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CAGCTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGAC
CCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCATCAGCAGTAGTAGCT
ACTGGGGCTGGATCCGCCAGCCCCCAGGGAAGGGGCTGGAGTGGATTGGG
AGTATCTACTATAGTGGGAGAAACTACAACAACCCGTCCCTCAAGAGTCG
AGTCACCATATCCGTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGA
GCTCTGTGACCGCCGCAGACACGGCTGTGTATTACTGTGCGAGACATTAC
TATGGTTCGGGGAGTTCCTACTACTACTACGATCTGGACGTCTGGGGCCA
AGGGACCACGGTCACCGTCTCCTCA

Figure 1A: DNA sequence of 22B5 heavy chain variable region (SEQ ID NO:11)

QLQLQESGPGLVKPSETLSLTCTVSGGSISSSSYWGWIRQPPGKGLEWIGSIYYSG
RNYNNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYYGSGSSYYYY
DLDVWGQGTTVTVSS

Figure 1B: Amino acid sequence of 22B5 heavy chain variable region (SEQ ID
NO:7)

GAAATTGTGTTGACACAGTCTCCAGCCACCCTGTCTTTGTCTCCAGGGGA
AAGAGCCACCCTCTCCTGCAGGGCCAGTCAGAGTGTTAGCAGCTACTTAG
CCTGGTACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGAT
GCATCCAACAGGGCCACTGGCATCCCAGCCAGGTTCAGTGGCAGTGGGTC
TGGGACAGACTTCACTCTCACCATCAGCAGCCTAGAGCCTGAAGATTTTG
CAGTTTATTACTGTCAGCAGCGTAGCAACTGGCCTCTCACTTTCGGCGGA
GGGACCAAGGTGGAGATCAAA

Figure 1C: DNA sequence of 22BS5 light chain variable region (SEQ ID NO:12)

EIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKPGQAPRLLIYDASNRA
TGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQORSNWPLTFGGGTKVEIK

Figure 1D: Amino acid sequence of 22BS light chain variable region (SEQ ID NO:8)
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CAGGTGCAGTTGGTGGAGTCTGGGGGAGGCGTGGTCCAGCCTGGGAGGTCCC
TGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGTITATGCTATGCAC

TGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGTGGCAGTTATATCAT
TTGATGGAAGCAATAAAAACTACGCAGACTCCGTGAAGGGCCGATTCACCAT
CTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGA
GCTGAGGACACGGCTATGTATTACTGTGCGAGAGAATACTGGGGAACCTACT
ACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTCA

Figure 1E: DNA sequence of 24C7 heavy chain variable region (SEQ ID NO:21)

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMHWVRQAPGKGLEWVAYISE
DGSNKNYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAMY YCAREYWGTYY

YGMDVWGQGTTVTVSS

Figure 1¥: Amino acid sequence of 24C7 heavy chain variable region (SEQ ID
NO:19)

GAAATTGTGTTGACACAGTCTCCAGCCACCCTGTCTTTGTCTCCAGGGGAAAG
AGCCACCCTCTCCTGCAGGGCCAGTCAGAGTGTTAGCAACTACTTAGCCTGG
TACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGATGCATCCA
ACAGGGCCACTGGCATCCCAGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGA
CTTCACTCTCACCATCAGCAGCCTAGAGCCTGAAGATTTTGCAGTTTATTACT
GTCAGCAGCGTACCAACTGGCCGTACACTTTTGGCCAGGGGACCAAGCTGGA
GATCAAA

Figure 1G: DNA sequence of 24C7 light chain variable region (SEQ ID NO:22)

EIVLTQSPATLSLSPGERATLSCRASQSVSNYLAWYQQKPGQAPRLLIYDASNRA
TGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQORTNWPYTFGQGTKLEIK

Figure 1H: Amino acid sequence of 24C7 light chain variable region (SEQ ID
NO:20)
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CAGGTGCAGCTGGTGGAGTCTGGGGGAGGCGTGGTCCAGCCTGGGAGGTCCC
TGAGACTCTCCTGTGCAGCCTCTGGATTCCCCTTCAGTACCTATGCTATGCAC
TGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGTGGCAGTTATATCAT
ATGATGGAAGCAATAAATACTACGCAGACTCCGTGAAGGGCCGATTCACCAT
CTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGA
GCTGAGGACACGGCTGTGTATTACTGTGCGAGAGAGTCCCCCCCCATCTACT
ACTACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTC
A

Figure 11: DNA sequence of 119 heavy chain variable region (SEQ 1D NO:31)

QVQLVESGGGVVQPGRSLRLSCAASGFPFSTYAMHWVRQAPGKGLEWVAVISY
DGSNKYYADSYVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARESPPIYYYY
GMDVWGQGTTVTVSS

Figure 1J: Amino acid sequence of 1D9 heavy chain variable region (SEQ I
NO:29)

GAAATTGTGTTGACACAGTCTCCAGCCACCCTGTCTTTGTCTCCAGGGGAAAG
AGCCACCCTCTCCTGCAGGGCCAGTCAGAGTGTTAGCAGCTACTTAGCCTGG
TACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGATGCATCCA
ACAGGGCCACTGGCATCCCAGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGA
CTTCACTCTCACCATCAGCAGCCTAGAGCCTGAAGATTTTGCAGTTTATTACT
GTCAGCAGCGTAGCAACTGGCCTCGGACGTTCGGCCAAGGGACCAAGGTGG
AAATCAAA

Figure 1K: DNA sequence of 1D9 light chain variable region (SEQ ID NQ:32)

EIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKPGQAPRLLIYDASNRA
TGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQORSNWPRTFGQGTKVEIK

Figure 1L: Amino acid sequence of 1D9 light chain variable region (SEQ ID NO:30)
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CAGGTGCAACTGGTGGAGTCTGGGGGAGGCGTGGTCCAGCCTGGGAGGTCCC
TGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGCTATGCTATGCAC
TGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGTGGCAGTTATATCAT
TTGATGGAAGCACTAAATACTACGCAGACTCCGTGAAGGGCCGATTCACCAT
CTCCAGAGACAATTCCAAGAACACGCTGGATCTGCAAATGAACAGCCTGAGA
GCTGAGGACACGGCTCTGTATTACTGTGCGAGAGAATACTGGGGAACCTACT
ACTACGGGACGGACGTCTGGGGCCAAGGGACCACGGTCATCGTCTCCTCA

Figure 1M: DNA sequence of 2D2 heavy chain variable region (SEQ ID NO:41)

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMHWVRQAPGKGLEWVAVISFE
DGSTKYYADSVKGRFTISRDNSKNTLDLQMNSLRAEDTALYYCAREYWGTYYY
GTDVWGQGTTVIVSS

Figure IN: Amino acid sequence of 2D2 heavy chain variable region (SEQ ID
NO:39)

GAAATTGTGTTGACACAGTCTCCAGCCACCCTGTCTTTGTCTCCAGGGGAAAG
AGCCACCCTCTCCTGCAGGGCCAGTCAGAGTGTTAACAGCTACTTAGCCTGG
TACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGATGCATCCA
ACAGGGCCACTGGCATCCCAGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGA
CTTCACTCTCACCATCAGCAGCCTAGAGCCTGAAGATTTTGCAGTTTATTACT
GTCAGCAGCGTAGCAACTGGCCTCGGACGTTCGGCCAAGGGACCAAGGTGG
AAATCAAA

Figure 10: DNA sequence of 2D2 light chain variable region (SEQ ID NO:42)

EIVLTQSPATLSLSPGERATLSCRASQSVNSYLAWYQQKPGQAPRLLIYDASNRA
TGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQORSNWPRTFGQGTKVEIK

Figure 1P: Amino acid sequence of 2D2 light chain variable region (SEQ ID NO:40)
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ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPELLGGPDVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLPEEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSL
SPGK '

Figure 1Q: Amino acid sequence of IgG1 heavy chain constant region with S247D,
A338L, and I340E mutations in bold and underlined (SEQ ID NO:43)

RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQE
SVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

Figure 1R: Amino acid sequence of IgG1 light chain constant region (SEQ ID
NQO:44)
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