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Oral melanoma Undifferentiated sarcoma
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Fig. 10

Baseline At week 10 At week 34




Fig. 11
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Fig. 12
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Fig. 13
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Fig. 15
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Light chain variable region

MESQTHVLISLLLSVSGTYGDIAITQSPSSVAVSVGETVTLSCKSSQSLLYSENQKDYL

CDR1
GWYQQKPGQTPKPLIYWATNRHTGVPDRFTGSGSGTDFTLIISSVQAEDLADYYC
CDR2
GQYLVYPFTFGPGTKLELK

CDR3

Heavy chain variable region

MGWSQIILFLVAAATCVHSQVQLQQSGAELVKPGSSVKISCKASGYTFTSNFMHWV
CDR1
KQQPGNGLEWIGWIYPEYGNTKYNQKFDGKATLTADKSSSTAYMQLSSLTSEDSAV
CDR2

YFCASEEAVISLVYWGQGTLVTVSS
CDRS3
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Fig. 16
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Fig. 19

19/28

Light Chain

Italicized: Variable region sequence (Underlined boldface: CDR1, CDR2, CDR3 in
this order from NHZ terminus)

Non-italicized: Constant region sequence (bovine Ig lambda, GenBank: X62917)
MESQTHVLISLLLSVSGTYGDIAITQSPSSVAVSVGETVTLSCKSSQSLLYSENQKDYL
GWYQQKPGQTPKPLIYWATNRHTGVPDRFTGSGSGTDFTLIISSVRQAEDLADYYCG
QYLVYPFTFGPGTKLELKQPKSPPSVTLFPPSTEELNGNKATLVCLISDFYPGSVTVV
WEKADGSTITRNVETTRASKQSNSKYAASSYLSLTSSDWKSKGSYSCEVTHEGSTVTK
TVKPSECS*

Heavy Chain
Italicized: Variable region sequence (Underlined boldface: CDR1, CDR2, CDRS3 in

this order from NHZ2 terminus)

Non-italicized: Constant region sequence (bovine IgG1, modified from GenBank:
X62916)

Doubly underlined: mutated amino acids in bovine IgG1 (CH2 domain)

(Amino acid numbers and mutations:250 E—P, 251 L—V, 252 P—A, 253 G—deletion,
347A S, 348 P9)
MGWSQIILFLVAAATCVHSQVQLQYPSGAELVKPGSSVKISCKASGYTFTSNFMHWY
KQQPGNGLEWIGWIYPEYGNTKYNQKFDGKATLTADKSSSTAYMQLSSLTSEDSAV
YFCASEEAVISLVYWGQGTLVTVSSASTTAPKVYPLSSCCGDKSSSTVTLGCLVSSYM
PEPVTVTWNSGALKSGVHTFPAVLQSSGLYSLSSMVTVPGSTSGQTFTCNVAHPASS
TKVDKAVDPTCKPSPCDCCPPPPVAGPSVFIFPPKPKDTLTISGTPEVTCVVVDVGHD
DPEVKFSWFVDDVEVNTATTKPREEQFNSTYRVVSALRIQHQDWTGGKEFKCKVH
NEGLPSSIVRTISRTKGPAREPQVYVLAPPQEELSKSTVSLTCMVTSFYPDYTAVEWQ
RNGQPESEDKYGTTPPQLDADSSYFLYSKLRVDRNSWQEGDTYTCVVMHEALHNH
YTQKSTSKSAGK*




Fig. 20
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Fig. 21

Reducing conditions Non-reducing conditions
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Fig. 22
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4G12 ch4G12
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Binding of anti-PD-L1 antibody

Control antibody 10 ug/mL
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Anti-PD-L1 antibody 10 pg/mL
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Fig. 23
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Fig. 24
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Fig. 25

CFSE"*w cells in T cells (%)

B EGFP expressing cell

25/28

[] Bovine PD-L1 expressing cell

80
70

60 -

50
40
30
20
10

P < 0.05
1
r
P <0.05
1
CD4 CD8

CFSE'"v cells in T cells (%)

80

70

60

50

40

30

20

10

O Bovine IgG

B ch4G12

n.s.

P<0.05

CD4

CDs8



26/28

Fig. 26
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Fig. 27
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