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Monoclonal Antibody
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Monoclonal Antibody
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Propidium Iodide (PI) Uptake
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HES-3 EB (22 days)
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FIGURE 104
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mAb 84 VL

13/14

The amino acids not underlined correspond to framework regions and
underlined corresponds to CDRs.

1

61
1

121
7

181
27

2471
47

301
67

361
87

421
107

481
541
601
661
721
781

ACGCCAGCTATTTAGGTGACACTATAGARTACTCAAGCTATECATCCAACGCETTCECAG

CPCITCCCATATGETCEACCTECAGGCEECCECALTAGTCGAT TGACATTGAGCTCACCCAL
DI BE L T Q

TCTCCRAGCAATCATGICTGCATCTCCAGGEGGAGAAGGTCACCATGACCTGCAGTECCAGT
§ PA I ¥ 8 A 8 P G E XV T MTC ‘S A2 S

TCRAAGTGTARATTACATGIACTECTACCAGCAGRAGCCAGGATCCTCCCOCAGRCTCCTG
S 6 VN Y M YWY O OQEKUPGS &P R L L

RITTATGACACATCCRRACCTGGCTTCTGGAGTCCCTGTTCECTTICAGTGECAGTGGETCT
r ¥y, ) » 8 ¥ L A8 GV PV RPF 5§ & 8 € 8

GGGACCTCTTACTCTCICACAATCAGCCGRATEGAGGCIGARGATGCTGCCACTTATTAC
G T8 ¥ 58 L I S RMETAZERRDA AU ATYVY Y

TGCCAGCAGTGEAGTAGTTACCCETACACGTTCCGAGGEGEEACCARGCT GGARATARRR
CQ 0 W S S YPY T FGGGTXKTILETI K

CGEARTCCCECEECCATGECEGCCEEGAGCATECEACRTCGEECCCAATTCGCCCTATAR
R

TGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGEGGARRACCCTEE
CGITACCCARCTTARTCGCCTTGCAGCACATCCCCCTTICECCAGCTRGCETAATAGCEA
AGAGECGCGCACCEATCGCCCT TCTCARCAGT TGCEGCAGCCTGRATAGCGRATAGACGCE
CCCTGTAGCGGCECATTATGCGCGECEEEETETEETEETTACCGCGCAGCETCACCGCTAC
ACTTETCAGCGCCCTAGCECCECTCCTTTCECTTTCTTCCCTTCCTTICTCECCACETTC

_ GCCGECTTECTCETCAGSE

Dased on V Base and Kabat Numbering
NOT UNDERLINED: Framework
underlined: CDR

FIGURE 11



mAb 84 VH

The amino acids not underlined cor
underlined corresponds to CDRs.

1

61
1

121
13

181
33

241
53

301
73

361
93

421
113

481
541
601
661
721

14/14

respond to framework regions and
AGACGGCCAGTGATTGTATACCACTCACTATAGECCEAATTGEGCCCGALCGTCGCATECT

CCCGGCCECCATEECCECECEATTCACGTGCAGCTECAGCAGTCAGCGAGGAGECTTIGETIC
Q VvV 0 L ¢ @ 86 6 G L V

CRACCTGGAGGATCCATGARACTCTCCTGTETTGCCTCT GGATTCACT TTCAGTAACTAC
Q P G & 8 M XL 8 C VA S GGFTF 8 'N b4

TBGATGAACTGEETCCGCCAGTCTCCAGAGAAGAGECTTGAGTGEET TEGCTGARATTAGA

W M ¥, WV R QS F EX L BEW V A 'E I R

TTGAAATCTARTAATTATGCAACACATTATGCGGAGTCTGTGAARGEEAGETTCACCATC
L XK 8 N N Y ATUBHBYABEBSV XK G RVFTI

TCARGAGATGATTCCARAAGTAGTGTCTACCTGCARATGAACAACTTRACGRGCTGARGAC
S R D P S KBS 8 VYL QM N NILRATZETD

ACTGGCATTTAT TACTGCTACGGGEEACAGEGCCTGEGECCAAGGGACCACGETCACCETC
TV
T 6 I ¥ Y C T G ’E R A! W 6 Q 6 T T V

TCCTCARATCACTARTGCEECCECCTGCAGETCEACCATATGGEAGRGCTCCCARCGCET
s 5 -

TGGATGCATAGCTTGACTATICTATAGTGTCACCTARATAGCTTGGCETAATCATGGTCR
TAGCTGTTTCCTETETGARATTGTTATCCGCTCACAAT TCCACACAACATACGAGCCGGR
AGCATARAGTGTAARGCCTGEGETEGCCTAATCGAGTGAGCTARCTCACATTAATTGCGT TG
CECTCACTGCCCGCTTTCCAGT CEGEAARCCTGTCGTECCACGCTGCATTARTGAATCEGEE
CARCGCGCGEGEEAGAGECEETTTECHETATIGCGEECECTCTTCECTTCT

Based on V Base and Kabat Numbering
Not Underlinedi Framework 4
Underlined: CDR

FIGURE 12



