
SEQUENCE LISTING 

<110> MILLIPORE CORPORATION 

<120> NOVEL IMMUNOGLOBULIN-BINDING PROTEINS WITH IMPROVED 
SPECIFICITY 

<130> MCA-925 SG 

<140> SG 200905295-2 
<141> 2009-08-07 

<150> 61/212,812 
<151> 2009-04-16 

<150> 61/188,549 
<151> 2008-08-11 

<160> 22 

<170> Patentln version 3.5 

<210> 1 
<211> 159 
<212> DNA 
<213> Staphylococcus aureus 

<400> 1 
gcgcaacaaa acgctttcta tcaggtactg aacatgccta acctgaacgc 
cgatcagcgt 60 

aacggcttca tccaaagcct gaaggacgac ccgagccagt ccgcaaacgt 
tctgggtgaa 120 

gctcaaaaac tgaacgacag ccaggcaccg aaagctgac 
159 

<210> 2 
<211> 177 
<212> DNA 
<213> Staphylococcus aureus 

<400> 2 
gcccaacaga acaaatttaa caaagaccag 
tctgaacatg 60 

cctaacctga atgaagaaca gcgcaacggt 
cgatccttct 120 

caatccacca acgtactggg cgaagcgaag 
177 

cagtccgcgt tctacgagat 

tttattcagt ctctgaagga 

aaactgaacg aatctcaggc tccgaag 

<210> 3 
<211> 174 
<212> DNA 

1 



<213> Staphylococcus aureus 

<400> 3 
gccgacaaca acttcaacaa agagcagcaa aacgctttct acgaaatcct 
gaatatgcca 60 

aatctgaacg aagagcagcg taacggtttc atccaatctc tgaaagacga 
tccgtcccag 120 

tccgcgaatc tgctggcgga ggctaaaaag ctgaacgaat cccaggctcc gaaa 
174 

<210> 4 
<211> 174 
<212> DNA 
<213> Staphylococcus aureus 

<400> 4 
gcagacaata agttcaataa agagcagcag aacgcatttt acgagatcct 
gcatctgccg 60 

aacctgaacg aagaacaacg caacggtttc attcagagcc tgaaagacga 
cccatctcag 120 

tccgctaacc tgctggcgga agcaaagaag ctgaacgatg cacaggcgcc gaaa 
174 

<210> 5 
<211> 174 
<212> DNA 
<213> Staphylococcus aureus 

<400> 5 
gcggataaca aattcaacaa ggagcaacag aacgcattct atgaaattct 
gcacctgccg 60 

aatctgacgg aggagcaacg taacggcttt atccagtccc tgaaggatga 
tccgtctgtg 120 

tctaaagaga tcctggcgga ggcaaaaaaa ctgaatgatg cacaagctcc gaaa 
174 

<210> 6 
<211> 174 
<212> DNA 
<213> Staphylococcus aureus 

<400> 6 
gtagacaaca aattcaataa agaacagcag aacgctttct atgaaatcct 
gcacctgccg 60 

aacctgaacg aagaacagcg taacgcgttt atccagtccc tgaaagacga 
cccgagccag 120 
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agcgcaaatc tgctggcgga agcgaaaaag ctgaacgatg cccaggcgcc gaaa 
174 

<210> 7 
<211> 51 
<212> PRT 
<213> Staphylococcus aureus 

<400> 7 
Ala Gin Gin Asn Ala Phe Tyr Gin Val Leu Asn Met Pro Asn Leu 
Asn 
15 10 15 

Ala Asp Gin Arg Asn Gly Phe lie Gin Ser Leu Lys Asp Asp Pro 
Ser 

20 25 30 

Gin Ser Ala Asn Val Leu Gly Glu Ala Gin Lys Leu Asn Asp Ser 
Gin 

35 40 45 

Ala Pro Lys 
50 

<210> 8 
<211> 61 
<212> PRT 
<213> Staphylococcus aureus 

<400> 8 
Ala Asp Ala Gin Gin Asn Lys Phe Asn Lys Asp Gin Gin Ser Ala 
Phe 
15 10 15 

Tyr Glu lie Leu Asn Met Pro Asn Leu Asn Glu Glu Gin Arg Asn 
Gly 

20 25 30 

Phe lie Gin Ser Leu Lys Asp Asp Pro Ser Gin Ser Thr Asn Val 
Leu 

35 40 45 

Gly Glu Ala Lys Lys Leu Asn Glu Ser Gin Ala Pro Lys 
50 55 60 

<210> 9 
<211> 58 
<212> PRT 
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<213> Staphylococcus aureus 

<400> 9 
Ala Asp Asn Asn Phe Asn Lys Glu Gin Gin Asn Ala Phe Tyr Glu 
He 
15 10 15 

Leu Asn Met Pro Asn Leu Asn Glu Glu Gin Arg Asn Gly Phe lie 
Gin 

20 25 30 

Ser Leu Lys Asp Asp Pro Ser Gin Ser Ala Asn Leu Leu Ala Glu 
Ala 

35 40 45 

Lys Lys Leu Asn Glu Ser Gin Ala Pro Lys 
50 55 

<210> 10 
<211> 58 
<212> PRT 
<213> Staphylococcus aureus 

<400> 10 
Ala Asp Asn Lys Phe Asn Lys Glu Gin Gin Asn Ala Phe Tyr Glu 
lie 
15 10 15 

Leu His Leu Pro Asn Leu Asn Glu Glu Gin Arg Asn Gly Phe lie 
Gin 

20 25 30 

Ser Leu Lys Asp Asp Pro Ser Gin Ser Ala Asn Leu Leu Ala Glu 
Ala 

35 40 45 

Lys Lys Leu Asn Asp Ala Gin Ala Pro Lys 
50 55 

<210> 11 
<211> 58 
<212> PRT 
<213> Staphylococcus aureus 

<400> 11 
Ala Asp Asn Lys Phe Asn Lys Glu Gin Gin Asn Ala Phe Tyr Glu 
lie 
15 10 15 
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Leu His Leu Pro Asn Leu Thr Glu Glu Gin Arg Asn Gly Phe lie 
Gin 

20 25 30 

Ser Leu Lys Asp Asp Pro Ser Val Ser Lys Glu lie Leu Ala Glu 
Ala 

35 40 45 

Lys Lys Leu Asn Asp Ala Gin Ala Pro Lys 
50 55 

<210> 12 
<211> 58 
<212> PRT 
<213> Staphylococcus aureus 

<400> 12 
Val Asp Asn Lys Phe Asn Lys Glu Gin Gin Asn Ala Phe Tyr Glu 
lie 
15 10 15 

Leu His Leu Pro Asn Leu Asn Glu Glu Gin Arg Asn Ala Phe lie 
Gin 

20 25 30 

Ser Leu Lys Asp Asp Pro Ser Gin Ser Ala Asn Leu Leu Ala Glu 
Ala 

35 40 45 

Lys Lys Leu Asn Asp Ala Gin Ala Pro Lys 
50 55 

<210> 13 
<211> 174 
<212> DNA 
<213> Staphylococcus aureus 

<400> 13 
gcagacaata agttcaataa agagcagcag aacgcatttt acgagatcct 
gcatctgccg 60 

aacctgaacg aagaacaacg caaccgcttc attcagagcc tgaaagacga 
cccatctcag 120 

tccgctaacc tgctggcgga agcaaagaag ctgaacgatg cacaggcgcc gaaa 
174 

<210> 14 
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<211> 174 
<212> DNA 
<213> Staphylococcus aureus 

<400> 14 
gcagacaata agttcaataa agagcagcag aacgcatttt acgagatcct 
gcatctgccg 60 

aacctgaacg aagaacaacg caacaaattc attcagagcc tgaaagacga 
cccatctcag 120 

tccgctaacc tgctggcgga agcaaagaag ctgaacgatg cacaggcgcc gaaa 
174 

<210> 15 
<211> 174 
<212> DNA 
<213> Staphylococcus aureus 

<400> 15 
gcagacaata agttcaataa agagcagcag aacgcatttt acgagatcct 
gcatctgccg 60 

aacctgaacg aagaacaacg caacctgttc attcagagcc tgaaagacga 
cccatctcag 120 

tccgctaacc tgctggcgga agcaaagaag ctgaacgatg cacaggcgcc gaaa 
174 

<210> 16 
<211> 58 
<212> PRT 
<213> Staphylococcus aureus 

<400> 16 
Ala Asp Asn Lys Phe Asn Lys Glu Gin Gin Asn Ala Phe Tyr Glu 
lie 
15 10 15 

Leu His Leu Pro Asn Leu Asn Glu Glu Gin Arg Asn Leu Phe lie 
Gin 

20 25 30 

Ser Leu Lys Asp Asp Pro Ser Gin Ser Ala Asn Leu Leu Ala Glu 
Ala 

35 40 45 

Lys Lys Leu Asn Asp Ala Gin Ala Pro Lys 
50 55 

<210> 17 
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<211> 58 
<212> PRT 
<213> Staphylococcus aureus 

<400> 17 
Ala Asp Asn Lys Phe Asn Lys Glu Gin Gin Asn Ala Phe Tyr Glu 
He 
15 10 15 

Leu His Leu Pro Asn Leu Asn Glu Glu Gin Arg Asn Lys Phe He 
Gin 

20 25 30 

Ser Leu Lys Asp Asp Pro Ser Gin Ser Ala Asn Leu Leu Ala Glu 
Ala 

35 40 45 

Lys Lys Leu Asn Asp Ala Gin Ala Pro Lys 
50 55 

<210> 18 
<211> 58 
<212> PRT 
<213> Staphylococcus aureus 

<400> 18 
Ala Asp Asn Lys Phe Asn Lys Glu Gin Gin Asn Ala Phe Tyr Glu 
He 
15 10 15 

Leu His Leu Pro Asn Leu Asn Glu Glu Gin Arg Asn Arg Phe lie 
Gin 

20 25 30 

Ser Leu Lys Asp Asp Pro Ser Gin Ser Ala Asn Leu Leu Ala Glu 
Ala 

35 40 45 

Lys Lys Leu Asn Asp Ala Gin Ala Pro Lys 
50 55 

<210> 19 
<211> 28 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Arti f Lciai Sequence: Synthetic primer 
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<220> 
<221> modified_base 
<222> (16) .. (18) 
<223> a, 0, t, gr unknown or other 

<400> 19 
gaagaacaac gcaacnnntt cattcaga 
28 

<210> 20 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic primer 

<400> 20 
gttcaggttc ggcagatgca ggat 
24 

<210> 21 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic primer 

<400> 21 
gaatatggct cataacaccc cttg 
24 

<210> 22 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic 6xHis tag 

<400> 22 
His His His His His His 
1 5 
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