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exon 1: pos. 140837 (Accession: AC002457)

_ reverse sequence:
GCTCATTCGABTABC BBCTCT'RGJLGCCGC‘ILCTCGRATGLG'

wt/wt (T/T), (sample number 14 out of 24)

forward sequence; ' eque

CICATICEGABGCABCGGRCTCT T .ABI.GC(‘BCTHCTCBRATGEG(

WL /w Nf\ \Q& f f\/{

wt/mut (T .f'C) {sampie number 16 out of 24)

exon 2: pos. 141530 (Accession; AC002457)

forward sequence: feverse sequence:
CTTCAGGETCGBGERATEBGATCTTOEGA '"CAABATCCAT CCCEBGAC CTGRAI

[y

wtiwt (G/G) (samp}e aumber I 1 out o‘f 2;1)

forward sequence; [everse sequence;

CTTCRB BTCEPRATEGARTCTTBA '"CAAGATCCAT NCC 6ACCT BRI

I

wi/mut (GIA) (sample' number 3 out 6f 24)

Figure 2
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exon 2: pos. 141590 (Accession: AC002457) (A61G, protein level: N21D, Accession: P08183)

forward sequence: ' [everse sequence:
Laacrenncnkrnnnnsswn TAC CTTTTAT TGTTCRGTTTARN

L

forward SCQUENCEe: [EVErse sequence.
LAACTEAACHATAARAGBGTA TAC CTTITTAY TOGTTCAGTTTATR

wtiwt (A/A) (sample number 2 out of 103)

Wt!mut (A/G) (sample number 9 out of 103)

d : [everse seguence:
ARAACTGBARACGATARAAAG B TR rnccr'r'r'rn:rcs'r'rcns'r'r'rna

T

Tward ence; [gverse sequence:
BACATRAAATGOGGBGTRTGTTTGEGTT)Y AACRAARCATAC

mut/mut (G/G) (sample number 42 out of 103)

exon 5: pos. 171466 (Accession: AC002457)

ATTTATETC

wt/wt (GJG) (semple number 46 out of 48)

Figure 2 (continued)
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forward sequence: rev. e.

ABACATAAATGEBTATETTTET © RLCAHACATACCRI’TI‘ATGTC

iR

d (1 1WAl
wt/mut (G/T) (sample number 15 out of 48)

forward sequence: [EVETSE SequUEnNce:
REACATAARATECYTTIAT GTTTGT nllcnrnncnrtrnr ETC "

muvmut {T/T) (sample number 39 out of 48)
exon 6: pos. 175068 (Accession: AC002457)

forward sequence: forward seguence:

TARBCASCAACAATGT CEBTEBTERC TALGCAGCAACART GTC GT BTG

wt/wt (C/C) (sample number 23 out of 24) wtfmut { C/T ) (sample number 16 out of 24)

forward sequence:
AGCAGCAARATAAT GTC BTG T

mut/mut (T/T) (sample number 23 out of' 24)

exon 11: pos.101 (Accession: M29432, JO5168) (G1199A, protein level: S400N, Accession: P08183)

forward sequence: Teverse sequence:
T TCACTTITCAGTTARAC ¢ CAT ( RTBGGGT A AACTGARETG GARA

VWi f v \"\j\/\/ ,‘_,f NU\ \ff k‘

wt/wt (G/G) (sample number 06 out of 24)

Figure 2 {continued)
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T CAec¢c T TCABT THARC CCATC AT B 66 TAA T 8 ARS8 T GGA A

wtfmut (G/A) (samplc number 04 out ot" 24)
exon 12: pos. 308 (Accession: AC005068) (C1236T; protein level: G412G, Accession: POB183)
forward sequence: reverse sequence;

CTTEBAAMAG B BC CTEGARARC CT BA CAGBTTCAGGEGCCCTTCAAG A

wiwt (C/C) (sample e 20 et oF 24)

rward : feverse sequence.
TCTTDBAAG 68 BN CTEAAC CTE FPCAB ETTCRAG NCCCT TCAASR R
2

wi/mut (C/T) (sample number 07 out of 24)

forward sequence: reverse sequence:

CTTGAMALGE S BETCT GGAACCT 66 TTCARGEACCCT TCAAMSE

mut/mut (T/T) (sample number O" out of 24)

exon 12: pos. 83946 (Accession AC005068)

forward sequence; forward sequence;
T Ca ocno'rca.cn'l -rsca.--cnscnc-rnncnt T 6 CAC
r\ [\ |i lt“
{\ WV /\(\f\ V4 ik (A J‘
\ I3 - __L‘\ __J_J\- - N
wtfwt (C/C) (sample number 13 out of 24) wt/mut (C/T) (sample number 07 out of 24)

Figure 2 {continued)
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exon 17: pos. 78170 (Accession: AC005068); forward sequence, wt/wt: T/T

reverse sequence:

CLLILL]\TTL BTI\R&GGJ&ATR ACARERARAAT TH GTARAS BGALART

h‘. 'w/ f[\q, o i. ' -"'I ,n“ J\i{h

wt/wt (A/A) (sample number 01 out of 24) womut (NT ) (sample number 13 out of 24)

[EYeTse sequence;
CALAARAAATTTGOGTAARG GAATR

mut/murt (T/T) (sa.mple number 08 out of 24)

exon 26: pos. 176 (Accession: M29445, J05168) (C3435T; protein level: 111451, Accession: PO8183)

forward sequence; forward sequence:
ikkﬂnGRTC GTGAOG G 6 34 AGAGATHNG BTG GAGE G GC

."w r, l-\ '-‘!
VWA s \” .
f
Ac x/\[\( ’A\ e /\{L N /\'\ \/\ A
wr/wt (C/C) (sample number 14 out of 24) wz/mut (C/T) (sample number 18 out of 24)

forward sequence:
A A6 ARG ATT GTGRARE B GCRATL

p-

mut/mut (T /T) (sample number 03 out of 24)

Figure 2 (continued)
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PCR fragment exon 2 (261bp)
primer.  wt mut wt mut Wt mut Wt mut 100 bpladder

300bp
200bp
Y V
sample: wi/wt wt/mut
PCR fragment exon 5 (130bp)
primer.  wt mut wi mut wt  mut 100 bp ladder
200bp
100bp
sample: wi/wt mut/mut neg. contr.
Figure 3




