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WT-1 isoform A

1 QMTSQLECHT

1 MDFLLLODPA STCVPEPASQ

1 RRSRGASGSE PQOMGSDVRD
1 YGSLGGPAPP PAPPPPPPPP

1 AAQFPNHSFK HEDPMGQQGS

WNQMNLGATL

121 SRSDQLERHQ RRHTGVEPFQ
481 SDELVRHHNM HORNMIKLQL

WT-1 isoform B

1 MDFLLLQDPA STCVPEPASQ

RRSRGASGSE

1 YGSLGGPAPP
1 RYGPFGPEPP
1 RAQFPNHSFK
1 QMTSQLECMY
1 IHTHGVFRGI

421 TGEKPYQCDF

181 EKPFSCRWPS

POOMGSDVRD

PAPPPPPPPP
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FIG. 3A

HTLRSGRGCL
LNALLPAVES
PHSFIKQEPS

1 RYGPFGFPPPP SQASSGOARM FPNAPYLPSC

LGEQQYSVPP

KGHSTGYESD

1 GVAPTLVRSA SETSEKRPFM CAYPGCNERY

CKTCQRRFSR
AL

QOPEQQGVRD
LOGGGGCALP
WGGAEPHEED
LESQPATRNQ
PVYGCHTPTD
NHTTPILCGA
FELSHLOMHS

SDHLKTHTRT

FIG. 3B

HTLRSGPGCL

LNALLPAVES LGG

PHSFIKQERS

SQASSGOARM FPNAPYLPSC

HEDPMGQOGS
WROMNLGATL
QDVRRVEGVA
KDCERRFSRS
CQKKFARSDE

LGEQQYSVEP
KGVAAGSSSS
PTLVRSASET
DOLERHQRRH
LVRHENMEQR

PCT/US2021/031707

PGGIWAKLGA
VSGAAQWARY
CLOAFTVEES
GYSTVTFDGT
SCTGSGALLL
QYRIHTHGVE
REHTGEKPYQ
HIGEKPFSCR

VRD PGGIWAKLGA

WGGAEPHEEQ
LESQPAIRNQ
PVYGCHTPTD
VEWTEGQSNA
SEXRPFMCAY
TGVKPFQCKT
NMTRLQLAL

P VSGAAQWAPYV

CLSAFTVEFS
GYSTVIFDGT
SCTGSQALLL

STGYESDNAT
PGCNKRYEFXL
CQRKFSRSDH
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AFASAERLQG
LDFAPPGASA
GOFTGTAGAC
PSYGHTPSHH
RTPYSSDNLY
RGIQDVRRVP
COFKDCERRY
WPSCOKKFAR

AEASAERLOG
LDFAPPGASA
GUFTGTAGAC
PSYGHTPSHE
RTPYSSDNLY
TPILCGAQYR
SHLOMHSRER
LRTHIRTHIG
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FIG. 3C
WT-1 isoform D
1 MDFLLLODPA STCVPEPASQ HTLRSGPGCL QQPEQQGVRD PGGIWAKLGA ARASAERLOG
61 RRSRGASGSE POQMGSDVRD LNALLPAVPS LGGGGGCALP VSGAAQWAPY LDFAPPGASA
121 YGSLGGPAPP PAPPPPPPPP PHSFIKQEPS WGGAEPHEEQ CLSAFTVHFS GQFTGTAGAC
181 RYGPFGPPPP SORSSGOARM FPNAPYLPSC LESQPAIRNQ GYSTVTFDGT PSYGHTPSHH
241 AAQFPNHSFK HEDPMGQQGS LGEQQYSVPP PVYGCHIPTD SCTGSQALLL RTPYSSDNLY
301 QMISQLECMT WNQMNLGATL KGVAAGSSSS VEKWIEGQSNH STGYESDNHT TPILCGAQYR
361 THTHGVFRGI QDVRRVPGYA PTLVRSASET SEKRPFMCAY PGCNKRYFKL SHLQMHSRKH
421 TGEKPYQCDF KDCERRFSRS DQLKRHORRH TGVKPFQCKT CQRKFSRSDH LKTHTRTHIG
481 KTSEKPFSCR WPSCOKKFAR SDELVRHENM HORNMTELOL AL

FIG. 3D
WT-1 isoform E

1 MEKGYSTVTF DGIPSYGHTP SHHAAQFPNH SFKHEDPMGQ QGSLGEQQYS VPPPVYGCHT
61 PIDSCTGSQA LLLRTPYSSD NLYQMTSQLE CMTWNQMNLG ATLKGVAAGS SSSVKWIEG
21 SNHSTGYESD NHITPILCGA QYRIHTHGVE RGIQDVRRVP GVAPTLVRSA SETSEKR?FM
181 CAYPGCNKRY FXLSHLOMES RKHTGEKPYQ CDFKDCERRF SRSDQLKRHQ RRHIGVKPFQ
41 CKTCORKFSR SDHLKTHTRT HTGEKPFSCR WPSCQKKFAR SDELVRHHNM HORNMTRLOL

WT-1isoform F FIG. 3E
1 MEKGYSTVTF DGIPSYGHTP SHHAACFPNH SFKHEDPMGQ QGSLGEQQYS VPPPVYGCHT
61 PTDSCTGSQA LLLRTPYSSD NLYQMTSOLE CMTWNOMNLG ATLKGHSTGY ESDNHTTPIL
121 CGAQYRIETH GVFRGIQDVR RVPGVAPTLV RSASETSEKR PFMCAYPGCN KRYFRLSHLQ
181 MHSRKHTGEK PYQCUDFEDCE RRFSRSDOLK RHQRRETGVK PFQCKTCQORX FSRSDHELKTH
241 TRTHTGKTSE KPFSCEWPSC (KKFARSDEL VREHNMHORN MTKLOLAL
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FIG. 4A
Construct 3158

&SHSMRY?STSVSRPGRGEPRHAV(;‘{ VDDTOEVREDSDAAS RME?RAPW[E E

.TW RDGEDT QDTELV ETR?CGDGTF KWAAVVVPSGEE RYTCHVHEGLF

KPLTLRWEGGGGSGGGGSGGGGSAPTSSSTKKT QLQLEALLLBLQ MILNGIN
NYKNPELTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRBLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GOGSGGGGSGGGGSGGGGSAPTSSSTEKTQLOLEALLLDLOMILNGINNYKN
PRLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGS
GGGGSGOGGSDKTHTCPPCPAPEAAGGPSVFLFPPRPKDTIMISRTPEVTCVVVDVS
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVETVLHODWINGKEYKCKY
SNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQOGNVFSCSVMHEALHNHYTQK
SLSLSPG (SEQ 1D NO:405)

HLA-A*24:02 - double underlined

(G48)s and (G48)s — underlined (SEQ ID NOs:379-380)
IL-2 (H16A; F42A) - bold

Human IgG1 Fc (LALA) ~ italicized
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FIG. 4B
Construct 2750

APTSSSTRRTQLOLEALLLDLOMI LRGINNYKNPELTRMLTAKF YMPREATELRHLOCL
EEELEPLEEVLNLAQSKNFHIRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFL
NRRITFCOQSIISTLTGGGGSGEEESGEGESGEGGSAPTSSSTREXTQLOLEALLLDLOMY
LNGINNYENPRLIRMLTAKFYMPREATELRKELOQCLEEELKPLEEVLNLAQSKENFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFINRWITFCQSIISTLTGGGGSGGGE
SGEGGSGEEESGEHOMRYE STOVSRPGRGEPRE TAVGYVDDTOFVREDSDAASORMEPR
APWIEQEGPEYWDEETGKVKAHSOTDRENLRIALRAYNOSEAGSHT LOMMEGCDVGSDG
RELRGYHOYAYDGKDY TALKEDLRSWTAADMAAQ I TKREKWEAAHVAEQQRAYLEGTCVD
GLRRYLENGRKETLORTDPPRTEMTHHEP I SDHEATLRCWALGEYPARE I TLTWORDGEDQT
QDTELVETRPCGDGTFORWAAVVVP SGEEQRYTCHVOHEGLPRPLTLRWEAAAGGDRTH
TCPPCPAPEAAGGPSVFLEFPPEPRDTIMISRTPEVTICVVVDVSHEDPEVREFNWYVDGVE
VHENAKTRPREEQYNSTYRVVSVLTVLHODWLNGEEYKCKVSNKALPAP TEKT I SKAKGO
PREPQVYTLPP SREEMTENQVSLTCLVKGFYPSDIAVEWE SNGOPENNYRTTPPVLDSD
GSFFLYSRLTVDESRHOOGNVE SCSVMHEALENHYTORSLSLSPGR * * (SEQ ID NO:406)

IL2(H16A; F42A) - bold

(G4S K linker ~ italicized (SEQ 1D NO:380)
HLA-A*2407 (Y84A; A236C) - double underlined
AAAGG linker - bold and italicized (SEQ ID NO:283)
higGl Fe (1.234A; 1.235A) - bold and underlined
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FIG. 4C
{Construct 3159

GPEYWDEETGKVEAHSQTDRENLRIALRAYNOSEAGSHTLOMMEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAQITKRKWEAAHVAEQGORAYL
EGTCVDGLRRYLENGKETLORTDPPK THM THHPISDHEATLRCWALGFYPAEITL
TWORDGEDQTODTELVETRPCGDGTFORWAAVVVPSGEEQRY TCHVOHEGLE
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVY
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLIVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHN
HYTOKSLSLSPGGGGGSGGGGSGGGGSAPTSSSTRKKTQLQLEALLLDLOMILN
GINNYENPKLTRMLTARKFYMPKEATELKHLQCLEEELKPLEEVLNLAQSK
NFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIIS
TLTGGGGSGGGGSGGGGSCGOGGSAPTSSSTKKTOLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKEATELKHLOQCLEEELKPLEEVLNLAQSKNFH

LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT
{(SEQ 1D NO40T)

HLA-A*24:02 - double underlined

Human IgG1 Fe (LALA) ~ italicized

{G4S); and {G48)4 ~ underlined (SEQ 1D NOs:378-380)
IL-2 (H16A; F42A) - bold
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FIG. 4D
Construct 2752

CMTWNOMNLGGGGSGGGESGEGES IQRTPRIQVYSCHPAENGKSNFLNCYVSGFHPSDI

EVDLLENGERIERVERSDLSFSEDWSEYLLYYTEFTPTERDEYACRVNHVTLSQPKIVE
WDRDM (SEQ D NO:408)

epitope: CMTWNQMNL - WT1 (235-243) (SEQ ID N0:266)
(G4S)3 - underlined (SEQ 1D NO:379)
BIM (R12C) - italicized

FIG. 4
Construct 2753

CYTWNOMNLGGGGSGGGGSGEEES IQRTPRIQVYSCHPAENGKSNFLNCYVSGFRPSDIE

VDLLKNGERIEKVERSDLSFSKDWSFYLLYYTEF TPTERDEYACRVNEVTLSQPKIVEW
DRDM (SEQ 1D NO:409)

epitope: CYTWNQMNL - WT1 (235-243) (SEQ 1D NO:267)
{G435)3 ~ underlined (SEQ 1D NC:379)
B2M (R12C) - italicized
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FIG. 5A

GenBank 387G_A
Homo sapiens IgG1 Fo
227 aa

1 dkthtcppep apellggpsv flfppkpkdt
61 gvevhnaktk preegynsty rvvsvltvlh
121 guprepgvyt lppsrdeltk ngvsltcelvk
181 dgsfflyskl tvdksrwgag nviscsvmhe

GenBank AAN76(44
Homo sapiens IgG2 Fe (amino acids 99-325)
227 aa

1 stkgpsvipl apcsrstses
&1 lyslssvvtv pssnfgtagty
121 fppkpkdilm isrtpevtcv
181 vsvltvvhgd wlingkeykck
241 vsltclvkgf ypsdiavewe
301 fscsvmheal hnhytoksls

taalgclvkd
tenvdhkpsn
vvgvshedpe
vsnkglpapi
snggpennyk
lspgk

GenBank AAWB5947
Homo sapiens IgG3 Fe (amino acids 19-246)
238 aa

1 hkpsntkvdk rvelktplgd tthtcppepa
&1
121
181
241

vyvdvshedp evkinwyvdg vevhnaktkp
kvsnkalpap iektiskakg qprepgvytl
esngqpenny kttppvidsd gsfflysklt
slspgk

Imisrtpevt
gdwlngkeyk
gfypsdiave
alhnhytagks

yipepvivsw
tkvdkiverk
vafnwyvdgv
ektisktkgg
ttppmldsdg

pellggpsvi
reeqgynstyr
ppsrdeltkn
vdksrwgagn
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cvvvdvshed pevkinwyvd
ckvsnkalpa piektiskak
wesnggpenn ykttppvlds
Islspgk

nsgaltsgvh
cevecppepa
evhnaktkpr
prepavytlp
sfflyskity

tfpavlgssg
ppvagpsvil
eeqfnstfry
psreemtkng
dksrwgggnv

Ifppkpkdtl
vvsvitvihg dwlngkeyke

misrtpevte

gvsitclvkg fypsdiavew
viscsvmhea lhnhytgksl
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GenBank AAAS2TTH
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FIG. 5B

Homo sapiens IgD Fo (amino acids 162-383)

222 a2

1 ptkapdvipi
61 syymtssgls
121 lakattapat
181 lrdkatftct
241 nagtsvtetl
301 pnillmwied
361 srtllnasrs

isgcrhpkdn
tplggwragge
trntgrggee
vvgsdlkdah
nhpslippqgrl
grevantsgfa
levsyvtdhg

GenBank (308221A
Homo sapiens IgM Fe

276 aa

1 vistitikzs
61 kstkltelvt
121 gerftetvth
181 padvivewng

241 ealpnrvter

dwlgesmfte
dlttybsvti
tdlpsplkat
rgeplspgky

tvdkstgkpt

spvvlaciit gyhptsvtvt
ykovvaghtas kskkeifrwp
kkkekekeeq eeretkipec
ltwevagkvp tggveeglle
malrepaaga pvklslnlla
parpppoprs ttfwawsvlie
pmk

rvdhrgltfg gnassmevpd
swtreengav kthtnisesh
isrpkgvalh rpbvyllppa
visapmpepq apgryfahsi

lynvslvmsd tagtcy
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rtfpeigrrd
ptagpgaegs
Litpavgdlw
sritiprslw
llcevsgfsp
tytovvshed

wymgLqsqpq
espkagassv
pshtgplgvy
rhsngsgsgh
ssdppeaasw
vpappspdpa

gdtairvfal ppsfasiflt

pnatfsavge asicedbdws
rzzlnlresa titclvigfs

ltvseeewnt ggtytcvvah
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FIG. 5C

GenBank PO1B7T6

Homo sapiens IgA Fe (amino acids 120-353)

234 aa

1 asptspkvip lslcstopdg nvviaclvay
61 gdlyttssgl tlpatgclag ksvichvkhy
121 scchprlslh rpaledlllg seanitctit
181 gcysvssvlp geaepwnhgk titctaaype

241 alnelvtltc largfspkdv lvrwlqggsge

301 saedwkkgdt fscmwgheal plaftgktid

GenBank 1FRA_B
Homo sapiens IgE Fe (amino acids 6-222)
212 2a
1 adpcdsnprg vsaylsrpsp £dlfirkspt
61 trkeekgrng tltvtstlpv gtrdwieget
121 vafatpewpg srdkrtlacl ignfmpedis
181 fsrlevirae wegkdeficr avheaaspsq

GenBank PO1861
Homo sapiens 1gG4 Fe (amino acids 100-327)
228 aa

1 astkgpsvip lapcsrstse

61 glyslssvvt vpssslgtkt
121 flfppkpkdt lmisrtpevt
181 rvvsvltvlh gdwlngkevk
241 ngvsltclvk gfypsdiave
301 nviscsvrhe alhnhytaks

staalgcelvk
ytenvdhkps
cvvvdvsged
ckvsnkglps
WeSngapent
lslslok

ffpgeplsvi
tnpsgdvivp
glrdasgvte
sktpltatls
lprekyltwa
rlagkpthvn

itelvvdlap
yacervthphl
vawlhneval
tvgravsvnp

dyfpepvtvs
ntkvdkrves
pevginwyvd
sigktiskak
vkttppvlds
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wsesgggvia
cpvpstpptp
twtpssgksa
ksgntfrpev
srgepsqgtt
vsvvmaevdyg

skgtvnltws
pralmrsttk
pdarhsttgp
gk

wnsgaltsgv
kygppepscp
gvevhnaktk
gqprepgvyt
dgsfflysrl
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rnfppsqdas
spstpptpsp
vggpperdic
hllpppseel
tfavtsiliry
tey

rasgkpvnhs
tsgpraapev
rktkgsgffv

htfpavigss
apefliggpsv
preeginsty
lppsgeemtk
tvdksrwgeg
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FIG. 5H
Human lgG1 Fe Mutant: L234A/L235A ("LALA™Y without C-terminal Lys

DKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVYVVDVSHEDPEY
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKYSN
KALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPG
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FIG. 7A

Homo sapiens BLA-A

5A.1
Accession NP_001229687.1

(SEQ ID NO)
1 MAVMABRTLL
61 DSDAASQKME
121 IMYGCDVGPD
181 RVYLEGRCVD

LLLSGALALT QTWAGSHSMR
PRAPWIEQEG PEYWDQETRN
GRFLRGYRQD AYDGKDYIAL
GLRRYLENGK ETLORTDPPK
241 WORDGEDQTQ DTELVETRPA GDGTFOKWAA
301 SSQPTIPIVG ITAGLVLLGA VITGAVVAAV
361 TACKV (SEQ ID NO: 23)

5A2  HLA-A*1101 NCBI Accession P13746.1
1 MAVMAPRTLL LLLSGALALT QTWAGSHSMR

61 DSDAASQRME PRAPWIEQEG PEYWDQETRN
121 IMYGCDVGPD GRFLRGYRQD AYDGKDYIAL
181 RAYLEGRCVE WLRRYLENGK ETLORTDPPK
241 WQRDGEDQTQ DIELVETRPA GDGTFOKWAA
301 SSQPTIPIVG IIAGLVLLGA VITGAVVAAV
361 TACKV (SEQ ID NO: 24)

5A3 HLA-A®M02 NCBI Accession POS534.2

1 MAVMAPRTLV LLLSGALALT QTWAGSHSMR
61 DSDAASQRME PRAPWIEQEG PEYWDEETGK
121 MMFGCDVGSD GRFLRGYHQY AYDGKDYIAL
181 RAYLEGTCVD GLRRYLENGK ETLQRTDPPK
241 WORDGEDQTQ DTELVETRPA GDGTFQKWAA
301 3SQPTVPIVG IIAGLVLLGA VITGAVVAAV
361 TACKV (SEQ ID NO: 25)

5A4

1 MAVMAPRTLL

61 DSDAASQRME
121 MMYGCDVGSD
181 RAYLEGTICVE
241 WQRDGEDQTO
301 SSQPTIPIVG
361 TACKV (SEQ ID NO: 26)

PRAPWIEQEG

WLRRYLENGK
DTELVETRPA

YEFTSVSRPG

MEKAHSQTDRA
NEDLRSWTAA

THMTHEPISD
VVVPSGEEQR
MWRRKSSDRK

PCT/US2021/031707

RGEPRFIAVG
NLGTLRGYYN
DMAAQITHRE
HEATLRCWAL
YTCHEVQHEGL
GGSYTQAASS

YFYTSVSRPG RGEPRFIAVEG

VKAQSQTDRV
NEDLRSWTAA
THMTHEPISD
VVVPSGEEQR
MWRRKSSDRK

YESTSVSRPG
VEAHSQTDRE
KEDLRSWTAA
THMTHHPISD
VVVPSGEEQR
MWRRNSSDRK

HLA-A*3303 NCBI Accession AAATI865.1
LLLLGALALT QTWAGSHSMR
PEYWDRNTRY
GRFLRGYQQD AYDGKDYTAL
ETLORIDPPX
GDGTFQKWAS

YETTSVSRPG
VEAHSQIDRV
NEDLRSWTAA
THMTHHAVSD
VVVPSGOEQR
ITAGLVLFGA VFAGAVVAAV RWRRKSSDRE

DLGTLRGYYN
DMAAQTTERK
HEATLRCWAL
YTCHVQHEGL
GGSYTQAASS

RGEFRFIAVG
NLRIALRYYN
DMAAQITERK
HEATLRCWAL
YTCRVQHEGL
GGSYSQRASS

HLA-A®01:01:01:01 NCBI (National Center for Biotechnology Information)

YVDDTQFVRF
QSEDGSHTIO
WEAVHAAEGR
GFYPAEITLT
PKPLTLRWEL
DSAQGSDVSL

YVDDTQFVRFE
QSEDGSHTIQ
WERAHAAEQQ
GEYPARITLT
PKPLTLRWEL
DSAQGSDVSL

YVDDTQFVRE
QOSEAGSHTLG
WEAARHVAEQQ
GFYPARITLT
PKPLTLRWEP
DSAQGSDVSL

RGEPRFIAVG YVDDIQFVRF
DLGTLRGYYN QSEAGSHTIQ
DMAAQITORK WEAARVAEQL
HEATLRCWAL SFYPARITLT
YTCHVQHEGL PEPLTLRWEP
GGSYSQAASS DSAQGSDMSL
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FIG. 7B
Homo sapiens HLA-B*(7:02:01 HLA-B GenBank Accession NP_003505.2

gbwagshsmr

dsdaaspree prapwiegeg
smygedvapd grllrghdgy
raylegecve wlrrylengk

L wqrdgedqtq dtelvetrpa
1 ssgstvpivg ivaglavliav
P ta (SEQID NQO: 27)

Homo sapiens HLA-C
HLA-C GenBank Accession NP_(101229971.1,

6l
121
181
301
361

1 mrvmaprall

1llsgglalt

peywdrntgl
aydgkdyial
dkleradppk
gdrtfgkwaa
yvigavvaav

vivtsvsrpg
vkagagtdre
nedirswtaz
thvthhpisd
vvvpsgeeqr
merrkssggk

FIG. 7C

etwacshsmr

dsdaasprge
rmygedlgpd
raylegtcve wlrrylengk
wgrdgedgty dtelvetrpa
ssqptipimg ivaglavivy
litck (SEQ ID NO: 28)

prapwveqeq
grllrgydas

peywdretan
aydgkdyial
etlqraeppk
gdgtfgkwaa
lavlgavvia

yidtavsrpg
ykrqagadrv
nedlrswiaa
thvthhplsd
VVVR3gUeqgr
merrkssgg
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FIG. 8

GSHSMRYFFTSVSRPGRGEPRE IAVGYVDDTQFVREDSDAASORMEPRAPWIEQEGPEYW
GSHSMRYFYTSVSRPGRGEPRE ISVGYVEDTQFVREDSDAASPREEPRAPWIEQREGPEYW
CSHSMRYFDTAVSRPGRGEPRF LSVGYVDDTOFVRFDSDAASPRGEPRAPRVEQEGPEYW
GSHSMRYFFTSVSRPGRGEPRETAVCYVDDTQFVRFDSDAASQRMEPRAPHIEQEGPE YW
GPHSLRYFVTAVSRPGLGEPREF IAVGYVDDTQFVRF DSDADNPRFEPRAPWMEQEGPEYW
GSHSMRYFFTSVSRPGRGEPREF IAVGYVDDTOFVRFDSDAASQRMEPRAPWIEQEGPEYW
GSHSMRYFFTSVSRPGRGEPRE LAVGYVIDTQFVRFDSDAASQRMEPRAPWIECRGPEYW
GSHSMRYFr 1 sVSRPGRGEPRY IAVGYVDDTOFVRFDSDAASQRMEPRAPWILQEGPEYW
GSHSMRYFYTSVSRPGRGEPRF IAVGYVDDTQFVREFDSDAASORMEPRAPHIEQEGPEYW
GSHSMRYFSTSVSRPGRGEPRE IAVGYVDDTQFVREDSDAASQRMEPRAPWIEQEGPEYH
GSHSMRYFTTSVSRPGRGEPRFTAVGYVDDTCFVREFDSDAASORMEPRAPHIEQEGPEYY
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FIG. 8 (Cont.)
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FIG. 9A

A*Q101  GSHSMRYFFTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQKMEPRAPWIEQEGPEYW 60
A*0201  GSHSMRYFFTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASORMEPRAPWIEQEGPEYW 6
A*Q301  GSHSMRYFFTSVSRPGRGEPREIAVGYVDDTQFVREDSDAASCRMEPRAPWIEQEGPEYW 60
A¥1L0T  GSHSMRYFYTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYW 60
A*2301  GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYW 60
A*2402  GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYW 6
A*2407  GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYH  6{
A*3303  GSHSMRYFTTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASCRMEPRAPWIEQEGPEYW 60
A*3401  GSHSMRYFYTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYW 60
R L R R S R T P R P L P Y
84
A*Q101  DOETRNMEAHSQTDRANLGTLRGYYNQSEDGSHTIQIMYGCDVGPDGRFLRGYRQDAYDG 120
A*Q201  DGETREVKAHSQTHRVDLGTLRGYYNOSERGSHTVORMYGCDVGSDWRFLRGYHQYAYDG 120
A*0301  DOETRNVKAQSQTDRVDLGTLRGYYNQSEAGSHTIQIMYGCDVGSDGRFLRGYRQDAYDG 120
B*1101  DOETRNVKAQSQTDRVDLGTLRGYVNQSEDGSHTIQIMYGCDVGPDGRFLRGYRQDAYDG 120
A*2301  DEETGKVRAHSQTDRENLRIALRYYNQSERGSHTLOMMFGCDVGSDGRFLRGYHQYAYDG 120
A*7402  DEETGRVEAHSQTDRENLRIALRYYNQSEAGSHTLOMMFGCDVGSDGRFIRGYHQYAYDG 120
A*2407  DEETGRVKAQSQTDRENLRIALRYNYNQSEAGSHILOMMFGCDVGSDGRFLRGYHQYAYDG 120

A*3303 DRNTRNVEARSOIDRVDLGTLRGYYNOSERGSHT IOMMYGCDVGSDGRFLRGYQQDAYDG 120
A*3401 DRNTREVKAQSQTDRVDLGTLRGYIYNOSEDGSHT IQRMYGCDVGPDGRFLRGYQQDAYDG 120
* :* ::*i:** _* :k Tk ok k k& *k**:* %:****k % *****k:* *kkk
aacl aac?
138

A*QL0T  KDYIALNEDLRSWTAADMARQITKRKWEAVHAAEQRRVYLEGRCVDGLRRYLENGKETL) 180
A*Q201  KDYIALKEDLRSWTAADMAAQTTKHRWEAAHVAEQLRAYLEGTCVEWLRRYLENGRETL) 180
B*Q301  KDYIALNEDLRSWTAADMAAGITKRKWEAAHEARQLRAVIDGTCVEWLRRYLENGKETLQ 180
A*1101  KDYIALNEDLRSWTAADMARQITRREKWEAAHAARQORAYLEGRCVEWLRRYLENGKETLQ 180
A*2301  KDYIALKEDLRSWTAADMARQITORKWEAARVAEQIRAYLEGTCVDGLRRYLENGKETL) 180
A*2402  KDYIALKEDLRSWTAADMAAQITKRKWEAAHVAEQORAYLEGTCVDGLRRYLENGRETLO 180
A*2407  RDYIALKEDLRSHTAADMAAQITKRRWEAAHVARQURAYLEGTCVDGLRRYLENGRETLO 180
A*3303  KDYIALNEDLRSWTAADMAAQITORKWEAARVARQLRAYLEGTCVEWLRRYLENGKETLG 180
A*301 KDYIALNEDLRSWIAADMAAQI TORKWETAHEAEQWRAYLEGTCVEWLRRYLENGKETL) 180
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FIG. 9A (Cont))
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FiG. 10A

GSHOMRYFYTSVSRPGRGEPRFISVGYVDDTQFVRFDSDAASPREEPRAPWIECEGPEYH
GSHSMRYFDTAMSRPGRGEPRFISVGYVDLTOFVREDSDAASPREEPRAPWIEQEGPEYH
CSESMRYFYTAMSRPCRGEPREIAVGYVDDTQFVREDSDAASPRMAPRAPWIEQEGPEYW
GSHSMRYFYTSVSRPCRGEPRFISVGYVDDTQFVREDSDAASPREEPRAPWIEQEGPEYH
GSHSMRYFHTAMSRPGRGEPRFITVGYVDDTLEVREDSDATSERKEPRAPWIEQEGPEYW
GSHOMRYFYTAMSRPGRGEPRF TAVGYVDDTQFVREDSDAAGPRMAPRAPWIEQEGPEYW
GSHSMRYFYTAMSRPGRGEPRFIAVGYVDDTQFVREDSDAASPRTEPRAPWIEQEGPEYW
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FIG. 10A (Cont.)
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gkkkhbkkbhkrk bbb kk gk bdhkbbkdkkkry

FIG. 10B

GSHSMRYFX1TX2X3SRPGRGEPRF IX4VGYVDDTXSFVRFDSDAX6SPRYTXBPRAPWIEQEG
PEYWDRX3TOX10X11KTX12X13TOX14 VX151 6NLX1TX18X19X20YYNOSEAGSHE21X

220X23MYGCDLGPDGRLLRGHDQSAYDGKDY IALNEDLXZ 4SWTAADTAAQIX25QRKX2 6EA
ARX2TAEQX28RX2SYLEGK30CVEWLRRYLENGKX31X32LXIIRADPPKTHVTHHPX345DH

EATLRCWALGFYPAEITLTWQRDGEDQTODTELVETRPAGDRTFQRWAAVVVPSGEEQRYTCHY

QHEGLPKPLTLRWEP

¥l is H, Y, or D; X2 is A or 5; X3 is Mor V; X4 is A, 5§, or T;
X5 is Q or L; X6 is A or T; X7 is E, MK, or T; ¥8 is A or T; X8

is B or N; X10
X13 is A or T;
is T, N, or 1;
is T or I; X22
or T; X26 ig L
A or T; X3Q is

is I or X; X11
X14 is D or Y;
X18 is A or L;
is L or I; X23
or W; X27 is E
Ly B or T; X31

or Q; and X34 is I or V.

is ¥, F, S, or C; Xl2 is N or Q;
%15 is E or V; X16 is § or N; X17
X19 is L, or R; ¥20 is R or G; ¥21
is Ror &; X24 is R or §; X25 is §
OR V; X28 is R, D, L or W; X29 is
is BE or D; ¥32 is X or T; ¥33 is E
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FIG. 11A

COHSMKYFETSVSRPGRGEPRFISVGYVDDTOFVRFDSDAAS PRGEPRAPWVEQEGPEYH
GSHSMRYFYTAVSRPGRGEPHFTAVGYVDDTQFVRFDSDAAS PRGEPRAPWVEQEGPE VY
GSHSMRYFYTAVSRPGRGEPEFTAVGYVEDTOFVREDSDAASPRGEPRAPWVEQEGPEYW
GSHSMRYFSTSVSRPGRGEPRFTAVGYVEDTQEVREDSDAASPRGEPREPWVEQEGPE YW
CSHSMRYFDTAVSRPGRGEPRFISVGYVDDIQEVREDSDAAS PRGEPRAPWVEQEGPE YW
CSESMRYFDTAVSRPGRGEPRFISVGYVDDTQEVRFDSDAAS PRGEPRAPWVEQEGPEYY
CSESMRYFDTAVSRPGRGEPRFISVGYVDDTQFVRFDSDRASPRGEFPRAPWVEQEGPEYH
CSESMRYFYTAVSRPGRGEPRFIAVGYVDDTQFVOFDSDAAS PRGEPRAPWVEQEGPEYW
CCHSMRYFYTAVSRPGRGEPRFIAVGYVDDTQFVRFDSDAAS PRGEPRAPWVEQEGPEYW

Khakokx Xokdk dhrddg bk kkddrpbb b kb hrbk bk kdkhkrkbiak

84
DRETORYRRQAQTDRVSLRNLRGYYNOSEAGSHTLOWMCGCDLGPDGRLLRGYDOQYAYDG
DRETORYKROAQTDRVSLRNLRGYYRQSEARSH I IORMYGCDVGPDGRLLRGYDQYAYDG
DRETORYRROAQTDRVSLRNLRGYYNOSEAGSHI IQRMYGCDVGPDGRLLRGYDQYAYDG
DRETQKYRROACADRVNLRRLRGYYRQSEDGSETLORMFGCDLGPDGRILRGYNOQFAYDG
DRETOKYKROAQADRVNLRKLRGYYNQSEDCSHTLOWMY GCDLGPDGRLLRGYDQSAYDG
DRETQNYKRQAQADRVSLRNLRGYYRQSEDGSHTLORMYGCDLGPDGRLLRGYDQSAYDG
DRETOKYKROACADRVSLRNLRGYYROSEDGSHTLORMSGCDLGPDGRLLRGYDQSAYDG
DRETORYKRQACTDRVSLENLRGYY NOSEAGSHTLORMYGCDLGPDGRLLRGYNQEAYDG
DRETONYERQAQTDRVNLRELRGYY NOSEAGSHI IQRMYGCDLGPDGRLLRGHDQLAYDG

%
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aacl aacl

139
KDY TALNEDLRSWIAADTAAQI TORKWEAAREARQRRAYLEGTCVERLRRYLENGKETL)
KDYIALNEDLRSWiAAET@AQITQRKNEAAREAEQLRAYLEGLCVEWLRRYLKNGKETLQ
KDYTALNEDLRSWTAADTAAQI TORKWEAARE AR QLRAYLEGLCVERLRRYLKNGKETLO
KDYIALNEDLRS%5AABTﬁAQITQRKNEAAREAEQRRAYLEGTCVEWLRRYLE&GKETLQ
KDYIALNEDLRS%iAADTﬁAQITQRKWEAAREAEQWRAYLEGTCVEWLRRYLE&GKETLQ
KDYIALNEDLRS%iAADT%AQITQRKLEAARAAEQLRAYLEGTCVEWLRRYLENGKETLQ
KDYIALNEDLRS%iAADT@AQITQRKLEAARAAEQLRAYLEGTCVEWLRRYLENGKETEQ
KDYIALNEDLRS%iAADT&AQITQRKWEAARTAEQLRAYLEGTCVEWLRRYLENGKKTLQ
KDYIALNEDLRSWiAADT@AQITQRKWEAAREAEQLRAYLEG?CVEWLRRYLENGKETLQ
REEEROOORKE R OHORIOORR R 00k XK Kb kR R KR XXk s Kk

aac3 aacd
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FIG. 11A (Cont.) ”

C*0102 RAEHPKTHVTHEPVSDHEATIRCHALGEY PASTTLIWOWDGEDQTQRTELVETRPALDGTE 241
€*0303 RAEHPKTHVTHHPVSCHEATLRCWALGFY PAR L TLIWQWDGEDQTODTELVETRBAGDGETT 241
C*0304 RAEHPRTHVIREPVSDHEATLRCHALGEY PARTTLTROWDGEDQTQRTELVETRPAGDGTE 241
C*0401 RAEHPKTHVTHEPVSDHEATIRCHALGFYPARITLTWOWDCEDQTQRTELVETRPALDCTE 241
C*0602 RAEHPRTHVTHEPVSCHEATLRCWALGFY PART TLIWORDGEDQTODTELVETRBAGDETF 241
C*0701 RAEPPRTHVTHEPLSDHEATLRCWALGEYPARTTLIWORDGEDQTQDTELVETRPAGDGTY 241
C*0702 RAEPPKTHVTHEPLSDHEATLRCWALGFY PAR LT LTWORDCEDOTQRTELVETRPALDCTY 241

A

A

0

C*0801 RAERPKTHVIHHPVSDHEATLRCWALGEY PARITLIRQRDGEDQTODTELVETRRAGDGTE 241
C*1502 RAEHPKTHVTHEPVSDHEATLRCWALGEYPAETTLIWORDGEDQTQDTELVETRBAGDGTE 241

kkw kkkhrkkhhs bbbk ddhbhhkr kvt bk kb ddd kkhrkrhvbh bk bk drik ok wk

aach aach

C*0102 QKWARVMVESGEEQRYTCHVQEEGLPEPLTLRWED 276
C*0303 QRWARVVVESGEEQRYTCHVQREGLPEPLTLRWED 276
Cx(304 CKWAAVVVPSGEEQRYTCHVQHEGLPEPLTLRWEP 276
C*¥0401 QRWAAVVVESGEEQRYTCHVQEEGLFEPLTLRWEP 276
C*0602 QRWARVVVESGEEQRYTCHVQEEGLPEPLTLRWER 276
C0701 OKWARVYVPSGOEQRYTCHVMQHEGLQEPLTLSWER 276
C*0702 CRWARVVVESGOEQRYTCHY EPLTLSWEP 276
C*0801 ORHAAVVVPSGEEQRYTCHVQHEGLPEPLTLRAGE 276
C*1502 OKWARVYVPSGEEQRYTCHVQHEGLPEPLTLRUEP 276

kkkkkkokkkkokdhkdhkodhhdd HAA¥F § %

FIG. 11B

X1SHSMX2YFX3TAVSX4PGRGEPXSF IX6VGYVDDTQFVXTFDSDAASPRGEPRXBPWVEQEG
PEYWDRETQOXSYKROAQXIODRVE1I1ILRX1I2LRGYYNQSEXI3X145HX1 BX160X1 TME18GC
DX19GPDGRLLRGXZ0X210X22 AYDGKDYIALNEDLRSWIAADTAAQITORKXZ 3EAARX 241
EQX25RAYLEGKZ 6CVEWLRRYLE2TNGKXZETLORAEX2IPKTHVTHHPX 30 SDHEATLRCWA

GEYPAEITLTWOXIIDGEDQTQDTELVETRPAGDGTFQRWAAVAI2VP SGKIIEQRYTCHR 34
QHEGLX3BEPLTLX36WX3ITP

¥1 is C or G; X2 is R or K; ¥3 is F, Y, 5, or D; X4 is R or W;
X5 is H or R; X6 i3 A or 8; ¥7 is Q or R; X8 is A or E; ¥9 is N
or K;X10 15 T or A; X131 is S or N; X12 is N or K; X13 is A or D;
X14 is G or R; X15 is T or I; X16 is L or I; Xi17 is W or R; X18
is C, ¥, F, or 5; X19 is L, or V; X20 is Y or H; X21 is D or N;
¥22 is Y, F, 8, or L; X23 is L or W; X24 is EH, A, Or T; X25 is
R, L, or W; X266 is L or T; X27 is B OR K; X28 is E or K; X29 is
Hor P; X30 is R or V; ¥31 is W or R; X32 is V or M; X33 is B or
Q; X34 is M or V; X35 is P or Q; X36 is R or §; and X37 is P or
G.
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FIG. 12

HLA-E

GSHSLKYFET SVSRPGRGEP RFISVGYVDD TQFVREFDNDA ASPRMVPRAP
WMEQEGSEYW DRETRSARDT AQIFRVNLRT LRGYYNQSK1A GSHTLQWMHG
CELGPDE%RFL RGYEQFAYDG KDYLTLNEDL RSW%AVDTAA QISEQKSNDA
SEAEHQX3X4YL EDTCVEWLHK YLEKGKETLL HLEPPKTHVT HHPISDHEAT
LRCWALGEYP AEITLTWQOD GEGHTQDTEL VETRPAGDGT FQRWAAVVVP
SGEEXSRYTCH VQHEGLXSEPV TLRWKPASQP TIPI B

Xl= K or B; ¥2= R or G; X3= R or G;
Por S

4= A or V; X5= (§ or P; and X&=

Encompasses: HLA-E*0101 (HLA-E*(01:01:01:01); BLA-E*(01:03(HLA-
E¥01:03:01:01}); HLA-E*01:04; ELA-E*(1:05; HLA-E*01:06; HLA-E*(1:07;
HLA-E*(01:09; HLA-E*(1:10

HLA-F

GSHSLRXLFST
WVEQEGPQYH
CDMGPDGRLL
EYAEEFRTYL
LRCWALGFYP

AVSRPGRGEP
EWITGYAKAN
RGYHQEAYDG
EGECLELLRR
ARITLTWCRD

RYIAVEYVDD
AQTDRVALRN
KDYISLNEDL
YLENGKETLQ
GEEQTQDTEL

TOFLRFDSDA
LLRRYNQSEA
RSWTAADTVA
RADPPKAEVA
VETRPAGDGT

ATPRMEPREXZ
GSHTLOGMNG
QITQRFYEAR
HEPISDHEAT
FOKWAAVVVP

X3GEEQRYTCH VQHEGLPQPL ILRWEQSX4QP TIPI

Xl= Y or F; X2= P or {; X3= 8 or P; and X4= P or L

Encompasses: HLA-F*0101 (HLA-F*{01:01:01:01); BLA-F*01:0Z; HLA-
F*01:03 (HLA-F*01:03:01:01); HLA-F*01:04; HLA-F*(1:05; HLA-F*01:06;

HLA-G

GSHSMRYF SA AV%&RPGRGEP RFIAMG§§VDD §§QF§§RFDSDS ACPRMEPRAP

WVEXSEGPEYW EEETRNTKAH  AQTDRMNLQT §§RG§YNQSEA SSHTLQWMIXT
CDLXBXIDGRLX1O RGYEQYAYDG KDYLALNEDL RSWIAADTRA  QISKRKCEAA

NVAEQRRAXI1L EGTCVEWLEIZR X13LENGKEXI4LO RADPXISKTHVI HHPVFDYEAT

LRCWALGFYP AETTLTWOX16D GEDQTQDVEL VETRPAGDGT FORWAAVVVE

SGEEQRYgEZCH VOEEGLPEPL MLszégQSSLP TIPT

Xi= 8 or F; X2= Y or H; X3= T, &, or M; ¥d= L or V; ¥5= Q or R; ¥X&=

Por L; X7= G or D; X8= G or V; X8%= S or C; Xi0= L or I; Xil= Y or
H; X12= H or R; X13= Y or H; Xild4= M or T; X15= P or A; Xlé= R, W,

or Q; X17= T or M; Xi8= K or E;

Encompasses: HLA-G*0101 (HLA-G*(01:01:01:01); BLA-G*(1:02; HLA-
G*01:03 {(HLA-G*01:03:01:01); HLA-G*01:04 (HLA-G*01:04:01:01}; HLA-
G*01:06; HLA-G*01:07; HLA-G*(01:08; HLA-G*01:09: HLA-G*(1:10; HLA-
G*01:10; HLA-G*(1:11; HLA-G*01:12; HLA-G*(1:14; HLA-G*01:15; HLA-
G*01:16; HLA-G*01:17; HLA-G*(01:18: HLA-G*(1:19; HLA-G*(1:20; HLA-
G*01:22
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FIG. 13

HLA-A GSHSMRYFXTSVSRPGRGEPRE TAVGYVDDTQFVRFDSDAASQXMEPRAPWIEQEGPEYW 60
HLA-B GSHSMRYFXTXXSRPGRGEPRE IXVGYVDDTXFVRFDSDAXSPRYXXPRAPWIEQEGPEYW 60
HLA-C XSHSMXYFXTAVSXPGRGEPXF IXVGYVDDTQFVXFDSDAASPRGEPRXPWVEQEGPEYH 60
HLA-E GSHSLKYFHTSVIRPGRGEPRF ISVGYVDDTOFVRFDNDAASPRMVPRAPWMEQEGSEYW &0
HLA-F GSHSLRXESTAVSRPGRGEPRYTAVEYVDDTQFLRFDSDAATPRMEPREXWVEQEGPOYW 60
HLA-G GSHSMRYF SAAVXRPGRGEPRF IAMGXVDDXQFXRFDSDSACPRMEPRAPWVEKEGPEYW 60
Kxks & KExkRE ok o kKK kAN ke K% kek Xk oxk
84

HLA-A DEETXEXRAXSQXXRXE BX XXX AYYNCSEXGSHTXOXMXGCDVGXDXRFLRGYXOXAYDG 120

HLA-B DRXTOXXKTXXTOXYXXNLXXXRYYNQSERGSRXXOXMYGCDLGPDGRLLRGHDQSAYDG 120

HLA-C DRETQXYKRQAQXDRVXERXLRAYYNOSERXSEXXOXMXGCDXGPDGRLLRGKXQXAYDG 120

HLA-E DRETRSARDTAQIFRVNERTLRGYYNQSXRGSRTLOWMHGCELGPDXRFLRGYEQFAYDG 120

HLA-F EWITGYAKANAQTDRVARRNLLHRENQSEAGSHTLOGMNGCDMGPDGRLLRGYHOHAYDG 120

HLA-G EEETRNTEAHAQTDRMNEQTXRGYENOSEASSHTLOWMIKCDLXXDGRLXRGYEQYAYDG 120
o * ®

R x% % 0k *: * *: % k% kdkk

aacl  sacd

13
HLA-A KDYTALXEDLRSHTAADMAROX TXKKWEXXXEAEQXRXYLXGXCVXXLRRYLENGKETLO 180
HLA-B KDY TALNEDLXSHTAADTRAQIXORKXEAARKAEQXRX YLEGKCVEWLRRYLENGKXXLX 180
HLA-C KDYTALNEDLRSHTAADTARQITORKXEAARXAEQXRAYLEGKCVERLRRYLENGEXTLG 180

A

Y

A

HLA-E KDYLTLNEDLRSWTAVDTARQISEDKSNDASEAEHQXXYLEDTCVEWLEKYLEKGKETLL 180

HLA-F KDYISLNEDLRSHTAADTVAQITORFYEAEEYAREFRTYLEGECLELLRRYLENGKETLY 180

HLA-G KDYLALNEDLRSHTAADTAAQT SKRKCEAANVAEQRRAXLEGTCVENLXRXLENGKEXLY 180
5k . koo %

*%*::* *kk & **,* . t*’ * . ; * :** %
aac3 aacd

236
HLA-A RTDXPKTHMTHHXXSDHEATLRCWALXFYPAEITLTHQRDGEDQTODIELVETRRAGDGTR 241
HLA-B RADPPKTHVTHHPXSDHEATLRCWALGFYPAEITLTHORDGEDTODTENVETRHAGDRTH 241
HLA-C RAEXPKTHVTHHPYSDHEATLRCWALGEYPAEITLTHWQXDGEDQTCDTEIVETRRAGDGTH 241
HLA-E HLEPPKTHVIHHPISDHEATLRCWALGFYPAEITLTHQQDGEGHTQDTENVETRAAGDETR 241

A

&

A

HLA-F RADPPKAHVAHHPISDHEATLRCWALGEYPARITLTHQRDGEEQTQDTELVETRHAGDCTR 241
HLA-G RADPXKTHVTHHPVEDYEATLRCWALGFYPAET TLTHQXDGEDQTODVEIVETRBAGDGTR 241

*:*::** kokkAkkhrFk Fkdhhkx dkdhk kAy :i**‘*i*i*** k kKA

ach  aach

HLA-A QEWAXVVVP SGXEQRYTCHVOREGLPRPLILRWEE -~ v e 278
HLA-B ORWAAVVVP SGEEQRY TCHVQEEGLPKPLTLRREP ~m mvimee 276
HLA-C QKHAAVXVP SGXEQRYTCHXOREGLXEPLTLXWX P~ o 276
HLA-E OKWAAVVVP SGEEXRYTCHVQEEGLXEPVILRWKPASQPTIPI 284
HLA-F QKWAAVVVEXGEEQRYTCHVQHEGLPOPLILRWEQSXQPTIPT 284
HLA-G ORWAAVVVPSGEEQRYXCHVOEEGLPEPLMLRWXQSSLPTIPT 284

krkk % kx Ok ok kk k¥ kdkekk :*: %
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FIG. 14A
1715

APTSSSTRRTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPXKEKATELRKHLOCLEEELKDP

LEERVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSTIS

TLIGEEESEEEEIGEEESGEGESAPTS SSTRRKTQLOLEALLLDLOMILNGINNYRNPKLTRMLTA

KFYMPRKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVEELKGSETTEIMCEY

PRFTAVGYVDDTQFVRFDSDAASQRMEPRAPN I EQEGPE YWDGETRKVKARSOTHRVDLGTLRAG

YNOSEAGSHTVORMYGCDVGSDWRF LRGYHOYAYRGKDY TALKEDLRSWTAADMAAQTTKERWEA

AHVAEQLRAYLEGTCVEWLRRYLENGKETLORTDAPK TEMTHHAVSDHEATLRCWALSEYPAEIT

LTWORDGEDQTODTELVE T RICE DG TR OKHARVVVESCOEQRY TCAVOHE GLEKPLTLRWEARAG

GDKTHTCPPCPAPEAAGGPSVFLFPPKPKD TLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEY
HNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAP IEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCLVKGFYPSDIAVENE SNGOPENNYKT TPPVLDSDGSFFLY SKLTVDK
SRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK (SEQID NO:422)

hIL2 (H16A; F42A) - underlined

(G4S)n - bold (SEQ 1D NO:380}

HLA A0202 (Y84C; A236C) - double underlined
AAAGG -bold {SEQ ID NO:283)

IgG1 Fe (LALA) - italicized
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FIG. 14B
2380

VLDFAPPGA( JGSGGEGSCEGGSIQRTPKIOVYSCHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VILSQPKIVKWDRBM (SEQ ID NO423)

WT1(37-45) epitope: VLDFAPPGA (SEQ 1D NO:259)
G2C linker - bold
32M (R12C) - underlined

FIG. 14C
281

RMFPNAPYLGCGGSGGGGSGEEGSIORTPKIOVY SCHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFIPTEKDEY ACRYNH

VILSQPKIVKWDRDM (SEQID NO:424)

WT1{126-134) epitope: RMFPNAPYL {SEQ ID NO:260)
G2C linker - bold
F2M (R12C) - underlined
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FIG. 14D
2405

APTSSSTRRKTQLOLEALLLDLOMILNGINNYKNPRLTRMLTAKF YMPRRATELKELQCLEEELKP

LEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIIS

TLIGEEESGEEESGEEEEEEGESAPTSSSTRKTOLOLEALLLDLOMILNGINNYKNPKLTRMLTA

KEYMPRKATELKELQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY

ADETATIVEFLNRWITFCOST ISTLTGGGGSGEEESGEEESGEEESCSHSMRYFF TSVERPGRGE

PRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYWQGETRKVKAHSQTHRVDLGTLR@@

YNOSEAGSHTVORMYGCDVGSDWRF LRGYHOYAYDGEDY IALKEDLRSWTAADMAAQTTKHKWEA

AHVARQLRAYLEGTCVEWLRRYLENGRETLORTDAPKTHMTHHAVSDHEATLRCHALSFYPAETT

LTWQRDGEDQTQDTELVETR@QGDGTFQKWAAVVVPSGQEQRYTCHVQHEGLPKPLTLRVEAAAG

GDKTHTCPPCPAPEAAGGPSVFLFPPKPEDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPREEQYNSTYRVVSVLITVLHQDWLNGKEYRCKVSNKALPAP IEKTISKAKGQPREPQVY
TLPPSREEMTRNQVSLICLVRGEYPSDIAVENESNGQPENNYRTTPPVLDSDGSFFLYSKLTVDK

SRWQOGNVFSCSVMHEALHNHYTQKSLSLSPG (SEQ 1D NO:425)

hiL2 (H16A; F42A) — underlined
{G48)n - bold (SEQ 1D NO:380)

HLA A0202 (Y84C) - double underlined
AAAGG - bold (SEQ 1D NO:283)

1gG1 Fe (LALA) ~ italicized
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FIG. 14E
1380

APTSSSTRETOLOLEALLLDLOMILNGINNYKNPELTRMLTAKF YMPRKATELKHLOCLEEELKP

LEEVLNLAQSENFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCOSIIS

TLTGGEEECGGEECEEEEGEEEEAPTSSSTKRTQLOLEALLLDLOMILNGINNYKNPKLTRMLTA

KEYMPKKATELRHLOQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY

ADETATIVEFLNRWITFCQSTISTLTGEGESGEEESGEEESGEEESESHOMRYFFTSVSRPGRGE

PRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYWDGETRKVKAHSQTHRVDLGTLR@@

YNOSEAGSHTVORMYGCDVGSDWRFLRGYHOYAYDGEDYTALKEDLRSWTAADMAAQTTKHKWEA

AHVAEQLRAYLEGTCVEWLERYLENGKETLORTDAPK THMTHHAVSDHEATLRCWALSFYPAETT

LTWQRDGEDQTQDTELVETRF&@DGTFQKWAAVVVPSGQEQRYTCHVQHEGLPKPLTLRWEAA&G

GDKTHTCPPCPAPEAAGGPSVFLFPPKPEDTLMISRTPEVICVVVDVSHEDPEVEKFNNYVDGVEV
HNAKTKPREEQYNSTYRVVSVLIVLHQDWLNGKEYKCKVSNKALPAP IEKTISKARKGOPREPQVY
LPPSREEMIRNQVSLTCLVKGEYPSDIAVERESNGQPENNYRTTPPVLDSDGSFFLYSKLTIVDE
SRWQQGNVFSCSVMHEALENHYTQKSLSLSPGK (SEQ 1D NO:426)

hIL2 (H16A; F42A) -- underlined

{G48)n - bold (SEQ ID NO:380)

HLA A0202 (A236C) - double underdined
AAAGG - bold (SEQ 1D NO:283)

1gG1 Fe (LALA) - italicized
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FIG. 14F
2762

VLDFAP?GAGCGGSGGG(%SGGGGSEQRTPKEOVYS@{PAENGKSNFLNCYVSG
FHPSDIEVDLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VILSOPKIVKWDRDM (SEQ ID NO:42T7)

WT1(37-45) epitope: VLDFAPPGA (SEQ ID NO:259)
(G2C linker ~ bold
f2M — underlined

FiG. 146G
2763

RMFPNAPYLGCGGSGGGGSGGGGSIORTPKIOVYSRHPAENGK SNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM (SEQ 1D NO:428)

WT1 (126-134) epitope: RMFPNAPYL (SEQ ID NO:260)
(G2C linker - bold
B2M — underlined

FIG. 14H
3625

YMFPNAPYLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGK SNFLNCYVSG
FHPSDIEVDLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM (SEQ 1D NO429)

WT1 (126-134; R126Y) epitope: YMFPNAPYL (SEQ 1D NO:264)

(G2C linker - bold
p2M (R12C) - underlined

SUBSTITUTE SHEET (RULE 26)
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FIG. 141
3626

YMFPNAPYLGCGGSGGGGSGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEK VEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM (SEQ ID NO:430)

WTT (126-134; R126Y) epitope: YMFPNAPYL, (SEQ 1D NO:264)
G2C linker - bold
B2M — underlined

SUBSTITUTE SHEET (RULE 26)
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FlG. 144
1715 without C-termingl Lvs

APTSSSTRRTOLOLEALLLDLOMILNGINNYENPRLTRMLTARFYMPKKATELRKHLOCLEEELKP

LEEVLNLAQSENFHLEPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIIS

TLTGGEGSGEGESEEEESGEGESAPTSSSTRRTOLOLEALLLDLOMI LNGTNNYRNPKLTRMLTA

KEYMPRKATELKHLOCLEEELKP LEEVINLAGSKNFHLRPRDLISNINVIVLELKGSETTFMCEY

ADETATIVEFLNRWITFCQSIISTLTGGGGSGEEESGEEEEGEGESCSHOMRYFFTSVSRPGRGE

PRETAVGYVDDTOFVRFDSDAASORMEPRAPWIEQOE PEYWDGETRKVKAHSQTHRVDLGTLR@@

YNQSEAGSHTVORMYGCDVGSDWRE LRGYHQYAYDGEDY TALKEDLRSWTAADMAAQTTRKHEWEA

ARVAEQLRAYLEGTCVEWLRRY LENGKETLORTDAPKTAMTHHAVSDHEATLRCWALSFYPAETT

LTHORDGEDQTODTELVETRPCGDG TR OKWARVVVP SCQEQRY TCHVORE GLPKP LTLRWEARAG

GDKTHTCPPCPAPEAAGGPSVFLFPPRPRDTIMISRIPEVICYVVDVSHEDPEVKFNWYVDGVEY

HNAKTKPREEQYNSTYRVVSVLIVIHODWLNGKEYKCKVSNKALPAPIEKT I SKAKGOPREPQVY

TLPPSREEMTRNQVSLICLYKGE YPSDIAVERESNGOPENNYKT TPPVLDSDGSFFLY SKLTVDK
SRWQQGNVFSCSYMEEALRNHYTORSLSLSPG (SEQ ID NO:486)

hiL2 (H16A; F42A) - underfined

(G48)n - bold (SEQ 1D NO:380)

HLA AG202 (Y834C; A236C) ~ double underlined
AAAGG - bold (SEQ 1D NO:283)

1gG1 Fe (LALA) - italicized

SUBSTITUTE SHEET (RULE 26)
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FIG. 17A
MOD*  — MOD* MHC-H Fe
| |
? ?
R
epitope 1 B2M
FIG. 178
MOD* MHC-H Fc
| |
% ;
7 i
epitope t f2Mm
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FIG. 17C

MHC H chain

T — L

FIG. 17D

MOD ——

epitope —»

B2ZM —

MHC H chain

F¢ i
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FIG. 18A

G2C/Y84C 5-S

MHC H chain

Fe b §i]

FIG. 188

B2M —> E ] +—R120/A236C 5-5

MHC H chain

Fo ——————p 0 G
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FIG. 18C

<
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MHC H chain
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FIG. 20A
3592

APTSSSTEEKTOLOLEALLLDLOMILNGINNYENPEKLTRMLTAKFYMPKKAT
ELKHLOCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCOSUSTLTGOGGSGGOGESGGGHESGGOGSAPTSS

STEKETOLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKH
LOCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYA
DETATIVEFLNRWITFCQSISTLTGGGGSGGGGESGOGGSGGGGSGEHSMRYFES

AAAGGDKTHTCPPCPAPEAAGGPSVELEPPKPKDTLMISRTPEVICYVVDYS

HEDPEVEFNWYVDGVEVHNAKTEPREEQYNSTYRVVAVLTVLHQDWING

KEYKCKVSNEKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKNOVSLTCL
VEGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOO

GNVFSCSYMHEALHNHYTOKSLSLSPG (SEQID NO431)

IL-2 (H16A; F42A) - bold

{G48)4 — underlined (SEQ ID NO:380)

HLA-A*24:02 (YB4C; A236C) — double underlined
AAAGG linker - bold and italicized (SEQ 1D NO:283)
higG1 Fe (L234A; L235A) - bold and underlined

SUBSTITUTE SHEET (RULE 26)
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CVVVDVSHEDPEVEKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH

ODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTEN

OVSLTCLVEGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWOOGNVESCSVMHEALHNHYTOKSLSLSPGGGOGSGGGOGSGGGGSAPT

SSSTKKTOLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKEKATELK
HLOCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY
ADETATIVEFLNRWITFCQSHSTLTGGGGSGOGGRGOGGICGOGSAPTSSSTK

KTQLOLEALLLDLOMILNGINNYKNPKLTRMLUTAKFYMPKKATELKHLQC

LEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADET
ATIVEFLNRWITFCQSUSTLT (SEQID NO:432)

HLA-A*24:02 (Y84C; A236C) — double underlined
AAAGQG linker - bold and italicized (SEQ 1D NO:283)
hig(Gl Fe (L.234A; L.235A) - bold and underlined
(G4S ) and (G48)4 — underlined (SEQ 1D NOs:379-380)
[1-2 (H16A; F42A) - bold

SUBSTITUTE SHEET (RULE 26)
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FIG. 20C

CYVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVETVLH

OVSLTCLVEGFYPSDHIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOOGNVFSCSYMHEALHNHYTOKSLSLSPG (SEQ 1D NO433)

HLA-A*24:02 (Y84C; A236C) ~ double underlined
AAAGQG linker - bold and italicized (SEQID NO:283)
higGl Fo (L234A; L235A) — bold and underlined

SUBSTITUTE SHEET (RULE 26)
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FIG. 20D
2764

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTOFVRFDSDAASORMEPRAPWIEOQE

CVYVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLE
ODWINGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTEKN
OVSLICLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOOGNVFSCSYMHEALHNHYTOKSLSLSPGK (SEQ ID NO:434)

HLA-A%24:02 (Y84A; A236C) ~ double underlined
AAAGG linker - bold and #talicized (SEQ ID NO:283)
higGl Fo (L234A; L235A) - bold and underlined

SUBSTITUTE SHEET (RULE 26)
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FIG. 20E
3593

APTSSSTEKTQLOQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKAT
ELKHLOQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCOSISTLTGGGGSGGGGSGHGHNGGHGGSAPTSS

STKETQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKRATELKH
LQCLEEELKPLEEV LNLAQSKNFHLRPRE}LISNINVIVLELK(}SETTFMCEYA

AAAGGDKTHTCPPCPAPEAAGGPSYFLFPPKPEDTLMISRTPEVTICVVVDVS
HEDPEVEFNWYVDGVEVHNAKTKPREFOYNSTYRVYVSVLTVEHODWING
KEVKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTENQVSLTCL
VKGFYPSDIAVEWESNGOPENNYKTTPPVLDSBGSFFLYSKLTVDKSRWOO
GNVFSCSVMHEALHNHYTOKSLSLSPG (SEQID NO:435)

IL-2 (H16A; F42A) - bold

{G48 Y — underlined {SEQ ID NO:380)

HLA-A*24:02 (Y84C; A236) — double underlined
AAAGG linker - bold and italicized (SEQ 1D NO:283)
hlgG1 Fe (L234A; 1.235A) ~ bold and underlined

SUBSTITUTE SHEET (RULE 26)
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FIG. 20F
3426

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTOQFVRFDSDAASORMEPRAPWIEQE

CVVVE}\' SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKN
OVSLICLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLIVD
KSRWOOQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSGGGGSAPT
SSSTKKTQLOLFALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELK
HLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY
ADETATIVEFLNRWITFCQSHSTLTGGGGSGGGGSGGGGSGGGGSAPTSSSTK
KTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQC
LEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADET
ATIVEFLNRWITFCQSISTLT (SEQ ID NO:436)

HLA-A*24:02 (Y84C; A236) — double underlined
AAAGG linker ~ bold and italicized (SEQ 1D NO:283)
higG1 Fe (L234A; L235A) - bold and underlined
(G45); and (G484 - underlined (SEQ 1D NOs:379-380)
1L-2 (H16A; F42A) - bold

SUBSTITUTE SHEET (RULE 26)
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FIG. 206G

TWORDGEDQTODTELVETRMAGDGTFORK WAAVYVPSGEEQRYTCHVOHEGLP
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVILEFPPKPKDTLMISRTPEVT
CYVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREFQYNSTYRVVSVLTVLH
ODWINGKEYKCKVSNKALPAPTEKTISKAKGOPREPOVYTLPPSREEMTEN

QVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTIPPYLDSDGSFFLYSKLTVD

HLA-A*24:02 (YR4C; A236) - double underlined
AAAGG linker — bold and italicized (SEQ 1D NO:283)
hlgGl Fo (L234A; L235A) - bold and underlined

SUBSTITUTE SHEET (RULE 26)
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FIG. 20H
3188

CYTWNQMNLGCGGSGGGGSGOOGSIORTPKIQNY, @{PAENGKSNF LNCYVSGFH
PEDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTESQP
KIVKWDRDM (SEQ D NO:438)

epitope: CYTWNQMNL ~ WT1 (235-243; M236Y) (SEQ ID NO:262)
(GCGGSYXG4S), — underlined (SEQ ID NO31T)
B2M (R12C) ~ italicized

FIG. 201
3604
CYTWNQMNLGCGGSGGGGSGGGGSIQRTPRIQVYSCHPAENGKSNFLNCYVSGFH
>SDIEVDLLKNGERIEKVEHSDLSESKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLOMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSTISTLTG
GGGSGOGGSGGGGSGGGGSAPTSSSTKKTQLOLEALLLDLOQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

(SEQ ID NO:438)

epitope: CYTWNQMNL ~ WT1 (235-243; M236Y) (SEQ ID NO:262)
(GCGGS)(GAS), (GA4S)s, and (G48)s — underlined (SEQ ID NOs:317, 379 and 380)
B2M (R12C) ~ italicized

IL-2 (H16A; F42A) - bold

SUBSTITUTE SHEET (RULE 26)



WO 2021/231376 PCT/US2021/031707
51/108

360 FIG. 20J

CYTWNOQMNLGGGGSGGGGSGGGOSIORTPKIQ VYS@’?PAENGKSNF&NCY&SGFH
PSDIEVDLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQP
KIVEWDRDMGGGGSGGEGSGOGGSAPTSSSTRKTOLOLEALLLBLOQMILNGIN
NYKNPRLTRMLUTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH

LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTOLOLEALLLBLOMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKNFHLRPR

DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIHSTLT
(SEQ ID NO:440)

epitope: CYTWNQMNL - WT1 (235-243; M236Y) (SEQ 1D NO:262)
(G48)s and (G48)s — underlined (SEQ 1D NOs:379-380)

82M (R12C) - ttalicized

IL-2 (H16A; F42A) - bold

199 FIG. 20K

CYTWNQMNLGCGGSGGGGSGGGGSIORTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSOP
KIVKWDRDM (SEQIDNO:441)

gpitope: CYTWNQMNL ~ WT1 (235-243; M236Y) (SEQ 1D NO:262)
(GCGGSYG48), — underlined (SEQ 1D NO:317)
B2M (R12) ~ italicized

SUBSTITUTE SHEET (RULE 26)
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3608 FIG. 20L

CYTWNQMNLGCGGSGOGGSGGGGSIORTPRIO W@{PAENQKSNTLNC YVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGOGGSAPTSSSTKKTOQLOLEALLLDLOMILNGIN
NYKNPRKLTRMLTAKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT
GOGOSGOGLSGGGGSCOGGSAPTSSSTKRKTQLOLEALLLBLOMILNGINNYK
NPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRP

RDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT
(SEQ 1D NO:442)

epitope: CYTWNQMNL ~ WT1 (235-243; M236Y) (SEQ ID NO:262)
(GCGGSYG4S),, (G4S)3, and (G4S) — underlined (SEQ 1D NOs:317, 379 and 380)
p2M (R12) ~ italicized

IL-2 (H16A; F42A) - bold

1529 FIG. 20M

NYMNLGATLGCGGSGGGGSGGGGSIQRTPKIQVYSCHP AENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM (SEQ ID NO:443)

epitope: NYMNLGATL — WT1 (239-247; Q240Y) (SEQ ID NO:263)
(GCGGSHGAS), — underlined (SEQID NO:31T)
B2M (R12C) - italicized

SUBSTITUTE SHEET (RULE 26)
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1709 FIG. 20N

NYMNLGATLGCGGSGOGGGSGGOGSIORTPRIO 3/'}1@1PAENGKSA!TLNC YVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTOLQLEALLLDLOMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
QGGSGGGGSGOGESGOGGSAPTSSSTEKKTQLOLEALLLDLOMILNGINNYKN
PELTRMLTAKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKNFHLRPR

DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT
(SEQ ID NO:444)

epitope: NYMNLGATL - WT1 (239-247; (Q240Y) (SEQ 1D NO:263)
(GCGGSYGA8),, (G4S)s, and (G4Sk — underlined (SEQ D NOs:317, 379 and 380}
P2M (R12C) - italicized

1L-2 (H16A; F42A) - bold

FIG. 200
3328
NYMNLGATLGGGGSGGGOSGGGGSIORTPKIQ VK@IPAEN GKSNFLNCYVSGFH
PSDIEVDLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQP
KIVKWDRDM (SEGHID NO4435)

gpitope: NYMNLGATL ~ WT1 (239-247; Q240Y) (SEQ 1D NO:263)
(G4S); ~ underlined (SEQ 1D NO:379)
B2M (R12C) - italicized

SUBSTITUTE SHEET (RULE 26)
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1708 FIG. 20P

NYMNLGATLGGGGSGGGGSCGGGGSIORTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSESKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSOP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKK TOLOLEALLLBLOMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKK TOLOLEALLLDLOMILNGINNYKNPK

LTRMLTAKFYMPKKATELKHLOCLEEELKPLEEVINLAQSKNFHLRPRDLISNIN

VIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSISTLT (SEQ ID NC:446)

epitope: NYMNLGATL (SEQ 1D NO:263) - WT1 (239-247; Q240Y)
{G4S ) and {(G48)4 ~ underlined (SEQ ID NOs:378-380)

B2M (R12C) - italicized

1L-2 (H16A; F424) - bold

3530 FIG. 20Q

NYMNLGATLGCGGSGGGGSGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM (SEQID NO447)

epitope: NYMNLGATL —~ WT1 (239-247; Q240Y) (SEQ ID NO:263)
{GCGGS)YG4S ), — underlined (SEQ 1D NO:317)
P2M (R12) — italicized
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FIG. 20R
3710

NYMNLGATLGCGGSGGGGSGGGGSIQRTPKIQVYSRHP AENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSOP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLOMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSHISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLOMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR

DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSUSTLT
(SEQ 1D NO:448)

epitope: NYMNLGATL - WT1 (239-247; Q240Y) (SEQ 1D NO:263)
(GCGGSHG4S )y, (G4S)s, and (G48)s — underlined (SEQ ID NOs:317, 378 and 380)
B2M (R12) - italicized

1L-2 (H16A; F42A) - bold
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FIG. 21
a0p- -eukopak 7, WT1 37-45 sp cD8 onM
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FIG. 27
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FIG. 27 (Cont.)
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FIG. 27 (Cont.)
37-45 double disulfide

Loading Sample 1D: FeRIB: Sample ID:
1715-2380-005: KD (M) <1.0E-12 - by Conc. (nM)

Low/no binding

0.06 T
. £ e *w.w*ﬁ«*f-"‘\,w\,ewaN,w‘
0.04 §
£ . ]
 0.02- st
ﬁm i 1 ¥ 3 ; E { £ { E t
0 50 100
Time (sec)
| 300 -—-—- - 100 |
Loading Sample ID: FcRIIB: Sample ID:
1715-2380-005 - by Cone. {(nM)
0.02 No binding
“ P, A 3 Al
: PN,
0.01— ,ffﬁsfi
£ n M A
& 7 J\a d }L ”% A %wf\‘ mxwhfv Vorh o
{)w\ é/}\ﬁ‘;&;f\ AV 55\5:/ !
L i i
g 50 100
Time (sec)
e ~ 100 |

SUBSTITUTE SHEET (RULE 26)



WO 2021/231376

PCT/US2021/031707

68/108

FIG. 27 (Cont))

37-45 double disulfide
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FIG. 29
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FIG. 29 (Cont.)
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FIG. 34
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FIG. 34 (Cont.)
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FIG. 34 (Cont.)
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FIG. 34 (Cont.)

Loading Sample ID: FcRn: Sample ID:
3425-3529-001: KD (M): 9.794E-08 - by Conc. (nM)
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S';‘;?SZ‘?D SampleID | KD (M) |kon(1/Ms)| kdis(1/s) | Ful XA2 | Full RA2

FCRI | 3425-3529-001 | 2.08E-07 | 2.50E+05 | 5.20E-02 | 0.00687 | 0.9991
FCRIA | 3425-3529-001 | 1.56E-07* | 1.36E+05 | 2.12E-02 | 0.002 | 0.9269
FCRIB | 3425-3529-001 | 5.72E-06" | 1.00E+04 | 5.74E-02 | 0.0004 | 0.9277
FCRIIAF | 3425-3529-001 |No binding| - - - -
FCRIIA-V | 34253529001 | 5.92E-07 | 9.10E+04 | 5.39E-02 | 0.0078 | 0.9924
FCRIIB  |13425-3520-001|No Binding| - - - -
FcRn (pH 6.0) | 3425-3529-001 | 9.79E-08 | 2.31E+05 | 2.26E-02 | 0.0177 | 0.9922
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F1G. 35A
SMTWNQMNLGGGGSGGGGSCGGGOSIQRTPRIQVYSCHPAENGKSNFLNCYVSGFHPSDIE

VDLLKNGERIEKVERSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQPKIVKWDRDM
(SEQ 1D NOC:462)

epitope: SMTWNQMNL ~ WT1 (235-243; C2358) (SEQ 1D NO451)
{G485)3 - undertined (SEG 1D NO:379)
{2M (R12C) ~ italicized (R12C in bold and underlined)

FIG. 358
SMTWNQMNLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFHPSDIEV

DLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRYNHVILSQPKIVKWDRDM
(SEQ 1D NO463)

epitope: SMTWNQMNL - WT1 (235-243; C2358) (SEQ 1D NO:451)
GCGGS(G4S)2 ~ undertined (SEQ 1D NO:317)
B2M (R12C) - italicized (R12C in bold and underlined)

FIG. 35C
SMTWNQMNLGCGGSGOGOSGOGCSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFHPSDIEV

DLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQPKIVKWDRDM
(SEQ ID NO:464)

epitope: SMTWNQMNL - WT1 (235-243; C2358) (SEQ D NO451)
GCGGS(G4S)2 — underlined (SEQ ID NG:317)
§2M (R12) - italicized (R12 in bold and underlined)
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FIG. 35D
SMTWNQMNLGCGGSGGOGSGOGGGSIQRTPKI QVYS@PAENGKSNFLNC YVSGFHPSDIEV
DLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQPKIVKWDRDMG
GGGSGGGERGGHGSAPTSSSTRRTOLOLEFALLLBLOMILNGINNYKNPKLTRMLTA
KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGS
ETTFMCEYADETATIVEFLNRWITFCOQSTISTLTGGGGSGGGGSGOGGSGGGGSAPTS
SSTREKTQLOLEALLLDLOMILNGINNYENPEKLTRMLTAKFYMPKKATELKHLQCL
EEELKPLEEVLNLAQGSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEF
LNRWITFCQSHSTLT (SEQ D NO:465)

epitope: SMTWNQMNL ~ WT1 (235-243; 2355) (SEQ ID NO:451)
(GCGGSHGA8 ), (G48)s, and (G48), - underlined (SEQ 1D NOs:317, 379 and 380)
ROM (R12) - italicized

IL-2 (H16A: FA2A) - bold

FIG. 35E

SMTWNOQMNLGCGGSGGGGSGGGGSIORTPEI QWS@JPAENGKSNF&VC YVSGFHPSDIEV
DLLENGERIEKVEHSDESFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQPKIVKWDRDMG
GGGSGGGGSCGGGSAPTSSSTRRKTOLOLEALLLDLOMILNGINNYKNPKLTRMLTA
KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGS
ETTFMCEYADETATIVEFLNRWITFCQSUSTLTGGGGEGGGGSGGGGSGGGGSAPTS
SSTRKTQLOLEALLLDLOMILNGINNYKNPRLTRMLTAKFYMPKKATELKHLQCL
EEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEF
LNRWITFCQSIISTLT (SEQ D NO:486)

epitope: SMTWNQMNL - WT1 (235-243; €2358) (SEQ 1D NO:451)
(GCOGS)(GAS):, (G4S)s, and (G4S): ~ undertined (SEQ 1D NOs:317, 379 and 380)
B2M (R12C) ~ italicized

IL-2 (HI6A; F42A) - bold
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FiG. 35F

SMTWNQMNLGGGGSGGGGSGGGGSIQRTPRIQVYSCHPAENGKSNFLNCYVSGFHPSDIE

VDLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRYNHVILSQPKIVKWDRDM
GOGGSGGGGSGOGGSAPTSSSTKK TOLOLEALLLDLOMILNGINNYKNPKLTRMLT

AKFYMPKKATELKHLQCLERELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKG
SETTFMCEYADETATIVEFLNRWITFCQSTISTLTGGGGSGOGGSGGGGSGGGGSAPT

SSSTKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQC

LEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVE
FLNRWITFCQSIISTLT (SEQ D NO:467)

epitope: SMTWNQMNL - WT1 (235-243; €2355) {SEQ ID NC:451)
(G4S)s and (G4S), ~ underlined (SEQ 1D NOs:379-380)

R2M (R12C) - italicized

L2 (H16A; F424) - bold
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FIG. 36A
GCMTWNQMNLGGGGSCOGGSGOGGSIORTPRIQVYSCHPAENGKSNFINCYVSGFHPSDI
EVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQPKIVKWDRD
M (SEQID NO468)

epitope: GCMTWNQMNL - WT1 (235-243; G-1) {SEQ ID NO:452)
{(G48)3 - underlined (SEQ ID NO:379)
B2M (R12C) - italicized (R12C in bold and underlined)

FIG. 36B
GCMTWNQMNLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFHPSDI

EVDLLKNGERIERVEHSDLSFSKDWSFYLLYYTEFTPTER DEYACRVNHVTLSQPKIVKWDRD
M (SEQ ID NO489)

epitope; GCMTWNQMNL - WT1 (235-243; G-1) (SEQ 1D NO:452)
GCGGS(G4S)2 - underlined {SEQ 1D NO:317)
BIM (R12C) ~ talicized (R12C in bold and undertined)

FIG. 36C
GCMTWNQMNLGCGGSGGGGSGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFHPSDI

EVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTERDEYACRVNHVILSQPKIVKWDRD
M (SEQ D NO:4T0)

epitope: GCMTWNQMNL - WT1 (235-243; G-1) (SEQID NO:452)
GCGGS(G4S)2 - underlined (SEQ 1D NO317)
B2M (R12) - italicized (R12 in bold and undertined)
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FIG. 36D
GCMTWNQMNLGCGOSGGLGSGHGHSIQRTPKIQY YL@’{PAEN GKSNFINCYVSGFHPSDI
EVDLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTERDEYACRVNEVILSQPKIVKWDRD
MGGGGSGGGGSGOGGSAPTSSSTRRTQLOLEALLLDLOMILNGINNYKNPRLTRML
TAKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELK
GSETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGOGHSAP
TSSSTEKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQ
CLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIV
EFLNRWITFCQSHSTLT (SEQIDNO4T1)

epitope: GCMTWNQMNL - WT1 (235-243; G-1) (SEQ 1D NO452)
(GCGGSYGAS),, (G48)s, and (G4S)s — underlined (SEQ 1D NOs:317, 379 and 380)
B2M (R12) ~ italicized

IL-2 (Hi6A; F42A) - bold

FIG. 36k
GCMTWNQMNLGCGGSGGGGSGGGGSIORTPKIQVYSCHPAENGK SNFLNCYVSGFHPSDI
EVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRYNHVTLSQPKIVKWDRD
MGGGGSGGGGSGGGGSAPTSSSTKKTOLOLEALLLDLOMILNGINNYKNPKLTRML
TAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELK
GSETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAP
TSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQ
CLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIV
EFLNRWITFCQSHISTLT (SEQ ID NO:472)

epitope; GCMTWNQMNL - WT1 (235-243; G-1) (SEQID NO452)
(GCGGS)(G4S),, (G4S)s, and (G4S)s — underlined (SEQ ID NOs:317, 379 and 380)
B2M (R12C) - italicized

IL-2 (H16A; F424) - bold
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FiG. 36F

GCMTWNQMNLGGGGSGGGGSGGGGSIORTPRIQY Y@PAEN&KSNFLV CYVSGFHPSDI
EVDLLENGERIEKVEHSDLSESKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQPKIVKWDRD

MGGGGSGGGGSGOGGSAPTSSSTEKTQLOLEALLLDLOMILNGINNYKNPKLTRML
TAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELK
GSETTFMCEYADETATIVEFLNRWITFCQSISTLTGGGGSGGGGSGGGGSGGGGSAP
TSSSTKKTQLOLEALLLDLOMILNGINNYKNPRKLTRMLTAKFYMPKRATELKHLQ

CLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEVADETATIV
EFLNRWITFCQSIISTLT (SEQIDNO4T3)

epitope: GCMTWNQMNL - WT1 (235-243; G-1) (SEQ 1D NG:452)
{G4S); and (G4S); ~ underlined (SEQ 1D NOs:379-380)

§2M (R12C) - italicized

1L-2 (H16A; F42A) - bold
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FiG. 37A

SYTWNQMNLGGGGSGGGGSGGOGSIORTPKIQVYSCHPAENGK SNFINCYVSGFHPSDIEV

DLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEVACRVNHVILSQPKIVKWDRDM
(SEQ ID NO:474)

epitope: SYTWNQMNL ~ WT1 (235-243; C2358; M236Y) (SEQ 1D NO:453)
(G48)3 - underlined (SEQ 1D NO:379)
B2M (R12C) - italicized (R12C in bold and underlined)

73 FIG. 37B

SYTWNOQMNLGCGGSGCGOSGGOGSIORTPKIQVYSCHPAENGKSNFLNCYVSGFHPSDIEY

DLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQPKIVKWDRDM
(SEQ ID NO:A75)

epitope: SYTWNQMNL - WT1 (235-243; C2358; M236Y) (SEQ ID NO:453)
GCGGS(G4S)2 - underlined (SEQ 1D NO:31T)
B2M (R12C) ~ italicized (R12C in bold and underlined)

FIG. 37C
SYTWNQMNLGCGGSGOGGSGGGGSIQRTPKIQVYSREPAENGKSNFLNCYVSGFHPSDIEY

DLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQPKIVKWDRDM
(SEQ ID NOATS)

epitope: SYTWNQMNL - WT1 (235-243; C2358; M236Y) (SEQ 1D NO:453)
GCGGS(G48)2 - underlined (SEQ 1D NO:317)
f2M (R12) ~ italicized (R12 in bold and underlined)
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FIG. 37D

SYTWNQMNLGCGGSGGGOSGGGGSIORTPRIQVYSRHPAENGKSNFLNCYVSGFHPSDIEV
DLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQPKIVKWDRDMG
GGGSGGGGSGGEGSAPTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTA

KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGS
ETTFMCEYADETATIVEFLNRWITFCQSTISTLTGGOGSGOGGSGGOGSCGGGSAPTS

SSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQCL
EEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEF
LNRWITFCQSHSTLT (SEQID NO:477)

epitope: SYTWNQMNL - WT1 (235-243; C2358; M236Y) {SEQ ID NO:453)
(GCGGS)(GAS), (G4S)s, and (G4S): - underlined (SEQ ID NOs:317, 379 and 380)
BIM (R12) - italicized

IL-2 (H16A; F42A) - bold

FIG. 37E

SYTWNQMNLGCGGSGGGGSGGGGSIQRTPKID VYS@IPAENGKSNF INCYVSGFHPSDIEV
DLLENGERIERVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQPKIVKWDRDMG
GGGSGGGGSGGEGSAPTSSSTRKKTQLOLEALLLDLOMILNGINNYKNPKLTRMETA

KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGS
ETTFMCEYADETATIVEFLNRWITFCQSHSTLTGGGGSGGGGSGGGGSGGGGSAPTS

SSTEKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQCL

EEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEF
LNRWITFCQSHSTLT (SEQ 1D NO:478)

epitope: SYTWNQMNL - WT1 (235-243; C2358; M236Y) (SEQ ID NO:453)
GCGGSYGAS),, (G4S), and {G45)s — underlined (SEQ 1D NOs:317, 379 and 380)
B2M (R12C) ~ italicized

B.-2 (H16A; F42A) - bold
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FiG. 37F

SYTWNQMNLGGGGSGGGGSGGGGSIQRTPKIOVY SCHPAENGK SNFLNCYVSGFHPSDIEY
DLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEVACRVNHVTLSQPKIVEWDRDMG
GGGSGGGGSGOGGSAPTSSSTKK TQLQLEALLLDLOMILNGINNYKNPKE TRMLTA

KFYMPKKATELKHLQCLERELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGS
ETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGEGSGGGGSAPTS

SSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQCL

EEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEF
LNRWITFCQSISTLT (SEQIDNO4T78)

epitope: SYTWNQMNL - WT1 (235-243; C2358; M236Y) (SEQID NO:453)
(G48); and (G4S)s - underlined (SEQ ID NOs:379-380)

B2M (R12C) - italicized

IL-2 (H16A; F42A) - bold
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FIG. 38A
GCYTWNQMNLGGGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFHPSDI
EVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTERDEYACRVNHVTLSQPKIVEWDRD
M (SEQ ID NO:480)

epitope: GCYTWNQMNL- WT1 (235-243; G-1; M236Y) (SEQ ID NC:454)
(G48)3 - underlined (SEQ 1D NO:379)
B2M (R12C) ~ ifalicized (R12C in bold and underlined)

FIG. 38B
GCYTWNQMNLGCGGSGGGGSGOGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFHPSDI
EVDLLKNGERIERVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSOPKIVKWDRD
M (SEQ D NO:481)

epitope; GCYTWNQMNL- WT1 (235-243; G-1; M236Y) (SEQ ID NO:454)
GCGGS(G4S)2 - underlined (SEQ 1D NO:317)
BIM (R12C) -~ italicized (R12C in bold and undertined)

FIG. 38C
GCYTWNQMNLGCGGSGGGGSGCGGSIORTPKIQVYSRHPAENGKSNFLNCYVSGFHPSDI
EVDLLKNGERIERVERSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQPKIVKWDRD
M {SEQ 1D NO:482)

epitope: GCYTWNQMNL- WT1 (235-243; G-1; M236Y) {SEQ ID NO:454)
GCGGS(G4S)2 - underlined (SEQ ID NO:317)
BOM (R12) - italicized (R12 in bold and underlined)
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FIG. 38D
GCYTWNQMNLGCGGSGGGGSGGGGSIQRTFKIQVE"-S@IPAENGKSNFQVC YVSGFHPSDIE
VDLLENGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNRVILSQPRKIVKWDRDM
GGGGSGGGGSGGOGSAPTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLT
ARFYMPKEKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKG
SETTFMCEYADETATIVEFLNRWITFCQSISTLTGGGGSGGGGSGGGGSGGOGSAPT
SSSTKETQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKEATELKHLQC
LEEELKPLEEVLNLAQSENFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVE
FLNRWITFCQSHSTLT (SEQ ID NO:483)

epitope: GCYTWNQMNL- WT1 (235-243; G-1; M236Y) (SEQ ID NO:454)
(GCGGS)(GAS),, (GAS)s, and (G4S); - underlined (SEQ ID NOs:317, 379 and 380)
BIM (R12) - italicized

1L-2 (H16A; F42A) - bold

FIG. 38E
GCY'EWNQMNLGCGGSGGGGSGGGGSIQRTPKIQW@PAENGKSNFLNCYVSGFHPSBI
EVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQPKIVKWDRD
MGGOGSGOGGSGGGOSAPTSSSTRKTQLOLEALLEDLOMILNGINNYENPKLTRML
TAKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELK
GSETTFMCEYADETATIVEFLNRWITFCQSISTLTGGGGSGGGGSGGGGEGGGGSAP
TSSSTEKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPEKKATELKHLY
CLEEELKPLEEVLNLA(QSKENFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIV
EFLNRWITFCQSIISTLT (SEQ 1D NO:484)

epitope: GCYTWNQMNL- WT1 (235-243; G-1; M236Y) (SEQ 1D NO:454)
{GCGGSHGAS),, (GAS)s, and (G48)4 ~ underlined (SEQ ID NOs:317, 379 and 380)
§2M (R12C) - italicized

IL-2 (H16A; F42A) - bold
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FiG. 38F

GCYTWNQMNLGGGGSGOGGSGOGGSIQRTPIQVYSCHPAENGKSNFLNCYVSGFHPSDI
EVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEXDEYACRVNHVTLSQPKIVKWDRD
MOGGGSCGOGSGGGOSAPTSSSTRKTQLOLEALLLDLQMILNGINNYKNPKLTRML
TAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELK
GSETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAP
TSSSTKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQ
CLEEFLKPLEEVLNLA QSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIV
EFLNRWITFCQSIISTLT (SEQ ID NO:485)

epitope: GCYTWNQMNL- WT1 (235-243; G-1; M236Y) (SEQ ID NO:454)
(G4S); and (G45) ~ underlined (SEQ ID NOs:378-380)

B2M (R12C) - italicized

IL-2 (Hi6A; F42A) - bold
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FIG. 39

Day 0 - Day 10 {priming}
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FIG. 39 (Cont.)
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FiG. 40A

Day 0 - Day 10 {priming}
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FIG. 40A (Cont.)

Day 10 - Day 18 (restimulation)
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FIG. 418 100~
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FIG. 42A
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FIG. 42A (Cont.)
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FIG. 46A
HLA-E*01:01 (Y84; A236) (RI07 in bold) (wild-type)

GSHSLKYFHTSVSRPGRGEPREISVGY VDDTQFVREDNDAASPRMVPRAPWMEQEGSEYWDRE
TRSARDTAQIFRVNLRTLRGYYNQSEAGSHTLQWMHGCELGPDRRFLRGYEQFAYDGKDYLTL
NEDLRSWTAVDTAAQISEQKSNDASEABHQRAYLEDTCVEWLHK YLEKGKETLLHLEPPKTHY
THHPISDHEATLRCWALGFYPAEITLTWQQDGEGHTQDTELVETRPAGDGTFQKWAAVVVPSG
EEQRYTCHVQHEGLPEPVTLRWK (SEQ ID NO:492)

FIG. 468
HLA-E*01:01 (Y84C; A236C) (R107 in bold)

GSHSLKYFHTSVSRPGRGEPRFISVGYVDDTQFVRFDNDAASPRMVPRAPWMEQEGSEYWDRE
TRSARDTAQIFRVNLRTLRGCYNQSEAGSHTLQWMHGCELGPDRRELRGYEQFAYDGKDYLTL
NEDLRSWTAVDTAAQISEQKSNDASEAEHQRAYLEDTCVEWLHK YLEKGKETLLHLEPPKTHV
THHPISDHEATLRCWALGFYPAEITLTWQODGEGHTQDTELVETRPCGDGTRQKWAAVVVESG
EEQRYTCHVQHEGLPEPVTLRWK (SEQ 1D NO:493)
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FIG. 46C
HLA-E#01:03 (Y84; A236) (G107 in bold) (wild-type)

GSHSLKYFHTSVSRPGRGEPRFISVGY VDDTQFVREDNDAASPRMVPRAPWMEQEGSEYWDRE
TRSARDTAQIFRVNLRTLRGY YNQSEAGSHTLQWMHGCELGPDGRFLRGYEQFAYDGKDYLTL
NEDLRSWTAVDTAAQISEQKSNDASEAEHQRAYLEDTCVEWLHKYLEKGKETLLHLEPPXTHV
THHPISDHEATLRCWALGFYPAEITLTWQQDGEGHTQDTELVETRPAGDGTFQRWAAVVVPSG
EEQRYTCHVQHEGLPEPVTLRWK (SEQ ID NO:494)

FIG. 46D
HLA-E*01:03 (Y84C: A236C) (G107 in bold)

GSHSLKYFHTSVSRPGRGEPRFISVGY VDDTQFVREDNDAASPRMVPRAPWMEQEGSEYWDRE
TRSARDTAQIFRVNLRTLRGCYNQSEAGSHTLQWMHGCELGPDGRFLRGYEGFAYDGKDYLTL
NEDLRSWTAVDTAAQISEQKSNDASEAEHQRAYLEDTCVEWLHKYLEKGKETLLHLEPPKTHY
THHPISDHEATLRCWALGFYPAEITLTWQQDGEGHTQDTELVETRPCGDGTFQKWAAVVVESG
EEQRYTCHVQHEGLPEPYTLRWK (SEQ 1D NO:495)
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FIG. 47A
HLA-G*01:01 (Y84; A236) (L110 in bold) (wild-type)

GSHSMRYFSAAVSRPGRGEPRFIAMGYVDDTQFVRFDSDSACPRMEPRAPWVEQEGPEYWEEE
TRNTKAHAQTDRMNLOTLRGYYNQSEASSHILQWMIGCDLGSDGRLLRGYEQYAYDGKDYLA
LNEDLRSWTAADTAAQISKRKCEAANVAEQRRAYLEGTCVEWLHRYLENGKEMLQRADPPKT
HVTHHPVEDYEATLRCWALGFYPAEILTWQRDGEDQTQDVELVETRPAGDGTFQKWAAVVVP
SGEEQRYTCHVQHEGLPEPLMLRWK (SEQ ID NO:496)

FIG. 478
HLA-G*OL:0OL (Y84C; A236C) (110 1n bold)

GSHSMRYFSAAVSRPGRGEPRFIAMGYVDDTQFVRFDSDSACPRMEPRAPWVEQEGPEYWEEE

TRNTKAHAGTDRMNLQTLRGCYNQSEASSHTLQWMIGCDLGSDGRLLRGYEQYAYDGKDYLA
INEDLRSWTAADTAAQISKRKCEAANVAEQRRAYLEGTCVEWLHRYLENGKEMLQRADPPKT

HVTHHPVEDYEATLRCWALGFYPAEILTWQRDGEDQTQDVELVETRPCGDGTFGKWAAVVVP
SGEEQRYTCHVQHEGLPEPLMLRWE (SEQ ID NO497)
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FIG. 47C
HLA-G¥0L:04 (Y84; A236) (1110 in bold) (wild-type)

GSHSMRYFSAAVSRPGRGEPRFIAMGYVDDTQFVRFDSDSACPRMEPRAPWVEQRGPE YWEER
TRNTKAHAQTDRMNLQTLRGYYNQSFASSHTLQWMIGCDLGSDGRLIRGYEQY AYDGKDYLA
LNEDLRSWTAADTAAQISKRKCEAANVAEQRRAYLEGTCVEWLHRYLENGKEMLQRADPPKT
HVTHHPVEDYEATLRCWALGFYPAEILTWQRDGEDQTQDVELVETRPAGDGTFOKWAAVVVP
SGEEQRYTCHVQHEGLPEPLMLRWK (SEQ ID NO:498)

FIG. 47D
HLA-G#01:04 (Y84C; A236C) (1110 in bold) (wild-type)

(SHSMRYFSAAVSRPGRGEPRFIAMGYVDDTQFVRFDSDSACPRMEPRAPWVEQEGPEYWEEE
TRNTKAHAQTDRMNLOTLRGCYNQSEASSHTLQWMIGCDLGSDGRLIRGYEQYAYDGKDYLA
LNEDLRSWTAADTAAQISKRKCEAANVAEQRRAYLEGTCVEWLHRYLENGKEMLQRADPPKT
HVTHHPVEDYEATLRCWALGFYPAEILTWQRDGEDQTQDVELVETRPCGDGTFQKWAAVVVP
SGEEQRYTCHVQHEGLPEPLMLRWK (SEQ ID NO:499)
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