1 of 54

FIGURE 1



2 of 54

FIGURE 2



3of54

FIGURE 3

FIGURE 4



4 of 54

FIGURE §



50f54

FIGURE 6



100

Urine
sample

6 of 54

Filter

"1 0.8um pore

110

Y

Microvesicle
isolation

\_~ 120

\ 4
RNase and/
or
DNase

treatment

Extraction
enhancement
operation

\_-140

160 N

Nuclei acid |

analysis

A 4

Nucleic acid

extraction

N\__~ 150

FIGURE 7



7 of 54

FIGURE 8



8 of 54

FIGURE 9



9 of 54

FIGURE 10

FIGURE 11



10 of 54

FIGURE 12

FIGURE 13



11 of 54

FIGURE 14

FIGURE 15



12 of 54

FIGURE 16

FIGURE 17



13 of 54

FIGURE 18

FIGURE 19



14 of 54

FIGURE 20

FIGURE 21



15 of 54

Biological
sample

Y

\_~ 200

Extraction
enhancement
operation

A 4

Nucleic acid
extraction

A 4

Nuclei acid
analysis

FIGURE 22



16 of 54

FIGURE 23 A and B
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Chromosome Region

SEQID NO.

chr1.-1.91625366.91625741

chr1.1.91625365.91625742

chr11.-1.84872657.84872882

chr11.1.84872657.84872879

chr12.-1.126216420.126216526

chr12.-1.20595620.20595779

chr12.1.126216422.126216526

chr12.1.20595620.20595778

chr16.-1.33870510.33870780

chr16.-1.33870782.33870924

chr16.-1.33871356.33871567

chr16.1.33870510.33871097

chr16.1.33871357.33871493

chr17.-1.30502222.30502487

chr17.1.30502222.30502388

chr19.-1.40758344.40758514

chr19.1.40758344.40758507

chr2.-1.132729275.132729395

chr2.-1.132755094.132755190

chr2.1.132729152.132729396

chr2.1.132755094.132755188

chr23.-1.108184279.108184494

chr23.1.108184266.108184494

chr42.-1.1677545.1678136

chr42.1.1677550.1678219

chr5.-1.71182494.71182703

chr5.1.71182494.71182700

chr7.-1.148315173.148315266

chr7.1.148315170.148315268
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1 chr1.-1.91625366.91625741

tccagctcacgttcectatt 1L; ccaggtggggagtitgact 1R

2 chr11.-1.84872657.84872882

gctaaataccggcacgagac 2L; ggtttcacgccctcettgtac 2R

3 chr12.-1.126216420.126216526

ggcgctaaaccattcgtaga 3L; ggagatctgactttcaatagatcg

4 chr12.-1.20595620.20595779

cggacaggattgacagattg 4L; tctcgttcgttatcggaatt 4R

5 chr16.-1.33870510.33871097

ttggagggcaagtttagtgc 5L; cagtcggcatcgtttatggt 5R

6 chr16.-1.33871357.33871493

tccaataaccaacgagactctg 6L; gaaggccacttgtccctcta 6R

7 chr17.-1.30502222.30502388

tttttccgtacgcecacattt 71; ttccctcagtaatggegagt 7R

8 chr19.-1.40758344.40758514

tcatcagaccccagaaaagg 8L; gattcggcaggtgagttgtt 8R

9 chr2.-1.132729275.132729395

tctagcggtgcaatatgaatg 9L; cttggaataatggaataggaccac

10 chr2.-1.132755094.132755190

ggacccatgttcaactgctg 10L; cagatcttggtggtagtagcaaa 10R

FIGURE 43
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