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<210> 1
<211> 21
<212> DNA

<213> Artificial Sequence

<220>
<223> 21-base probe (end-Tabeled)

<220>

<221> misc_feature
<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature
<222> (21)..(Q2D

<223> Labeled with BHQl

<400> 1
tcctttgggc tcctgccatc t

<210> 2

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> 21-base probe (I-BHQO + 3-BHQL)

<220>

<221> misc_feature
<222> (..

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (9)..(10)

<223> Residues No. 9 and No. 10 are 1linked through a BHQO modification

<220>

<221> misc_feature
<222> (21)..(Q2D

<223> Labeled with BHQl
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<400> 2
tcctttgggc tcctgccatc t

<210> 3

<211> 29

<212> DNA

<213> Artificial Sequence
<220>

<223> 29-base probe (end-Tlabeled)

<220>

<221> misc_feature
<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature
<222> (29)..029

<223> Labeled with BHQl

<400> 3
aaaccacttt atgaaaatct aactggaca

<210> 4
<211> 29
<212> DNA

<213> Artificial Sequence

<220>
<223> 29-base probe (I-BHQO + 3-BHQl)

<220>

<221> misc_feature
<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (9)..10)

<223> Residues No. 9 and No. 10 are Tinked through a BHQO modification

<220>

<221> misc_feature
<222> (29)..029

<223> Labeled with BHQl

<400> 4
aaaccacttt atgaaaatct aactggaca

<210> 5
<211> 35
<212> DNA

<213> Artificial Sequence

<220>
<223> 35-base probe (end-Tabeled)

<220>

<221> misc_feature
<222> (D..(D

<223> Labeled with FAM
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<220>

<221> misc_feature
<222> (35)..(35)

<223> Labeled with BHQl

<400> 5
aagagtagta gcctaagagt gtcagttgta catca 35

<210> 6

<211> 35

<212> DNA

<213> Artificial Sequence

<220>
<223> 35-base probe (I-BHQO + 3-BHQL)

<220>

<221> misc_feature
<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (9)..(10)

<223> Residues No. 9 and No. 10 are 1linked through a BHQO modification

<220>

<221> misc_feature
<222> (35)..(35)

<223> Labeled with BHQl

<400> 6
aagagtagta gcctaagagt gtcagttgta catca 35

<210> 7

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> 21-base probe (I-TBHQl + 3-Sp3)

<220>

<221> misc_feature
<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (AL)..(1D

<223> Modified with BHQl

<220>

<221> misc_feature

<222> (21)..(Q2D

<223> Modified with Spacer-c3

<400> 7
tcctttgggc tcctgccate t 21

<210> 8
<211> 21
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<212> DNA
<213> Artificial Sequence

<220>
<223> 21-base probe (I-TBHQl + 3-BHQl)

<220>

<221> misc_feature
<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (AL)..(1D

<223> Modified with BHQl

<220>

<221> misc_feature
<222> (21)..(Q2D

<223> Labeled with BHQl

<400> 8
tcctttgggc tcctgccatc t

<210> 9

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> 21-base probe (I-BHQl + 3-BHQL)

<220>

<221> misc_feature
<222> (D..(D

<223> Labled with FAM

<220>

<221> misc_feature

<222> (9)..(10)

<223> Residues No. 9 and No. 10 are 1linked through a BHQl modification

<220>

<221> misc_feature
<222> ((21)..(Q2D

<223> Labled with BHQl

<400> 9
tcctttgggc tcctgccatc t

<210> 10

<211> 35

<212> DNA

<213> Artificial Sequence

<220>
<223> 35-base probe (I-TDAB + 3-BHQL)

<220>

<221> misc_feature
<222> (D..(D

<223> Labeled with FAM

Page 4



<220>

<221> misc_feature

<222> (9)..(9

<223> Modified with DAB moiety

<220>

<221> misc_feature

<222> (35)..(35)

<223> Labeled with BHQl

<400> 10

aagagtagta gcctaagagt gtcagttgta catca 35
<210> 11

<211> 35

<212> DNA

<213> Artificial Sequence

<220>

<223> 35-base probe (I-Aniline + 3-BHQl)
<220>

<221> misc_feature

<222> (D)..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (9)..(10)

<223> Residues No. 9 and No. 10 are Tinked through an aniline moiety
<220>

<221> misc_feature

<222> (35)..(35)

<223> Labeled with BHQl

<400> 11

aagagtagta gcctaagagt gtcagttgta catca 35
<210> 12

<211> 35

<212> DNA

<213> Artificial Sequence

<220>

<223> 35-base probe (I-dRBHQO + 3-BHQl)

<220>
<221>
<222>

misc_feature

..D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (9)..(10)

<223> Residues No. 9 and No. 10 are Tinked through a dRBHQO moiety
<220>

<221> misc_feature

<222> (35)..(35)

<223> Labeled with BHQl

<400> 12

aagagtagta gcctaagagt gtcagttgta catca 35
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

13

35

DNA

Artificial Sequence

35-base probe (I-gBHQO + 3-BHQl)

misc_feature
D..1
Labeled with FAM

misc_feature
(9)..(10) ] )
Residues No. 9 and No. 10 are linked through a gBHQO moiety

misc_feature

(35)..(35)
Labeled with BHQl
13

aagagtagta gcctaagagt gtcagttgta catca

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

14

35

DNA

Artificial Sequence

35-base probe (I-BHQO + 3-Sp3)

misc_feature
1..1 .
Labeled with FAM

misc_feature
(9)..(10) . I .
Residues No. 9 and No. 10 are linked through a BHQO modification

misc_feature

(35)..(35)
Modified with Spacer-c3
14

aagagtagta gcctaagagt gtcagttgta catca

<210>
<211>
<212>
<213>

<220>
<223>

<220>

15

35

DNA

Artificial Sequence

35-base probe (I-BHQl + 3-BHQO)
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<221>
<222>
<223>

<220>
<221>
<222>

misc_feature
D..1
Labeled with FAM

misc_feature

(9)..(10)

<223> Residues No. 9 and No. 10 are 1linked through a BHQl modification
<220>

<221> misc_feature

<222> (35)..(35)

<223> Labeled with BHQO

<400> 15

aagagtagta gcctaagagt gtcagttgta catca 35
<210> 16

<211> 35

<212> DNA

<213> Artificial Sequence

<220>

<223> 6/7 I-BHQO + 3-BHQl probe

<220>

<221> misc_feature

<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (6)..(7)

<223> Residues No. 6 and No. 7 are linked through a BHQO modification
<220>

<221> misc_feature

<222> (35)..(35)

<223> Labeled with BHQl

<400> 16

aagagtagta gcctaagagt gtcagttgta catca 35
<210> 17

<211> 35

<212> DNA

<213> Artificial Sequence

<220>

<223> 7/8 I-BHQO + 3-BHQl probe

<220>

<221> misc_feature

<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (7)..(8)

<223> Residues No. 7 and No. 8 are linked through a BHQO modification
<220>

<221> misc_feature

<222> (35)..(35)
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<223> Labeled with BHQl

<400> 17

aagagtagta gcctaagagt gtcagttgta catca 35
<210> 18

<211> 35

<212> DNA

<213> Artificial Sequence

<220>

<223> 8/9 I-BHQO + 3-BHQl probe
<220>

<221> misc_feature

<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222>

(8)..(9

<223> Residues No. 8 and No. 9 are linked through a BHQO modification
<220>

<221> misc_feature

<222> (35)..(35)

<223> Labeled with BHQl

<400> 18

aagagtagta gcctaagagt gtcagttgta catca 35
<210> 19

<211> 35

<212> DNA

<213> Artificial Sequence

<220>

<223> 11/12 1-BHQO + 3-BHQl

<220>

<221> misc_feature

<222> (D..(D

<223> Labeled with FAM

<220>

<221> misc_feature

<222> (11)..(12)

<223> Residues No. 11 and No. 12 are linked through a BHQO modification
<220>

<221> misc_feature

<222> (35)..(35)

<223> Labled with BHQl

<400> 19

aagagtagta gcctaagagt gtcagttgta catca 35
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