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NOTCH1 siRNA screen 50nM in C4-2 cells
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NOTCH - modifications of XD-00404
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Modification pattern:

- : parental sequence (unmodified)
| ;. intermediate stabilized

F: fully stabilized
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NOTCH - modifications of XD-00409
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Fig. 3B

Modification pattern:

- : parental sequence (unmodified)
| : intermediate stabilized

F: fully stabilized
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E Animals with single metastasis
B Animals with several metastases

e Animals without metastases
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