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SEQUENCE LISTING

<110> Celgene Corporation,
Anita Gandhi
Peter H. Schafer

<120> USE OF 3-(5-AMINO-2-METHYL~4~0XOQUINAZOLIN-3{4H)-YL)PIPERIDINE-2 ,6-DIONE
IN TREATMENT OF IMMUNE~RELATED AND
INFLAMMATORY DISEASES

<130> 12827-263-228

<140>
<141>

<<150> 61/451,995
<151> 2011-03-11

<150> 61/480,272
<151> 2011-04-28

<160> 2

<170> FastSeEQ for windows version 4.0

<210> 1

<211> 344

<212> PRT

<213> Artificial sequence

<220>
<223> human ActRIIA fused to a human Fc domain

<400> 7
Ite Leu Gly Arg Sgr Glu Thr G1n Glu Cys Leu Phe Phe asn Ala Asn
1 10 15
Trp Glu Lys Asp Arg Thr Asn Gln Thr Gly val Glu Pro Cys Tyr Gly
20 25 30
Asp Lys Agp Lys Arg Arg His Cgs Phe Ala Thr Trp Lgs Asn Ile Ser
3 4 4
Gly ser Ile Glu Ile val L%s Gin Gly Cys Trp ggu Asp Asp Iie Asn
50 5
Cys Tyr Asp Arg Thr Asp Cys val Glu Lys Lys Asp Ser Pro Glu val
65 70 75 80
Tyr Phe Cys Cys ggs Glu Gly Asn Met g%s Asn Glu Lys Phe ger Tyr
5
Phe Pro Glu Met Glu val Thr GIn Pro Thr Ser Asn Pro val Thr Pro
100 105 110
Lys Pro Pro Thr Gly Gly Gly Thr His Thr Cys Pro Pro Cys Pro Ala
115 120 125
Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro
130 135 140
Lys Asp Thr iLeu Met Ile Ser Arg Thr Pro Glu val Thr Cys val val
145 150 155 160
val Asp val ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val
165 170 175
Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu GTu Gln
180 185 190
Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val teu His Gln
195 200 205
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala
210 215 220
teu Pro val Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
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225 230 235 240
Arg GHu Pro Gin val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr
245 250 255
Lys Asn Gln val Ser bLeu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser
260 265 270
Asp Ite Ala val Glu Trp Glu Ser Asn Gly GlIn Pro Glu Asn Asn Tyr
275 280 285
Lys Thr Thr pro Pro val Leu Asp Ser Asp Gly Ser Phe phe Leu Tyr
290 295 300
Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn val pPhe
305 310 315 320
Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
325 330 335
Ser Leu Ser Leu Ser Pro Gly Lys
340

<210> 2

<211> 335

<212> PRT

<213> Artificial Sequence

<220>

<223> Processed ACtRIIB-Fc fusion protein with the nN-terminal &
amine acids of the £C domain deleted and the C-terminal 3
amino acids of the EC domain deleted (amino acids 25-131 of
SEQ ID NO:28) and with an L79D mutation

<400> 25
Glu Thr Arg Glu Cys Ile FTyr Tyr Asn Aga Asn Trp Glu Leu Géu Arg
1 5 1 1
Thr Asn Gln ggr Gly Leu Glu Arg gys Glu Gly Glu Gln égp Lys Arg
5
Leu His Cgs Tyr Ala Ser Trp Arg Asn Ser Ser Gly Thr Ile Glu Leu
3 40 45
val %gs Lys Gly Cys Trp Asp Asp Asp Phe Asn %gs Tyr Asp Arg Gln
55
Glu Cys val Ala Thr Glu Glu Asn Pro Gln val Tyr Phe Cys Cys Cys
65 70 75 80
Glu Gly Asn Phe Cys Asn Glu Arg pPhe ggr His iLeu Pro Glu gga Gly
85
Gly Pro Glu val Thr Tyr Glu Pro Pro Pro Thr Gly Gly Gly Thr His
100 105 110
Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val
115 120 125
Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr
130 135 140
pro Glu val Thr Cys val val val asp val Ser His Glu Asp Pro Glu
145 150 155 160
val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala Lys
165 170 175
Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg val val Ser
180 185 190
val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys
185 200 205
Cys Lys val ser Asn Lys Ala teu Pro Ala Pro I7e Glu Lys Thr Ile
210 215 220
Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin val Tyr Thr Leu Pro
225 230 235 240
Pro Ser Arg Glu Glu Met Thr Lys Asn Gin val Ser Leu Thr Cys Leu
245 250 255
val Lys Gly Phe Tyr Pro ser Asp Ile ala val Glu Trp Glu Ser Asn
260 265 270
Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro pPro val Leu Asp Ser
275 280 285
Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thy val Asp Lys Ser Arg
290 295 300
Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu
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305 310 315
His Asn His Tyr Thr &1n Lys Ser Leu Ser Leu Ser Pro Gly Lys
325 330 335

320
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