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Figure 14
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Figure 20
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Figure 33
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Figure 40
Virus Neutralization RSV-A2
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Figure 41
A. Serrated sobibie clamp2 B. Membrans tathered clamip? | O Cytoplasmic clamp?
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Clamp2
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Figure 42
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Membrane Tethering
Peptide

Side view

Alpha Compylobacter concisus
phosphoglycosyl transferase, PgiC
{KRVIDGFLLILTSPHIATAIF}

Beta In silico designed peaptide
{YRLLSPDLLRY}

Gamma chicken Acid-sensing lon
channels 1a
{KAYEVAGLLGDIGGTNRIQYYFL)

Delta human N-
arachidonoylethanclamine
{CLGDLILILRUPSWFKRLLSLLLKPLEP
RLAAFLNSMRPRSAE)

Epsilon human fonotrepic P2X
receptor

{GTLNRFTQALVIAWIGGGLALLGLY

NVICOW)

Eta Streptomyces fividans, ¥
channel KcsA
{HWRAAGAATVLLGGVYVYVMVAGIT
Y}

Neta Thermotogo maritima CorA
{KVLTHATIFMPLGGGVIAVIMVVYF
KKKK}

Theta Baciflus subtilis Mistic
{KEQLSTAIDRMNEGLDAFIQLY)
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Figure 43
B
ELISA (soluble antigen}) FACS (Surface bound antigen)
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