<110>

<120>

SEQUENCE LISTING

TREATING RETINAL DYSTROPHIES

<130>

<150>
<151>

<160> 5
<170>
<210> 1

<211> 990
<212> DNA
<213>

<400> 1
agttggaacg

ggtagctcca
tcctggcaag
agagctcgct
gtctgctgcec
ggacctatcc
gcagctccat
tgatggcttt
gctcctggag
tcaccacatt
ttttgcctat

gctccaaggc

ggtccggcac
ggcacgggag
gagtggcaag
caaaacagct

gctggtggaa

<210> 2

<211> 316
<212> PRT
<213>

<400> 2
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atgctggtca
tccatcagga
gtagtggtga
agccgaggag
agtgaaatcc
gacaccaaat
attctgatca
gaaacccacc
cggctaaagg
ggcaagattc
tgccacagca
accggggtca
tcctcectgce
ggggcgeaga
tacttcagtg
gagcgcctat

gagctgcagc

Homo sapiens
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ccttgggact
agttctttgc
tcactggcgc
cccgagtcta
gagtggatac
ctatccgagc
acaatgcggg
tgggagtcaa
tgtctgcccc
ccttccacga
agctggccaa
ccacctacgc
tctgecctget
ccagcctgca
actgcaagag
ggaatgtcag

tttatcaggc

gctcacctcc
tggtggagtsy
caacacgggc
tattgcctgc
aaagaactcc
ctttgctgag
agtaatgatg
ccacctgggc
tgcacgggtg
cctccagagc
tgtgettttt
agtgcaccca
ctggcggctc
ctgcgeccectg
gacctgggtg

ctgtgagctt
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ttcttctcgt
tgtagaacaa
attggcaagg
agagatgtac
caggtgctgg
ggctttctgg
tgtccatatt
cacttcctcc
gttaatgtgt
gagaagcgct
actcgtgagc
ggecgtcgtcec
ttctcccect
gctgagggcec
tctccaaggg

ctaggaatcc

VIRAL VECTORS COMPRISING RDH12 CODING REGIONS AND METHODS OF

tcctgtatat
atgtgcagct
agacggccag
tgaaggggga
tgcggaaatt
cagaggaaaa
ccaagacagc
tcacctacct
cctcggtggc
acagcagggg
tggccaagag
gctctgagcet
ttgtcaagac
tggagcccct

cccgaaataa

ggtgggagta
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Asn Val Ser Cys Glu Leu Leu Gly Ile Arg Trp Glu
305 310 315

<210> 3

<211> 199

<212> DNA

<213> Homo sapiens

<400> 3
gggccccaga agcctggtgg ttgtttgtcc ttctcagggg aaaagtgagg cggccccttg

gaggaagggg ccgggcagaa tgatctaatc ggattccaag cagctcaggg gattgtcttt
ttctagcacc ttcttgccac tcctaagegt cctccgtgac cccggetggg atttagectg
gtgctgtgtc agccccggt

<210> 4

<211> 12

<212> PRT

<213> Mus musculus

<400> 4

Ser Pro Phe Phe Lys Ser Thr Ser Gln Gly Ala Gln
1 5 10

<210> 5

<211> 16

<212> PRT

<213> Homo sapiens

<400> 5

Asp Cys Lys Arg Thr Trp Val Ser Pro Arg Ala Arg Asn Asn Lys Thr
1 5 10 15
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