ccgagatgcc tggttataat taaccccaac acctgctgcc cccccccccc      660

aacacctgct gcctgagcct gagcggttac cccaccccgg tgcctgggtc ttaggctctg      720

tacaccatgg aggagaagct cgctctaaaa ataaccctgt ccctggtcct ccctggggac      780

agcccctcct ggctagtcac accctgtagg ctcctctata taacccaggg gcacaggggc      840

tgcccccggg tcacctgcag aagttggtcg tgaggcactg ggcaggtaag tatcaaggtt      900

acaagacagg tttaaggaga ccaatagaaa ctgggcttgt cgagacagag aagactcttg      960

cgtttctgat aggcacctat tggtcttact gacatccact ttgcctttct ctccacaggt     1020

gtccactccc agttcaatta cagcgcgtgg taccaccatg gccgagacac tgttctggac     1080

tcctctgctg gtggtgctgc tggctggact gggagatacc gaggctcagc agaccacact     1140

gcacccactg gtgggccggg tgttcgtgca caccctggac catgagacat ttctgagtct     1200

gccagaacac gtggctgtgc cacctgctgt gcatatcact taccacgccc atctgcaggg     1260

ccatcctgat ctgccacggt ggctgagata cacccagaga tcaccccacc atcctggatt     1320

cctgtatgga agcgctaccc cagaggacag gggactgcag gtgatcgaag tgacagctta     1380

caaccgcgac agttttgata ctaccaggca gcgcctggtg ctggagattg gggatccaga     1440

aggacccctg ctgccttatc aggccgagtt cctggtgcgg tcacacgacg ctgaggaagt     1500

gctgccatca acacccgcca gcagatttct gtccgctctg ggaggactgt gggagccagg     1560



agaactgcag ctgctgaatg tgactagcgc tctggatagg ggaggaaggg tgccactgcc     1620

aatcgaggga aggaaggaag gggtgtacat taaagtggga agcgcttccc cattctccac     1680

ctgcctgaag atggtggctt ctcctgatag tcacgctagg tgcgctcagg gacagccacc     1740

actgctgtcc tgttatgaca cactggcccc ccattttcgc gtggactggt gcaacgtgac     1800

tctggtggat aaatctgtgc ctgagccagc tgacgaagtg ccaacccctg gagacggaat     1860

cctggagcac gatcctttct tttgtcctcc aacagaagcc ccagacaggg atttcctggt     1920

ggacgctctg gtgactctgc tggtgcctct gctggtggct ctgctgctga ccctgctgct     1980

ggcttatgtg atgtgctgtc ggagagaggg acggctgaag agagacctgg ccacatctga     2040

tatccagatg gtgcaccatt gtactattca cggcaacacc gaggaactgc gccagatggc     2100

tgcttctagg gaggtgccaa ggccactgag tacactgcct atgtttaatg tgcacactgg     2160

cgaacggctg ccccctagag tggatagcgc ccaggtgcca ctgattctgg accagcattg     2220

aggccgcaat aaaagatctt tattttcatt agatctgtgt gttggttttt tgtgtgtcct     2280

gcaggggcgc gcctctagag catggctacg tagataagta gcatggcggg ttaatcatta     2340

actacaagga acccctagtg atggagttgg ccactccctc tctgcgcgct cgctcgctca     2400

ctgaggccgg gcgaccaaag gtcgcccgac gcccgggctt tgcccgggcg gcctcagtga     2460

gcgagcgagc gcgcag                                                     2476

<210>  5
<211>  110
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Synthetic Polypeptide

<400>  5
ctgcgcgctc gctcgctcac tgaggccgcc cgggcaaagc ccgggcgtcg ggcgaccttt       60

ggtcgcccgg cctcagtgag cgagcgagcg cgcagagagg gagtggggtt                 110

<210>  6
<211>  104
<212>  DNA
<213>  Artificial Sequence

<220>



<223>  Synthetic Polypeptide

<400>  6
ccactccctc tctgcgcgct cgctcgctca ctgaggccgg gcgaccaaag gtcgcccgac       60

gcccgggctt tgcccgggcg gcctcagtga gcgagcgagc gcgc                       104

<210>  7
<211>  53
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Synthetic Polypeptide

<400>  7
ggccgcaata aaagatcttt attttcatta gatctgtgtg ttggtttttt gtg              53

<210>  8
<211>  5749
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Synthetic Polypeptide

<400>  8
atgcagctgc gcgctcgctc gctcactgag gccgcccggg caaagcccgg gcgtcgggcg       60

acctttggtc gcccggcctc agtgagcgag cgagcgcgca gagagggagt ggggttaacc      120

aattggcggc cgcaaacttg catgccccac tacgggtcta ggctgcccat gtaaggaggc      180

aaggcctggg gacacccgag atgcctggtt ataattaacc ccaacacctg ctgccccccc      240

ccccccaaca cctgctgcct gagcctgagc ggttacccca ccccggtgcc tgggtcttag      300

gctctgtaca ccatggagga gaagctcgct ctaaaaataa ccctgtccct ggtggatcca      360

ctacgggtct atgctgccca tgtaaggagg caaggcctgg ggacacccga gatgcctggt      420

tataattaac cccaacacct gctgcccccc cccccccaac acctgctgcc tgagcctgag      480

cggttacccc accccggtgc ctgggtctta ggctctgtac accatggagg agaagctcgc      540

tctaaaaata accctgtccc tggtggacca ctacgggtct aggctgccca tgtaaggagg      600

caaggcctgg ggacacccga gatgcctggt tataattaac cccaacacct gctgcccccc      660

ccccccaaca cctgctgcct gagcctgagc ggttacccca ccccggtgcc tgggtcttag      720

gctctgtaca ccatggagga gaagctcgct ctaaaaataa ccctgtccct ggtcctccct      780



ggggacagcc cctcctggct agtcacaccc tgtaggctcc tctatataac ccaggggcac      840

aggggctgcc cccgggtcac ctgcagaagt tggtcgtgag gcactgggca ggtaagtatc      900

aaggttacaa gacaggttta aggagaccaa tagaaactgg gcttgtcgag acagagaaga      960

ctcttgcgtt tctgataggc acctattggt cttactgaca tccactttgc ctttctctcc     1020

acaggtgtcc actcccagtt caattacagc gcgtggtacc accatggccg agacactgtt     1080

ctggactcct ctgctggtgg tgctgctggc tggactggga gataccgagg ctcagcagac     1140

cacactgcac ccactggtgg gccgggtgtt cgtgcacacc ctggaccatg agacatttct     1200

gagtctgcca gaacacgtgg ctgtgccacc tgctgtgcat atcacttacc acgcccatct     1260

gcagggccat cctgatctgc cacggtggct gagatacacc cagagatcac cccaccatcc     1320

tggattcctg tatggaagcg ctaccccaga ggacagggga ctgcaggtga tcgaagtgac     1380

agcttacaac cgcgacagtt ttgatactac caggcagcgc ctggtgctgg agattgggga     1440

tccagaagga cccctgctgc cttatcaggc cgagttcctg gtgcggtcac acgacgctga     1500

ggaagtgctg ccatcaacac ccgccagcag atttctgtcc gctctgggag gactgtggga     1560

gccaggagaa ctgcagctgc tgaatgtgac tagcgctctg gataggggag gaagggtgcc     1620

actgccaatc gagggaagga aggaaggggt gtacattaaa gtgggaagcg cttccccatt     1680

ctccacctgc ctgaagatgg tggcttctcc tgatagtcac gctaggtgcg ctcagggaca     1740

gccaccactg ctgtcctgtt atgacacact ggccccccat tttcgcgtgg actggtgcaa     1800

cgtgactctg gtggataaat ctgtgcctga gccagctgac gaagtgccaa cccctggaga     1860

cggaatcctg gagcacgatc ctttcttttg tcctccaaca gaagccccag acagggattt     1920

cctggtggac gctctggtga ctctgctggt gcctctgctg gtggctctgc tgctgaccct     1980

gctgctggct tatgtgatgt gctgtcggag agagggacgg ctgaagagag acctggccac     2040

atctgatatc cagatggtgc accattgtac tattcacggc aacaccgagg aactgcgcca     2100

gatggctgct tctagggagg tgccaaggcc actgagtaca ctgcctatgt ttaatgtgca     2160

cactggcgaa cggctgcccc ctagagtgga tagcgcccag gtgccactga ttctggacca     2220

gcattgaggc cgcaataaaa gatctttatt ttcattagat ctgtgtgttg gttttttgtg     2280

tgtcctgcag gggcgcgcct ctagagcatg gctacgtaga taagtagcat ggcgggttaa     2340

tcattaacta caaggaaccc ctagtgatgg agttggccac tccctctctg cgcgctcgct     2400



cgctcactga ggccgggcga ccaaaggtcg cccgacgccc gggctttgcc cgggcggcct     2460

cagtgagcga gcgagcgcgc agctggcgta atagcgaaga ggcccgcacc gatcgccctt     2520

cccaacagtt gcgcagcctg aatggcgaat ggcgattccg ttgcaatggc tggcggtaat     2580

attgttctgg atattaccag caaggccgat agtttgagtt cttctactca ggcaagtgat     2640

gttattacta atcaaagaag tattgcgaca acggttaatt tgcgtgatgg acagactctt     2700

ttactcggtg gcctcactga ttataaaaac acttctcagg attctggcgt accgttcctg     2760

tctaaaatcc ctttaatcgg cctcctgttt agctcccgct ctgattctaa cgaggaaagc     2820

acgttatacg tgctcgtcaa agcaaccata gtacgcgccc tgtagcggcg cattaagcgc     2880

ggcgggtgtg gtggttacgc gcagcgtgac cgctacactt gccagcgccc tagcgcccgc     2940

tcctttcgct ttcttccctt cctttctcgc cacgttcgcc atcttcaaat atgtatccgc     3000

tcatgagaca ataaccctga taaatgcttc aataatattg aaaaaggaag agtcctgagg     3060

cggaaagaac cagctgtgga atgtgtgtca gttagggtgt ggaaagtccc caggctcccc     3120

agcaggcaga agtatgcaaa gcatgcatct caattagtca gcaaccaggt gtggaaagtc     3180

cccaggctcc ccagcaggca gaagtatgca aagcatgcat ctcaattagt cagcaaccat     3240

agtcccgccc ctaactccgc cccatggctg actaattttt tttatttatg cagaggccga     3300

ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg     3360

cttttgcaaa gatcgatcaa gagacaggat gaggatcgtt tcgcatgatt gaacaagatg     3420

gattgcacgc aggttctccg gccgcttggg tggagaggct attcggctat gactgggcac     3480

aacagacaat cggctgctct gatgccgccg tgttccggct gtcagcgcag gggcgcccgg     3540

ttctttttgt caagaccgac ctgtccggtg ccctgaatga actgcaagac gaggcagcgc     3600

ggctatcgtg gctggccacg acgggcgttc cttgcgcagc tgtgctcgac gttgtcactg     3660

aagcgggaag ggactggctg ctattgggcg aagtgccggg gcaggatctc ctgtcatctc     3720

accttgctcc tgccgagaaa gtatccatca tggctgatgc aatgcggcgg ctgcatacgc     3780

ttgatccggc tacctgccca ttcgaccacc aagcgaaaca tcgcatcgag cgagcacgta     3840

ctcggatgga agccggtctt gtcgatcagg atgatctgga cgaagagcat caggggctcg     3900

cgccagccga actgttcgcc aggctcaagg cgagcatgcc cgacggcgag gatctcgtcg     3960

tgacccatgg cgatgcctgc ttgccgaata tcatggtgga aaatggccgc ttttctggat     4020



tcatcgactg tggccggctg ggtgtggcgg accgctatca ggacatagcg ttggctaccc     4080

gtgatattgc tgaagagctt ggcggcgaat gggctgaccg cttcctcgtg ctttacggta     4140

tcgccgctcc cgattcgcag cgcatcgcct tctatcgcct tcttgacgag ttcttctgag     4200

cgggactctg gggttcgaaa tgaccgacca agcgacgccc aacctgccat cacgagattt     4260

cgattccacc gccgccttct atgaaaggtt gggcttcgga atcgttttcc gggacgccgg     4320

ctggatgatc ctccagcgcg gggatctcat gctggagttc ttcgcccacc ctagggggag     4380

gctaactgaa acacggaagg agacaatacc ggaaggaacc cgcgctatga cggcaataaa     4440

aagacagaat aaaaacgttg cgcaaactat taactggcga actacttact ctagcttccc     4500

ggcaacaatt aatagactgg atggaggcgg ataaagttgc aggaccactt ctgcgctcgg     4560

cccttccggc tggctggttt attgctgata aatctggagc cggtgagcgt gggtctcgcg     4620

gtatcattgc agcactgggg ccagatggta agccctcccg tatcgtagtt atctacacga     4680

cggggagtca ggcaactatg gatgaacgaa atagacagat cgctgagata ggtgcctcac     4740

tgattaagca ttggtaactg tcagaccaag tttactcata tatactttag attgatttaa     4800

aacttcattt ttaatttaaa aggatctagg tgaagatcct ttttgataat ctcatgacca     4860

aaatccctta acgtgagttt tcgttccact gagcgtcaga ccccgtagaa aagatcaaag     4920

gatcttcttg agatcctttt tttctgcgcg taatctgctg cttgcaaaca aaaaaaccac     4980

cgctaccagc ggtggtttgt ttgccggatc aagagctacc aactcttttt ccgaaggtaa     5040

ctggcttcag cagagcgcag ataccaaata ctgttcttct agtgtagccg tagttaggcc     5100

accacttcaa gaactctgta gcaccgccta catacctcgc tctgctaatc ctgttaccag     5160

tggctgctgc cagtggcgat aagtcgtgtc ttaccgggtt ggactcaaga cgatagttac     5220

cggataaggc gcagcggtcg ggctgaacgg ggggttcgtg cacacagccc agcttggagc     5280

gaacgaccta caccgaactg agatacctac agcgtgagct atgagaaagc gccacgcttc     5340

ccgaagggag aaaggcggac aggtatccgg taagcggcag ggtcggaaca ggagagcgca     5400

cgagggagct tccaggggga aacgcctggt atctttatag tcctgtcggg tttcgccacc     5460

tctgacttga gcgtcgattt ttgtgatgct cgtcaggggg gcggagccta tggaaaaacg     5520

ccagcaacgc ggccttttta cggttcctgg ccttttgctg gccttttgct cacatgttct     5580

ttcctgcgtt atcccctgat tctgtggata accgtattac cgcctttgag tgagctgata     5640



ccgctcgccg cagccgaacg accgagcgca gcgagtcagt gagcgaggaa gcggaagagc     5700

gcccaatacg caaaccgcct ctccccgcgc gttggccgat tcattaatg                 5749

<210>  9
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Synthetic Primer

<400>  9
cagggctggg agctgggttc tg                                                22

<210>  10
<211>  18
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Synthetic Primer

<400>  10
cccagggcct tgatgcct                                                     18

<210>  11
<211>  24
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Synthetic Primer

<400>  11
gctatcagga catagcgttg gcta                                              24


