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FIG. 42A

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: BFP and GFP expression
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FIG. 42B

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: BFP and GFP expression
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FIG. 42C

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: BFP and GFP expression
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FIG. 42D

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: BFP and GFP expression
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FIG. 43A

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: surface EGFR expression
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FIG. 43B

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: surface EGFR expression
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FIG. 43C

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: surface EGFR expression
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FIG. 43D

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: surface EGFR expression
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FIG. 43E

Viral supernatant dilutions of EGFR STASH 501 and TEV protease 413: surface EGFR expression
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FIG. 44

Surface EGFR expression with protease 797, a minimized
protease contruct with a 801 ER retention tag
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FIG. 45A (Cont)
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FIG. 458
Tube | Protease Cleavage site
53 821 834
oL 821 835
55 822 836
56 823 837
57 821 501
58 823 501
59 838
80 823 839
1 840
82 838
83 824 839
84 840
68 838
86 821 838
87 B40
68 838
68 822 839
70 840
71 838
72 825 838
73 840
74 838
75 826 839
78 840
7 838
78 827 839
79 840
80 838
81 828 838
82 840

71/76

PCT/US2022/023725

FIG. 45C
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FIG. 46A

Two-way STASH Select using a combination of CRISPR knock-in
and retroviral gene delivery methods
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FIG. 46B

Two-way STASH Select using a combination of CRISPR knock-in
and retroviral gene delivery methods
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FIG. 46C

Two-way STASH Select using a combination of CRISPR knock-in
and retroviral gene delivery methods
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FIG. 47A

Two-way STASH Select with various EGFR truncations
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FIG. 47B

Two-way STASH Select with various EGFR truncations
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FIG. 47C

Two-way STASH Select with various EGFR truncations
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